
−0.27
1.45e−08

0.063
0.195

0.23
2.14e−06

−0.014
0.766

−0.31
7.76e−11

0.031
0.522

0.19
7.72e−05

0.11
0.0251

−0.096
0.0469

−0.29
5.17e−10

0.36
2.36e−14

0.045
0.349

−0.33
1.6e−12

−0.23
2.25e−06

0.43
3.94e−21

0.16
0.00121

−0.22
2.39e−06

−0.3
1.64e−10

0.044
0.366

0.56
6.6e−37

−0.35
5.15e−14

−0.21
1.07e−05

0.24
7.75e−07

0.39
9.65e−17

−0.19
5.97e−05

0.014
0.77

−0.074
0.124

0.29
6.31e−10

−0.052
0.278

−0.25
1.12e−07

0.11
0.0246

0.23
1.68e−06

0.19
8.43e−05

0.072
0.138

−0.39
1.78e−17

0.14
0.00259

0.22
4.76e−06

0.3
1.33e−10

−0.42
1.97e−19

−0.13
0.00606

0.25
1.03e−07

0.28
5.38e−09

−0.43
6.83e−21

−0.12
0.00959

0.22
2.7e−06

0.085
0.0791

−0.16
0.000782

−0.18
0.000244

0.21
8.57e−06

0.24
5.21e−07

−0.26
2.63e−08

−0.22
2.81e−06

0.39
2.25e−17

0.17
0.00029

−0.11
0.0182

−0.53
1.57e−32

0.36
2.65e−14

−0.069
0.153

−0.047
0.331

−0.28
2.3e−09

0.034
0.483

0.26
3.42e−08

0.044
0.361

−0.39
3.66e−17

0.1
0.0333

0.0075
0.876

−0.098
0.0427

−0.018
0.714

−0.047
0.328

−0.013
0.791

0.15
0.00254

−0.095
0.0495

−0.042
0.379

0.14
0.00365

0.077
0.112

−0.2
3.54e−05

Early

Peak

Dry

Later

module

0.033 0.00110.11

0

1

2

3

lo
g1

0(
TP

M
+1

)

M4 (Dry)

0.229.2e−13 < 2.22e−16

0.0

0.5

1.0

1.5

2.0

2.5

lo
g1

0(
TP

M
+1

)

4.1e−130.640.0003

0.0

0.5

1.0

1.5

2.0

lo
g1

0(
TP

M
+1

)

< 2.22e−16 0.062 0.1

0

1

2

3

4

lo
g1

0(
TP

M
+1

)

< 2.22e−160.00021.1e−09

0

1

2

3

lo
g1

0(
TP

M
+1

)

< 2.22e−16
< 2.22e−16

0.08

0

1

2

3

lo
g1

0(
TP

M
+1

)

R = 0.4, p < 2.2e−16

0.0

0.2

0.4

0.6

0.0 0.2 0.4 0.6
Module membership

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r 
bo

dy
 w

ei
gh

t

R = 0.48, p = 3.2e−10

0.2

0.3

0.4

0.4 0.6 0.8
Module membership

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r 
bo

dy
 w

ei
gh

t

R = 0.65, p = 9.9e−11

0.1

0.2

0.3

0.4

0.5 0.6 0.7 0.8 0.9
Module membership

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r 
bo

dy
 w

ei
gh

t

R = 0.6, p < 2.2e−16

0.0

0.1

0.2

0.3

0.4

0.4 0.6 0.8
Module membership

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r 
bo

dy
 w

ei
gh

t

R = 0.66, p < 2.2e−16

0.2

0.4

0.6

0.4 0.6 0.8
Module membership

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r 
bo

dy
 w

ei
gh

t

R = 0.46, p = 1.5e−09

0.0

0.2

0.4

0.5 0.6 0.7 0.8 0.9
Module membership

G
en

e 
si

gn
ifi

ca
nc

e 
fo

r 
bo

dy
 w

ei
gh

t

Antigen processing and presentation

Natural killer cell mediated cytotoxicity

Hematopoietic cell lineage

Cellular senescence

Intestinal immune network for IgA production

Staphylococcus aureus infection

Inflammatory bowel disease

0 3 6 9
−log10(FDR)

