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Supplementary Materials
The following supplementary tables are provided to support the findings presented in this manuscript:
Supplementary Table 1: Detailed information on data sources used in the analyses.
Supplementary Table 2: Information on the cardiometabolic risk (CMR) traits included in the study.
Supplementary Table 3: Overview of the GWAS datasets for cardiometabolic diseases.
Supplementary Table 4: Results of meta-analyses conducted across GWAS datasets.
Supplementary Table 5 & 6: Genetic correlation analyses between type 2 diabetes (T2D) and CMR traits using LD Score Regression (LDSC) and High-definition Likelihood (HDL), respectively.
Supplementary Table 7 & 8: Results of univariate and bivariate MiXeR analyses, characterizing genetic architecture overlap.
Supplementary Table 9 & 10: Genomic loci uniquely associated with T2D or CMR traits at conditional FDR < 0.01.
Supplementary Table 11: Shared genomic loci between T2D and CMR traits identified by conjunctional FDR analysis.
Supplementary Table 12: Genes mapped to candidate SNPs shared between T2D and CMR traits (conjunctional FDR < 0.05).
Supplementary Table 13: Multiple-trait mapping results identifying 1,184 genes (including 514 unique genes) associated with T2D and CMR traits.
Supplementary Tables 14–17: Results from S-PrediXcan (single-tissue) and S-MulTiXcan (cross-tissue) TWAS analyses for T2D and key CMR traits (adjusted P < 0.05, Benjamini-Hochberg correction).
Supplementary Table 18: SMR analysis of blood eQTLs in relation to T2D and 14 cardiometabolic conditions (adjusted P < 0.05).
Supplementary Table 19: Detailed information on 31 single-cell eQTLs used in downstream analyses.
Supplementary Table 20: List of SNPs retained after exposure-outcome harmonization for final Mendelian randomization analyses.
Supplementary Table 21: Mendelian randomization results of single-cell eQTLs for T2D and 14 CMR traits (adjusted P < 0.05).
All supplementary tables are available online as part of the manuscript submission.

Supplementary Methods are provided in the Supplementary Information.

