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Supplementary Table 1: primers' names with forward and reverse sequences.
	Primer name
	Sequence (5’-3’)

	SREBP1C Forward
	ACTTCTGGAGGCATCGCAAGCA

	SREBP1C Reverse
	AGGTTCCAGAGGAGGCTACAAG

	ChREBP Forward
	GCTTTTGACCAGATGCGAGAC

	ChREBP Reverse
	CGTTGAAGGACTCAAACAGAGGC

	ACC Forward
	TTCACTCCACCTTGTCAGCGGA

	ACC Reverse
	GTCAGAGAAGCAGCCCATCACT

	SHP Forward
	GCTGAAGCAAGAGGAGGTGAAG

	SHP Reverse
	GCTTGATGATGTTGCCCTTCTC

	PPAR-α F
	GCGAAAGAAAGCGATTCCGA

	PPAR-α R
	TCAGCTCGGATCACAGACATCA

	SCD1 Forward
	CCATGGCTCATGTTATTGACG

	SCD1 Reverse
	GGCAGTAAGTCACCAGCATC

	CD36 Forward
	CCCAAGGTTTTGTTGTTGGC

	CD36 Reverse
	GGTGCATCACAGACTGGAATG

	CYP7a1 Forward
	CCAAGAGGCATCTTGCACTTC

	CYP7a1 Reverse
	GCTTCCATCACGCCATAGTTT

	bsep Forward
	GCCCTGTTCATCATCTTCCA

	bsep Reverse
	GGAGGTGAAGACGATGACGA








