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SLC-mediated transmembrane transport;7.9e-11
Amino acid transport across the plasma
membrane;8.22e-10

Metabolism of amino acids and derivatives;8.22e-10
Transport of inorganic cations/anions and amino
acids/oligopeptides;1.3e-09

Transport of small molecules;3.81e-09

Biomarkers for pyrimidine metabolism
disorders;1.14e-05

Pyrimidine catabolism;0.000322

SLC-mediated transmembrane transport;0.000322
DNA Repair;0.000416

Transport of small molecules;0.000463

SLC-mediated transmembrane transport;9.23e-15

Transport of small molecules;2.04e-11

Disorders of transmembrane transporters;1.04e-10

Amino acid metabolism;2.67e-10

Transport of inorganic cations/anions and amino
acids/oligopeptides;1.89e-09

I

G alpha (q) signalling events;4.06e-09
Synthesis, secretion, and inactivation of
Glucagon-like Peptide-1 (GLP-1);4.06e—-09
Incretin synthesis, secretion, and
inactivation;4.06e-09

Free fatty acid receptors;6.92e-09
Omega-9 fatty acid synthesis;1.64e—08

Metabolism of amino acids and derivatives;0.00246
Synthesis, secretion, and inactivation of
Glucagon-like Peptide-1 (GLP-1);0.00246

Incretin synthesis, secretion, and
inactivation;0.00246

Amino acid transport across the plasma
membrane;0.0113

Transport of bile salts and organic acids, metal ions
and amine compounds;0.0143

SHAP Value Distribution (Bee Swarm)
Each point represents one sample, color indicates feature value

M1X-RT166MZ237 1
Thymol Sulfate 1

Salicyluric acid 1

Proline betaine 1
2_6-Dihydroxybenzoic acid 1
Betaine 1

LysoP1(18:2/0:0)
LysoPE(0:0/18:2) 1
LysoPE(18:2/0:0) A
Ureidopropionic acid
Dihydrouracil 1
LysoPE(16:0/0:0) A
3-Allylphenol sulfate
Isobutyrylcarnitine(AcCa(iso4:0) 1
4-Pyridoxic acid 1
M1X-RT61MZ86 A
1-Methylhistidine

Cytidine

2_8-Quinolinediol 1

Metabolite

LysoPC(0:0/20:5)

0.0103 swow
0.0071
0.0067
0.0063
0.0051
0.0050
0.0049
0.0048
0.0044
0.0039
0.0038
0.0037
0.0037
0.0035
0.0034
0.0033
0.0032
0.0031
0.0030
0.0030

High

Feature value

Low

-0.050 -0.025

0.000 0.025

SHAP value (impact on model output)
Red: high feature values | Blue: low feature values | Horizontal spread: direction of effect
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M1X-RT166MZ237
Betaine

Erucic acid(FFA(22:1n9

)
Isobutﬁrylcarnitine(AcCa(iso4:O)

1-Methylhistidine
Thymol Sulfate
Salicyluric acid
LysoP:_:(18:2/O:0
LysoPE(0:0/18:
LysoPE(18:2/0:0

2_6-Dihydroxybenzoic acid

Ureidopropionic acid
Dihydrouracil
LysoPE(16:0/0:0)
Enterolactone sulfate
Niacinamide
Caprylic acid(FFA(8:0)
4-Pyridoxic acid
LysoPC(0:0/20:5
LysoPC(0:0/18:2
Proline betaine
Pipecolic acid
M1X-RT61MZ86
2_8-Quinolinediol
M1X-RT250MZ233
Cytidine
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El%osanedioic acid(FFA(20:0-DC) isomer




