Supplemental Figure Legends
Figure S1: A & B show C57BL/6 mice and humouse survival plot, respectively. Significance levels are indicated as *P < .05, **P < .01, ***P < .001, and ns as non-significant. 
Figure S2: The Flow cytometry gating strategy utilized to identify cells was FSC/SSC leukocytes → hCD45+/mCD45+ leukocytes → hCD3+ T cells/hCD19+ B cells → hCD4+ T cells and hCD8+ T cells, NKG2A+, NKT cells.
Figure S3: Human cytokines were quantified in lung homogenate (LH) and plasma (Pl) of baseline vs low-dose Mtb infected NCG hCD34+ humouse. Bar graphs showing protein levels at 21  days p.i. n = 3 - 5 mice per time point, Mean ± SEM. The data acquired were used in one-way ANOVA with Tukey’s post-hoc test. n.d., not detected/below detection limit, ** P < 0.01, * P < 0.05 and ns as non-significant.
Figure S4: Human cytokines were quantified in lung homogenate (LH) and plasma (Pl) of baseline vs low-dose Mtb infected NCG hCD34+ humouse. Bar graphs showing protein levels at 21  days p.i. n = 3 - 5 mice per time point, Mean ± SEM. The data acquired were used in an unpaired t-test. n.d., not detected/below detection limit, dotted line indicating detection limit ** P < 0.01, * P < 0.05 and ns as non-significant.
Figure S5: RNAscpe of replicating and non-replicating Mtb were quantified using Visio pharm image analysis software. Lung sections of randomly selected two mice from high-dose group were selected for RNAscope. 5-µm section were stained with Opal 690 28 for precursor RNA (pre-RNA) and Opal 570 (yellow) for 23S rRNA. Each dot represents a single cluster of Mtb bacteria detected by the probes. Within each cluster, the signal of pre-rRNA (A) and mature 23S rRNA (B) are quantified as a ratio (C) based on intensity. A number >1 indicates rapid ongoing rRNA synthesis, which equates with high replication. These plots demonstrate that a large number of the clusters (D) in these sections are replicating. 
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Gating strategy to identify different immune cells
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