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C Type: Dry specific eQTL; Gene: EGR2; Mediating factor: Hexadecanedioic_acid(FFA(16:0-DC); SNP: rs209002452
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Lactation stage Metabolite abundance Effect Sizes
d Type: Peak specific eQTL; Gene: CADM17; Mediating factor: Neutrophil; SNP rs42295363
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Lactation stage Cell component Effect Sizes
e Type: Later specific eQTL; Gene: PECAM; Mediating factor: Macrophage; SNP: rs41919258
Dry H Early H Peak H Late ‘ 41
37 / ACME Pl |
s 27 l . s 27 T Al
=SAE R = — AA ADE | P=0
© 04:¢ 1 G4 J 8 0 / — AG
(2] 1 (2]
=X -1+ [ e ! 1 3, GG
T 3 ‘ l T
<2 [ | <, Total Effect |
B
AAAGGG ARAGGG AAAGGG AAAGGG 0.00 0.05 0.10 08 -06 -04 02

Lactation stage Cell component Effect Sizes



