Population Coverage Calculation Result
Note: Following allele(s) are not available and therefore not included in the calculation, please note that allele names are case sensitive:
HLA-DRB3*02:02, DPB1*04:02, HLA-DRB4*01:01, HLA-DRB5*01:01,
	population/area
	Class II

	
	coveragea
	average_hitb
	pc90c

	World
	68.8%
	1.8
	0.32

	
	
	
	

	Average
	68.8
	1.8
	0.32

	Standard deviation
	0.0
	0.0
	0.0


a projected population coverage
b average number of epitope hits / HLA combinations recognized by the population
c minimum number of epitope hits / HLA combinations recognized by 90% of the population

Population: World
	MHC class
	Coverage
	Average hit
	PC90

	II
	68.8%
	1.8
	0.32
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