Cell cycle

DNA replication

Progesterone−mediated oocyte maturation

Cellular senescence

0 5 10 15 20
−log10(FDR)

ATP−dependent chromatin remodeling

Cellular senescence

Lysine degradation

Ubiquitin mediated proteolysis

cGMP−PKG signaling pathway

0 1 2 3 4
−log10(FDR)

Phosphatidylinositol signaling system

Gastric acid secretion

B cell receptor signaling pathway

Platelet activation

Dopaminergic synapse

Calcium signaling pathway

Oxytocin signaling pathway

Long−term depression

0.0 0.5 1.0 1.5 2.0
−log10(FDR)

Cell cycle

Oocyte meiosis

Progesterone−mediated oocyte maturation

Motor proteins

Cellular senescence

0 3 6 9 12
−log10(FDR)

Osteoclast differentiation

Chemokine signaling pathway

FoxO signaling pathway

JAK−STAT signaling pathway

mTOR signaling pathway

Prolactin signaling pathway

Growth hormone synthesis, secretion and action

0 1 2 3 4
−log10(FDR)

M1 M2 M3 M4 M5 M6 M7 M8 M9 M10 M11 M12 M13 M14 M15 M16 M17 M18 M19
−0.5

0

0.5

Pe
ar

so
n 

co
rre

la
tio

n

M14 (Early) M15 (Early) M10 (Peak) M5 (Later) M6 (Later)

