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Metabolism of amino acids and derivatives;0.00246
Synthesis, secretion, and inactivation of
Glucagon−like Peptide−1 (GLP−1);0.00246
Incretin synthesis, secretion, and
inactivation;0.00246
Amino acid transport across the plasma
membrane;0.0113
Transport of bile salts and organic acids, metal ions
and amine compounds;0.0143

Biomarkers for pyrimidine metabolism
disorders;1.14e−05
Pyrimidine catabolism;0.000322
SLC−mediated transmembrane transport;0.000322
DNA Repair;0.000416
Transport of small molecules;0.000463

G alpha (q) signalling events;4.06e−09
Synthesis, secretion, and inactivation of
Glucagon−like Peptide−1 (GLP−1);4.06e−09
Incretin synthesis, secretion, and
inactivation;4.06e−09
Free fatty acid receptors;6.92e−09
Omega−9 fatty acid synthesis;1.64e−08

SLC−mediated transmembrane transport;9.23e−15
Transport of small molecules;2.04e−11
Disorders of transmembrane transporters;1.04e−10
Amino acid metabolism;2.67e−10
Transport of inorganic cations/anions and amino
acids/oligopeptides;1.89e−09

SLC−mediated transmembrane transport;7.9e−11
Amino acid transport across the plasma
membrane;8.22e−10
Metabolism of amino acids and derivatives;8.22e−10
Transport of inorganic cations/anions and amino
acids/oligopeptides;1.3e−09
Transport of small molecules;3.81e−09
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Dihydrouracil

Ureidopropionic acid
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2_6−Dihydroxybenzoic acid
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Thymol Sulfate
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