Data Availability 
The datasets generated and analyzed during this study, including genome-wide CpG density profiles, positional distributions, codon bias metrics, and relative synonymous codon usage (RSCU) data across all six millet species, along with all custom Python code used for the analysis, are available for peer review at the following secure link: 
https://drive.google.com/drive/folders/1dMO215Nv25x5oxpFu3fvqhxLIuBk15Qn?usp=drive_link