K
EG

G
 p

at
hw

ay
s

M
M

 v
s 

G
S

H
ub

ge
ne

s
G

en
e 

es
xp

re
ss

io
n

CTNNAL1

DUSP5

GATA6

LOC112442686

ASF1B

AURKA

AURKB

BIRC5

BUB1

CCNB1

CCNB2

CCNF

CDC20

CDC25A

CDCA2

CDCA3

CDCA5

CDCA8

CDT1

CENPP

CENPT

CHAF1A

CHTF18

CKS2

DLGAP5

DTL

E2F1

ESPL1

EZH2

FANCD2

FANCI

FEN1

FOXM1

GINS2

GINS4

GTSE1

H2AX

HASPIN

HJURP

KIF18B

KIF20A

KIF22

KIF2C

KIF4A

KIFC1

KNSTRN

KNTC1

KPNA2

MCM2
MCM4

MCM6

MDH1

MKI67
MYBL2

NASP

NCAPG

NCAPG2

NCAPH

NEK2

NUDT21

ORC1

PCNA

PIF1

POLE

PTTG1

RAD51

RAD54L

RECQL4

RFC4

RMI2

RRM2

SLC25A5

SLC29A1

SPAG5

TCF19
TICRR

TIGD3

TK1 TPX2

TRAIP TROAP

UBE2C

UBR7

UHRF1

ASPM

BRCA1

BUB1B

CCNA2

CDK1

CENPE

CENPF

CENPN

CEP55

CIP2A

CKAP2L

CLSPN

DEPDC1B

DNA2

E2F8

ECT2

ERCC6L

ESCO2

FBXO5

HSPD1

KIF11

KIF15

KIF23

KNL1

MASTL

MCM10

MIS18BP1

MMS22L

MTFR2

NDC80

NSD2

OIP5

PARPBP

PBK

PCLAF

PRC1

PRR11

RACGAP1

RRM1

SGO1

SHCBP1

SKA2

SPDL1

TOP2A

TRIP13

TTK

A2M

ADAM8

ADAP1

ADGRE5

ALDH3B1

ALOX5AP

ARAP1

ARAP3ARF3

ARG2

ATG2A

ATP6AP1

BCL3

BGLAP_PMF1

BOLA2B

C5AR1

C7H19orf38

CCR1

CD68 CDA

CDKN2D

CHI3L1_MYBPH

CSF2RA

CSF3R

CXCR1

CYSTM1

CYTH4

DCAF12

DEDD2

DEF8

DGAT2

DHRS3

DUSP2

DYSF

ECE1

EHD1

FCER1G

FGL2

FGR

FHIP1B

GDI1

GK

GRB2

HCAR2

HCK

IFNGR2

IL1RN

ISG20

JAML

KHNYN
KIAA0513

LCP1

LIMK2

LIPE

LOC100300478

LOC100336941

LOC100848752

LOC101903832

LOC101908034

LOC407171

LOC506364

LST1

MAEA

MAOA

MARCHF8

MEFV

MIDN

MINDY1

MKNK1

MKRN1

MMP25

MOCS1

MYD88

NBEAL2

NDEL1

NFAM1

NFE2

NLRX1

PAX8

PDK3

PEAK3

PFKFB4

PGS1

PIAS1

PPARD

PPP1R3B

PRODH

PRR5L

PTK2B

PTPN5

R3HDM4

RAB5C

RAP1GAP

RARA
RARG

RXRA

SDS

SELPLG

SEMA4A

SERINC2

SGSH
SLC25A33

SLC66A2

SLC6A9

SPI1

STK40

STRA8

TARM1

TBC1D10B

TBXAS1

TCN1

TFE3

TGFBI

TMEM140

TNFRSF1A UBAP1

UBTD1

UPP1

VASP

VAT1L

VSIR

WDR45

XKR8

XPO6

ZDHHC18

ZDHHC3

ABCC1

ABL2

ACLY
AKAP9

ANKRD11

ANKRD17

ANKRD52AP1G1

ARHGEF6

ARID1B

ARPC1B

ATP6V1F_ATP6V1FNB

ATXN2

BBX

BICRALBRPF1

C3H1orf122

CHAMP1

CHD6

CLCN6

CNOT1

CNTRL

CTCF

CYFIP2

DCAF1

DCAF7

DERL2

DHX9

DNAJC13

DNAJC16

DPM3

EIF3A

EIF4EBP2

EIF4G3

EP300

EP400

ETS1

FAM168A

FBXW11

FOXJ3

FOXK1 GIGYF2

GLYR1

GNA13

GPATCH8

H2AJ

HERC2

HERC3

HIVEP1

HUWE1ICE1
INO80C

KAT6B

KDM2B

KIAA2026

KMT2D

MDC1

MDN1

MEF2D
MIDEAS

MTMR4
MTOR

MYCBP2

NCOA6

NFATC3

NNT

PDZD11

PHF3

PHF8

POLR1B

POP7

PRR14L

PRRC2C

PTPRC

RABGAP1

RAD54L2

RANBP2
RBM12

RNF20

RPS19BP1

SART3

SCAF8

SETD2

SIN3A

SMARCC1

SMC1A

SPEN

SPTBN1

SRCAP

SRRM1

SSR2

TACC1
TAOK3

TMED9

TMEM219

TRIO

TRRAP

TSPYL1

UBR5 WNK1

YEATS2

ZC3H13

ZMIZ1

ZNF652

ZZEF1

ADRA2A

AFF3

ARHGAP24

B3GALT5

BANK1

BHLHE41

CAMK1D COBLL1

COQ2

DIRAS2

EBF1

EFR3B

FAM43A

FCRL1

FOXRED2

FZD5

GRAMD4

HABP4

IFFO2

ITPR3

KIAA0040

KRBA2

LBH

LCLAT1

LIMD1

LOC104976009

LOC112447324

LOC132343486

LOC618268
NAV3

PAX5

PIK3C2B

PLEKHD1

RNF144A

SEL1L3

SLC12A4

SLC7A1

SOX5

ST6GAL1

STRBP
SYK

TCF3

TCF4

TLR10

TNFRSF21

TRABD2B

TUT4

VSIG10

ZFTA
ZNF106

ZNF318

ZNF608

ZNF831

C
oe

xp
re

ss
io

n
ne

tw
or

ks

Dry
Early
Peak
Later

Period


