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Foliar methyl jasmonate spray induces kinsenoside synthesis in Anoectochilus roxburghii, with 50 μmol/L optimal for diploids and 500 μmol/L for tetraploids. Diploid Anoectochilus roxburghii reaches maximum kinsenoside content at 1 d post-spraying, while tetraploids peak at 3 d post-spraying with methyl jasmonate treatment.
Methyl jasmonate induces distinct transcriptional regulation and secondary metabolism in diploid and tetraploid Anoectochilus roxburghii. Transcriptomic analysis reveals distinct transcriptional regulation and secondary metabolic responses to methyl jasmonate in two ploidies of Anoectochilus roxburghii.
Fifteen core genes associated with kinsenoside biosynthesis are identified via weighted gene co-expression network analysis, which regulate synthesis via hormone signaling and secondary metabolism. UDP-glycosyltransferase 88F3 is significantly upregulated in both ploidies and potentially mediates kinsenoside glycosylation.
The study provides a theoretical basis for dissecting kinsenoside biosynthetic pathway in Anoectochilus roxburghii. 

