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Supplementary Figure 2 HLA-DRB1*07:01* samples HLA-DRB1*11:01* samples
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Supplementary Figure 3

HLA-DRB1*07:01* samples HLA-DRB1*11:01* samples
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Supplementary Figure 4
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Supplementary Figure 6
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Supplementary Figure 7
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Supplementary Figure 8
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Supplementary Figure 9 HLA-DRB1*07:01* samples
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Supplementary Figure 10 HLA-DRB1*11:01* samples
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Supplementary Figure 11
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Supplementary Figure 12

[ |HLA-DR«

[CIHLA-DRB1*11:01

. HAH3N2(1968)

[]AlphaFold model of HLA-DRB1*11:01-HAH3N2(1968) jn complex with HA1.7 TCR



	Slide 1
	Slide 2
	Slide 3
	Slide 4
	Slide 5
	Slide 6
	Slide 7
	Slide 8
	Slide 9
	Slide 10
	Slide 11
	Slide 12
	Slide 13
	Slide 14
	Slide 15
	Slide 16
	Slide 17
	Slide 18
	Slide 19

