Primer ID Primer Sequence (5'-3") Mutant ID Associated Accession [NASC ID i)ns‘ertlon
rimer
der-LP ATCCACGTGGCATTTTATGAG
der-2 AT5G23940 SALK 128228 LBb1.3
der-RP ACAATTCCAAACCAAACACAC -
77a4-LP _ |TCTCACTTCCTGGTGGATGAG
P A cyp77ad-4 AT5G04660 SALK_046395C  |LBbl.3
cyp77a4-RP  |AACGTATGGCCCGATTTITAC
77a4-3-LP  |GAATATCGTAACCAGCAA
Pl G CGTAACCAGCAAGCG cyp77ad-3 AT5G04660 SALK 112368C  |LBbl.3
cyp77a43RP |AACGTATGGCCCGATTTTTAC -
lacs1-LP AAACCGAGATCTTTAGCCCAC
acs lacs1-1 AT2G47240 SALK_ 127191 LBb1.3
lacs1-RP ATCCATGAGGGGATTCAAAAG -
bdg-LP AAATGAGCTCAAGCTCACGAG
£ bdgl-8 ATI1G64670 N111629 dSpml
bdg-RP TCAGCCAAATCGAATTACAGG
abegl1-LP |TAACATCTTGTCCGGAAGACG
begl1-7 AT1G17840 GABI_590C03 GK_LB_08474
abcgl I-RP  |TCAATTCTTCTCCCAACCATC e - 50
(SLP AAACTCCTATTGAACCCCCTG
£pd gpat8 AT4G00400 SALK 035914 LBb1.3
pat8RP TAACGAATCACCTGATCTCGG -
71-1LP TCATCTATCCCCCACAAACAC
P pra71-1 AT5G64120 SALK_ 123643 LBb1.3
px71-IRP __ |TGTCCGGTGGTATTGAATAGC -
bohdF GTCGCCAAAGGAGGCGCCGA
Do rbohD AT5G47910 N9555 dSpml
rbodRev GGATACTGATCATAGGCGTGGCTCCA
LBbl1.3 ATTTTGCCGATTTCGGAAC
dSpml CTTATTTCAGTAAGAGTGTGGGGTTTTGG
GK_LB 08474 |ATAATAACGCTGCGGACATCTACATTTT
AACAGGTCTCAACCTGTTGTCTTGCGATATGCTT
proDCR-F GTG
AACAGGTCTCTIGTTGOTGAAAGAGATTTTAAC
proDCR-R TGGC
AACAGGTCTCAACCTTTTCCACTICAGATCTTIGC
proSAUR16-F CA
AACAGGTCTCTIGTTITGTITAGTTCTAGTGTTT
proSAUR16-R TGTTT
AACAGGTCTCAACCTCTTCTAAACACTTITGTG
proSAURS7-F GTATA . Clon .
AACAGGTCTCTTIGITTTTGAGTATAGAATGAGA reengate Cloning Primers
proSAURS7-R GGTTT
AACAGGTCTCAGGCTCAACAATGGTCGAGGGAG
CDEF1-F AGTCCAA
AACAGGTCTCTCTGAATTCACTAACTGGGATAT
CDEF1-R orT
AACAGGTCTCAGGCTCAACAATGAAGATAAAG
DCRFWGG A TTATGAGCAAA
AACAGGTCTCTCTGAAACAAACCCATTGCCATT
DCRRevGG

TCC




