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	Figure S1. Predicted versus observed response plots for generalized linear mixed models used to quantify temporal changes in reef fish contributions to nature and people. Plots compare observed and model-predicted values for NN and NP scores across regions and years based on Gaussian linear mixed-effects models including Year × Region interactions and random intercepts for Site. Predictions were generated at the population level by averaging across site-level random effects.
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	Figure S2. Spatial distribution of study sites by region and protection status.
Map of the Baja California study sites included in the analysis. Point colour indicates protection status: no protection, officially protected, community reserve, or combined official and community protection. Point shape indicates region along the latitudinal gradient: North, Middle, and South. Officially protected sites correspond to the Reserva de la Biosfera Islas del Pacífico de la Península de Baja California (Aguirre-Muñoz & Méndez Sánchez, 2017). Community reserves indicate locally managed no-take or community-based conservation areas. Site labels show the individual monitoring locations used in the study. North arrow and scale bar are provided for spatial reference.
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	Figure S3. Temporal trends in biomass-weighted mean body size and biomass turnover across reef fish functional groups and regions. Lines represent generalized linear mixed model (GLMM) predictions for North, Middle, and South regions, separated by exploitation category and functional group. Biomass-weighted mean body size was modelled using Gamma GLMMs with log link functions, while biomass turnover was modelled using Gaussian GLMMs on log-transformed turnover values. Shaded ribbons indicate 95 % confidence intervals around model predictions.
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	Figure S4. Temporal trends in absolute micronutrient supply across reef fish assemblages. Predicted trajectories from generalized linear mixed models (GLMMs) showing temporal variation in total micronutrient supply (mg ha⁻¹) for six micronutrients across regions and exploitation categories. Lines represent model predictions and shaded ribbons indicate 95 % confidence intervals. Models were fitted using Gamma GLMMs with log link functions including Year × Region × exploitation interactions and environmental covariates.
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	Figure S5. Non-metric multidimensional scaling (NMDS) ordination of benthic community composition across Baja California reefs.
(A) NMDS ordination based on Bray–Curtis dissimilarities of combined algal and invertebrate functional group composition across transects. Points represent individual transects colored by region (North, Middle, South). Dashed ellipses indicate the 75 % confidence interval around regional centroids. Arrows represent the ten functional groups with the strongest contributions to community differentiation, scaled by vector length. Green vectors indicate algal functional groups and purple vectors indicate invertebrate functional groups. NMDS stress = 0.21, indicating a moderate two-dimensional representation of community structure. (B) NMDS ordination with fitted environmental vectors derived from envfit analyses (999 permutations). Arrows indicate the direction and relative strength of correlations between benthic community composition and environmental variables, including depth, sea surface temperature (SST), and chlorophyll-a concentration. Vector labels show the corresponding coefficient of determination (r²) and permutation-based significance values.
PERMANOVA analyses indicated strong regional structuring of benthic community composition (R² = 0.415, p = 0.001) and additional temporal variation among years (R² = 0.172, p = 0.001). Beta-dispersion analyses further showed significant differences in community dispersion among both regions (F = 80.08, p < 0.001) and years (F = 7.00, p < 0.001).
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