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Supplementary table 1

Summary of patient derived samples used for the single nucleus RNA sequencing

ID Clinical diagnosis [Age at death |Sex |Brain Region |Provided from

Control_AMG_1 |Control 66 M [Amygdala Department of Pathology, Brain Research Institute, Niigata University
Control_AMG_2 [Control 67 F  |Amygdala Department of Pathology, Brain Research Institute, Niigata University
Control_AMG_3 |Control 74 M [Amygdala Department of Pathology, Brain Research Institute, Niigata University
MSA_AMG_1 MSA 64 M [Amygdala Department of Pathology, Brain Research Institute, Niigata University
MSA_AMG_2 MSA 74 F  |Amygdala Department of Pathology, Brain Research Institute, Niigata University
MSA_AMG_3 MSA 78 M |Amygdala Department of Pathology, Brain Research Institute, Niigata University




Supplementary figure 1
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sFig. 1. Expression of RUNX3 downstream factors in RUNX3 KO cells.

(A) qRT-PCR analysis of BIM mRNA levels in RUNX3 KO cells normalized by GAPDH

(n=3, mean + SEM, Student’s t-test, *: p<0.05).

(B) qRT-PCR analysis of BAX mRNA levels in RUNX3 KO cells normalized by GAPDH

(n=3, mean + SEM, Student’s t-test, *: p<0.05).
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