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Figure S1. Distribution of TBDTs detected across MLST-diverse P. aeruginosa genomes. 
TBDTs were identified using a Hidden Markov Model (HMM) search based on the PF07715 domain, corresponding to the conserved plug domain of TBDTs located in the outer membrane. The number of TBDTs per genome is shown on the x-axis, with the corresponding number of genomes on the y-axis. Exact counts are indicated above each bar.
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Figure S2. Phylogenetic distribution of TBDTs across MLST-diverse P. aeruginosa strains. 
The phylogeny of the MLST-diverse dataset includes the three reference strains PA7 (green), PA14 (orange), and PAO1 (black). Concentric rings represent the presence-absence profiles of 35 TBDT genes identified from the PAO1 reference strain. Each ring corresponds to a gene and each cell to a genome (grey, present; white, absent).
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Figure S3. Transcriptional reporter plasmid for TBDT promoter activity measurement. 
(A)  Fluorescence intensity of pyoverdine (green) (ex: 400 nm em: 470 nm) and YPet (yellow) (ex: 500 nm em: 540 nm). Fluorescence of a 20h of growth in CAA medium using a Tecan plate reader. Four conditions were tested: the P. aeruginosa PAO1 pvdFpchAcntL mutant without reporter plasmid (pyoverdine-/YPet-), the WT strain without reporter plasmid (pyoverdine+/YPet-), the pvdFpchAcntL mutant carrying the PbtuB-ypet reporter plasmid pOPC-250 (pyoverdine-/YPet+) and the WT strain carrying the PbtuB-ypet reporter plasmid pOPC-250 (pyoverdine+/YPet+). Error bars represent standard deviation from three independent measurements. (B) Schematic representation of the reporter plasmid (variable promoter upstream of ypet fluorescent gene followed by rrnB terminator, for inducible YPet expression; PpilM mcherry followed by rpsI terminator, for constitutive mCherry expression; aac(3)-I, conferring gentamicin resistance; trfA, replication initiator protein; oriV, origin of replication).
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Figure S4. Growth experiment of P. aeruginosa.
Final OD 600 nm values of P. aeruginosa WT (blue) and pvdFpchAcntL (red) grown in LB with increasing concentration of EDTA. Measurements were performed using a Tecan plate reader M200, and growth was monitored for 24 h at 37°C. 
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Figure S5. Global analysis of TBDT promoter activity across different metal availability conditions.
TBDT promoter activity of P. aeruginosa PAO1 pvdFpchAcntL under different metal availability conditions. Strains were grown in CAA medium at 37°C for 20h under four conditions: control (grey; CAA + 10 µM FeCl3), iron limitation (blue; CAA), zinc limitation (orange; CAA + 10 µM FeCl3 + 10 µM TPEN) and calprotectin treatment (pink; CAA + 10 µM FeCl3 + 30 µg/ml calprotectin). Fluorescence values were normalized to optical density at 600 nm. Statistical significance was assessed using One-way ANOVA. Three independent biological replicates were performed for each condition.
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Figure S6. Growth of P. aeruginosa in conditions presented in Fig. 2 and S5.
Final OD at 600 nm values of P. aeruginosa pvdFpchAcntL grown in CAA with 10M FeCl3 (dark red); without supplementation (cyan); with 10M FeCl3 and 10M of the zinc chelator TPEN (orange) or with 10M FeCl3 and 30g/ml of calprotectin (purple).
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Figure S7. Distribution of sequence-predicted and experimentally validated iron- and zinc-responsive TBDTs in P. aeruginosa PAO1.
Cladogram of (A) Plug domains (PF07715.19) and (B) TonB_dep_Rep domain (PF00593) for all TBDTs of P. aeruginosa PAO1. The inner ring indicates experimentally validated metal responsiveness, whereas the outer ring shows predictions based on bioinformatic analysis of promoter regions and the presence of Fur or Zur boxes. Blue and orange boxes indicate iron- and zinc-responsive TBDTs, respectively, while grey boxes indicate TBDTs not associated with either iron or zinc responsiveness. 
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Figure S8. Bioinformatic search for of P. aeruginosa’s TBDTs Fur- and Zur-boxes.
Fur-boxes (cyan) and Zur-boxes (orange) identified in the upstream DNA of all 35 TBDT. All hits shown have a p-value < 0.001.
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Figure S9. Global analysis of TBDT promoter activity in presence of exogenous siderophores. PA0151 to PA2335.
TBDT promoter activity of P. aeruginosa PAO1 pvdFpchAcntL mutant in presence of exogenous siderophores. Strains were grown in CAA medium at 37°C for 20h in CAA (grey; control) with supplementation of purified siderophores: pyochelin (dark blue), citrate (light blue), ferrichrome (dark green), ferrioxamine E (middle green), enterobactin (light green), and cell-free supernatant of K. pneumoniae WT (dark pink), K. pneumoniae ∆entC∆ybtS (light pink), Y. enterocolitica ∆ybtS  (dark orange), G. mishrai (light orange) and M. segmatis (yellow). Fluorescence values were normalized to optical density at 600 nm. Statistical significance was assessed using One-way ANOVA. Three independent biological replicates were performed for each condition.
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Figure S10. Global analysis of TBDT promoter activity in presence of exogenous siderophores. PA2398 to PA4897.
TBDT promoter activity of P. aeruginosa PAO1 pvdFpchAcntL mutant in presence of exogenous siderophores. Strains were grown in CAA medium at 37°C for 20h in CAA (grey; control) with supplementation of purified siderophores: pyochelin (dark blue), citrate (light blue), ferrichrome (dark green), ferrioxamine E (middle green), enterobactin (light green), and cell-free supernatant of K. pneumoniae WT (dark pink), K. pneumoniae ∆entC∆ybtS (light pink), Y. enterocolitica ∆ybtS  (dark orange), G. mishrai (light orange) and M. segmatis (yellow). Fluorescence values were normalized to optical density at 600 nm. Statistical significance was assessed using One-way ANOVA. Three independent biological replicates were performed for each condition.
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Figure S11. Growth of P. aeruginosa in conditions presented in Fig. 4, S9 and S10.
Final OD at 600 nm values of P. aeruginosa pvdFpchAcntL grown in CAA (cyan) or with Cell Free Supernatant (CFS) of K. pneumoniae WT; CFS of K. pneumoniae entCybtS mutant; CFS Y. enterocolitica WT; CFS Y. enterocolitica ybtS mutant; CFS G. mishrai and CFS M. smegmatis.
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Figure S12. Growth characteristics and siderophore production. 
(A) OD 600 nm values of bacteria grown in iron restricted medium. K. pneumoniae and M. smegmatis grown in low phosphate M9; and Y. enterocolitica and G. mishrai were grown in CAA medium. (B) Culture supernatants were used to measure siderophore production using the CAS assay, described in Method part.
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Figure S13. Gating strategy for single-cell analysis.
Flow cytometry data are presented with each dot representing an individual particle. P. aeruginosa express mCherry constitutively, enabling detection through red fluorescence, while Klebsiella cells express mtagBFP2, which provides blue fluorescence for discrimination in co-cultures. The yellow fluorescence of YPet in P. aeruginosa is assessed as an indicator of gene expression. Autofluorescence for both species is shown in gray and black. Background noise was minimized using forward (FSC) and side scatter (SSC).
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