Supplementary Table 6. Continuous exposure and interaction analyses
	Analysis
	Exposure
	Adjusted OR (95% CI)
	P value

	Main-effect model

	KDM-core BAAccel, per SD
	1.19 (1.07–1.33)
	0.002

	
	PCA-derived inflammatory burden, per SD
	1.19 (1.08–1.33)
	<0.001

	interaction model
	KDM-core BAAccel, per SD
	1.21 (1.08–1.35)
	<0.001

	
	PCA-derived inflammatory burden, per SD
	1.22 (1.09–1.37)
	<0.001

	
	KDM-core BAAccel × inflammatory burden
	0.94 (0.86–1.03)
	0.202

	Likelihood ratio test
	Interaction between KDM-core BAAccel and inflammatory burden
	
	0.201



Values are adjusted odds ratios (95% confidence intervals) with P values. KDM-core biological age acceleration and PCA-derived inflammatory burden were standardized as z-scores before model fitting. The continuous main-effect model included both exposures without an interaction term. The continuous interaction model additionally included the multiplicative interaction term between KDM-core biological age acceleration and PCA-derived inflammatory burden. Both models were adjusted for age, sex, race, admission type, first ICU care unit, non-neurological Charlson comorbidity burden, dementia, cerebrovascular disease, renal disease, diabetes, congestive heart failure, and chronic pulmonary disease. The likelihood ratio test compared models with and without the interaction term.
Abbreviations: BAAccel, biological age acceleration; CI, confidence interval; ICU, intensive care unit; KDM, Klemera–Doubal method; OR, odds ratio; PCA, principal component analysis; SD, standard deviation.

