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Lactobacillus fermentum strain 2871 16S ribosomal RNA gene, partial sequence Limosilactobacillus fermentum 2687 2687 99% 0.0  99.93% 1479 MT6118331
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L paracasei strain H14 16S ribosomal RNA gene, partal sequence Lacticaseibacillus paracasei 2575 2575 100% 0.0 97.55% 1478 PV4535841
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Lactobacillus paracasei strain 5537 16S ribosomal RNA gene, partial sequence cticaseibacillus paracasei 2697 2697 100% 00 99.80% 1474 MT463546 1
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0O hamnosus strain 5681 16S ribosomal RNA gene, partial sequence Lacticas...NA 47715 2702 2702 100% 00 99.86% 1475 MT463501.1
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VIt thamnosus strain WEI-30 165 ribosomal RNA gene. partial sequence L tamnosus 2606 2606 99% 0.0 9850% 1510  KY041760.1

Figure S1. The blast results of L. fermentum stain D1C, two L. paracasei stains D17A and D1D, and
two L. rhamnosus stains D3B and D4A.
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Figure S2. The rat body weight changes during the 9-day animal experiment.



