Supplementary Table 8. Exploratory eICU associations with ICU and hospital mortality
	Outcome
	Analysis
	Exposure
	Adjusted OR (95% CI)
	P value

	ICU mortality
	Phenotype model
	High BAAccel + Low inflammation
	1.42 (0.96–2.11)
	0.079

	
	
	Low BAAccel + High inflammation
	1.17 (0.79–1.75)
	0.432

	
	
	High BAAccel + High inflammation
	1.66 (1.13–2.45)
	0.010

	Hospital mortality
	
	High BAAccel + Low inflammation
	1.80 (1.54–2.11)
	<0.001

	
	
	Low BAAccel + High inflammation
	1.25 (0.96–1.62)
	0.101

	
	
	High BAAccel + High inflammation
	2.16 (1.73–2.70)
	<0.001

	ICU mortality
	Phenotype score trend
	Phenotype score, per 1-point increase
	1.28 (1.08–1.52)
	0.005

	Hospital mortality
	
	Phenotype score, per 1-point increase
	1.45 (1.28–1.63)
	<0.001

	ICU mortality
	Continuous exposure model
	KDM-core BAAccel, per SD
	1.20 (1.06–1.37)
	0.005

	
	
	PCA-derived inflammatory burden, per SD
	1.01 (0.87–1.16)
	0.934

	Hospital mortality
	
	KDM-core BAAccel, per SD
	1.34 (1.24–1.45)
	<0.001

	
	
	PCA-derived inflammatory burden, per SD
	1.07 (0.98–1.16)
	0.150



Values are adjusted odds ratios (95% confidence intervals) with P values. The low BAAccel/low inflammation phenotype was used as the reference group. Models were adjusted for age, sex, ethnicity, ICU unit type, and APACHE score, with standard errors clustered at the hospital level. Mortality analyses were exploratory and were not used as primary external validation outcomes. BAAccel, biological age acceleration; ICU, intensive care unit; OR, odds ratio.
