Supple 1 Real-time quantitative polymerase chain reaction for the analysis of EMT and metastasis markers in hRANKL-treated PC3 cells. β-Actin was used as a loading control. Significant differences were observed at *p < 0.05, compared with the control.

Supple 2 Overexpression of RANKL in PC3. (A) GFP-expressing PC3RANKL+ cells were monitored by fluorescence microscopy. Magnification, 100; scale bar, 100 μm. (B) Reverse-transcription quantitative polymerase chain reaction analysis of RANKL mRNA expression in PC3Wild and PC3RANKL+ cells. GAPDH was used as a loading control. (C) Western blot analysis of RANKL expression in PC3Wild and PC3RANKL+ cells. GAPDH was used as a loading control. (D) Real-time quantitative polymerase chain reaction for the analysis of EMT and metastasis markers in PC3RANKL+ cells. Significant differences were observed at *p < 0.05, compared with the control.

Supple 3 Amplification and cloning of cDNA encoding the active fragments of RANKL. The molecular sizes of hRANKL, mRANKL-WT and mRANKL-MT were confirmed by SDS-PAGE. 

[bookmark: _Hlk41241399]Supple 4 EMT and metastasis properties of PC3 cells treated with immunised sera. Real-time quantitative polymerase chain reaction analysis of expression of EMT and metastasis markers in immune serum-treated PC3RANKL+ cells. The present analysis showing expression of genes encoding E-cadherin, vimentin, β-catenin, MMP-9, IL-6, c-MYC, TCF-4 and β-actin. Β-Actin was used as a loading control. Bars and error bars indicate mean values and the SD, respectively (n = 3; *p < 0.05 vs. control).
