
	mRNA
	miRNA

	MCF-7 and T47D cells
	MCF-7, T47D, and MDA-MB-453 cells
	MCF-7 and MDA-MB-453 cells
	T47D and MDA-MB-453 cells

	ACSL1
	ACSL1
	hsa-miR-429
	hsa-miR-187-3p

	AFF3
	AFF3
	
	

	ALCAM
	ALCAM
	
	

	C1orf116
	C1orf116
	
	

	CBWD1
	DST
	
	

	DST
	FKBP5
	
	

	EHF
	MCCC2
	
	

	EMP1
	MMP16
	
	

	FKBP5
	NEDD4L
	
	

	GPR158
	TPD52
	
	

	MALT1
	TSC22D3
	
	

	MCCC2
	
	
	

	MMP16
	
	
	

	NEDD4L
	
	
	

	PLEKHS1
	
	
	

	TPD52
	
	
	

	TSC22D3
	
	
	



Supplementary Table 1: miRNA-regulated DEmRNA and DEmiRNA-level overlap between different cell lines




	Transcript
	log2FC
	P-value
	Euclidean Distance

	hsa-miR-4668-5p
	1.55
	4.68E-06
	17.77242722

	hsa-miR-20b-3p
	1.75
	1.01E-05
	16.68713897

	hsa-miR-3613-3p
	1.37
	1.19E-05
	16.41572658

	hsa-miR-29c-3p
	2.89
	7.53E-05
	13.99885198

	hsa-miR-27b-5p
	-1.82
	8.01E-05
	13.72842218

	hsa-miR-187-3p
	2.06
	0.0001
	13.44698273

	hsa-miR-92a-1-5p
	1.96
	0.0001
	13.43091426

	hsa-miR-29c-5p
	1.66
	0.0001
	13.39042531

	hsa-miR-148a-5p
	1.84
	0.0002
	12.42470631

	hsa-miR-203b-3p
	1.05
	0.0003
	11.74972678

	hsa-miR-8079
	-1.51
	0.0004
	11.38839131

	hsa-miR-34a-3p
	2.39
	0.0005
	11.22370739

	hsa-miR-29a-3p
	1.23
	0.0006
	10.77350024

	hsa-miR-548ac
	1.70
	0.001
	10.10981462

	hsa-miR-378a-5p
	1.54
	0.0012
	9.824362333

	hsa-miR-652-5p
	1.85
	0.0012
	9.877917539

	hsa-miR-27a-5p
	1.69
	0.0012
	9.848326202

	hsa-miR-19b-3p
	1.15
	0.0012
	9.770728877

	hsa-miR-196b-5p
	-1.24
	0.0013
	9.6677578

	hsa-miR-200c-5p
	1.94
	0.0015
	9.579546495

	hsa-miR-429
	1.17
	0.0021
	8.971999551

	hsa-miR-4725-3p
	-1.08
	0.0036
	8.189851479

	hsa-miR-4533
	-1.10
	0.0047
	7.81063051

	hsa-miR-4513
	-1.54
	0.0074
	7.244065896

	hsa-miR-32-3p
	-1.33
	0.0075
	7.183731549

	hsa-miR-17-3p
	1.66
	0.0096
	6.904132503

	hsa-miR-378g
	1.77
	0.0099
	6.88845515

	hsa-miR-127-3p
	-1.34
	0.0099
	6.792809809

	hsa-miR-323b-5p
	-1.59
	0.0102
	6.803629218

	hsa-miR-378e
	1.44
	0.0109
	6.676296307

	hsa-miR-18b-5p
	1.58
	0.0111
	6.681654626

	hsa-miR-455-3p
	1.29
	0.012
	6.510466288

	hsa-miR-6726-5p
	-1.37
	0.0121
	6.5151544

	hsa-miR-4472
	-1.34
	0.0129
	6.417753069

	hsa-miR-4306
	1.72
	0.0131
	6.485981851

	hsa-miR-598-5p
	-1.85
	0.0146
	6.372922059

	hsa-miR-29b-3p
	1.29
	0.0152
	6.175359448

	hsa-miR-6792-5p
	-1.33
	0.0155
	6.15645545

	hsa-miR-7-1-3p
	1.69
	0.0167
	6.140316381

	hsa-miR-7641
	1.60
	0.0182
	5.997104841

	hsa-miR-193a-3p
	1.86
	0.0198
	5.957453856

	hsa-miR-3648
	1.38
	0.0215
	5.708464848

	hsa-miR-483-5p
	1.04
	0.0222
	5.59006471

	hsa-miR-6751-5p
	-2.22
	0.0225
	5.908259514

	hsa-miR-5698
	-1.05
	0.0232
	5.530253851

	hsa-miR-6715b-3p
	-1.59
	0.0242
	5.600636231

	hsa-miR-6877-5p
	-1.80
	0.0243
	5.657943339

	hsa-miR-551b-5p
	-1.36
	0.0244
	5.527349696

	hsa-miR-1180-3p
	-1.23
	0.0264
	5.384859288

	hsa-miR-766-3p
	1.05
	0.0267
	5.331362461

	hsa-miR-4682
	-1.10
	0.0283
	5.260281866

	hsa-miR-3944-3p
	-3.15
	0.0291
	5.997080298

	hsa-miR-30a-3p
	1.41
	0.0304
	5.233694254

	hsa-miR-6793-5p
	-2.07
	0.0324
	5.364892586

	hsa-miR-5589-5p
	-1.53
	0.033
	5.152568988

	hsa-miR-4449
	1.10
	0.0334
	5.025340265

	hsa-miR-3689a-3p
	-1.23
	0.0367
	4.923299008

	hsa-miR-3909
	1.20
	0.0402
	4.789837813

	hsa-miR-1299
	-2.08
	0.0422
	5.019689223

	hsa-miR-8084
	1.59
	0.0457
	4.728623463

	hsa-miR-7850-5p
	-1.97
	0.046
	4.861286375

	hsa-miR-1471
	-1.48
	0.047
	4.652937779

	hsa-miR-766-5p
	-2.36
	0.0473
	4.994239848

	hsa-miR-3663-5p
	-1.25
	0.0476
	4.567540691

	hsa-miR-2277-3p
	-1.30
	0.048
	4.570924257

	hsa-miR-6075
	2.37
	0.0487
	4.962530286



Supplementary Table 2: DEmiRNA characteristics for MDA-MB-453 cell line



 






	Gene
	Univariate HR
	Lower 95% CI
	Upper 95% CI
	P-Value
	Multivariate HR
	Lower 95%
	Upper 95%
	p-value

	ASCL1
	1.092
	0.996
	1.198
	0.061
	1.093
	0.985
	1.213
	0.095

	AFF3
	0.975
	0.819
	1.160
	0.772
	0.831
	0.672
	1.027
	0.087

	ALCAM
	0.776
	0.594
	1.015
	0.064
	0.715
	0.541
	0.944
	0.018

	C1orf116
	0.940
	0.820
	1.077
	0.373
	0.919
	0.792
	1.067
	0.268

	DST
	0.963
	0.772
	1.203
	0.743
	1.203
	0.904
	1.602
	0.205

	FKBP5
	0.762
	0.630
	0.922
	0.005
	0.773
	0.613
	0.975
	0.029

	MCCC2
	1.032
	0.761
	1.401
	0.837
	1.153
	0.825
	1.611
	0.405

	MMP16
	0.989
	0.810
	1.206
	0.911
	1.044
	0.835
	1.306
	0.705

	NEDD4L
	1.196
	0.840
	1.702
	0.321
	1.154
	0.769
	1.734
	0.489

	TPD52
	1.275
	0.973
	1.671
	0.078
	1.565
	1.116
	2.193
	0.009

	TSC22D3
	0.919
	0.617
	1.368
	0.676
	0.976
	0.622
	1.532
	0.916



Supplementary Table 3: Univariate and multivariate cox-proportional hazards regression model outcomes for overlapping DEmiRNA-regulated DEmRNAs across the three cell lines (MDA-MB-453, MDA-MB-231, and T47D). 

