
0.7

U5KrYXobqi_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064408068.1 solute carrier family 22 member 6-A-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

grGtjFUUTt_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XGM3|A0A8V0XGM3_CHICK Solute carrier family 18 member B1 OS=Gallus gallus OX=9031 GN=SLC18B1 PE=1 SV=1_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

2Nn52BMVGD_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Ornithodoros_turicata_qseqid_XP_064465792.1 synaptic vesicular amine transporter-like [Ornithodoros turicata]_A2annotation_sseqDesc_VMAT2_MOUSE_Synaptic_vesicular_amine_transporter

5yy8DKtZ5c_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061414800.1 solute carrier family 22 member 3-like isoform X2 [Lethenteron reissneri]_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

JK0CadwxtV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032808603.1 MFS-type transporter SLC18B1 [Petromyzon marinus]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

qIB6gS9bgA_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P033565 XP_017209322.1 solute carrier family 22, member 13 isoform X1 [Danio rerio]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

etCZH2Htco_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|H7BXN9|H7BXN9_HUMAN Organic anion transporter 3 OS=Homo sapiens OX=9606 GN=SLC22A8 PE=1 SV=1_A2annotation_sseqDesc_S22A8_HUMAN_Isoform_2_of_Organic_anion_transporter_3

lDQWwcBkMU_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_006010241.1 equilibrative nucleoside transporter 4 [Latimeria chalumnae]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

3zhlkwsAL6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_011606250.1 solute carrier family 22 member 13-like [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

T1wQDvF98B_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061406705.1 vesicular acetylcholine transporter [Lethenteron reissneri]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

D0XDiTOIfD_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_NP_001037956.1 novel solute carrier family 18 (vesicular monoamine) slca18 protein [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT2_MOUSE_Synaptic_vesicular_amine_transporter

BnE96TDyk8_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007484053.1 PREDICTED: equilibrative nucleoside transporter 1 isoform X2 [Monodelphis domestica]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

zlSzVB3W0P_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007896508.1 solute carrier family 22 member 3 [Callorhinchus milii]_A2annotation_sseqDesc_S22A3_MOUSE_Solute_carrier_family_22_member_3

d5E6EHDpwi_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q9WTN6|S22AL_MOUSE Solute carrier family 22 member 21 OS=Mus musculus OX=10090 GN=Slc22a21 PE=2 SV=1_A2annotation_sseqDesc_S22AL_MOUSE_Solute_carrier_family_22_member_21

y5MmiioIHk_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Argiope_bruennichi_qseqid_XP_055946088.1 vesicular acetylcholine transporter-like [Argiope bruennichi]_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

XsWTxkH1p7_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062831872.1 vesicular acetylcholine transporter [Anolis carolinensis]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

2W3WY0vBww_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042192874.1 solute carrier family 22 member 5 isoform X2 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

W7Mh0FRDU6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_011610688.1 solute carrier family 22 member 7-like isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

Fedl6T4xon_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_004913725.1 solute carrier family 22 member 20 [Xenopus tropicalis]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

Tu0u89fzoU_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_012816512.1 equilibrative nucleoside transporter 2 isoform X1 [Xenopus tropicalis]_A2annotation_sseqDesc_S29A2_HUMAN_Equilibrative_nucleoside_transporter_2

r5NSp8dbtM_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P016885 XP_002663054.4 equilibrative nucleoside transporter 2-like [Danio rerio]_A2annotation_sseqDesc_S29A2_HUMAN_Equilibrative_nucleoside_transporter_2

scQ10Wo461_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Acanthaster_planci_qseqid_tr|A0A8B7ZUQ5|A0A8B7ZUQ5_ACAPL Solute carrier family 22 member 13-like OS=Acanthaster planci OX=133434 GN=LOC110988226 PE=4 SV=1_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

8nJh6NUzJV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698995.1 solute carrier family 22 member 13-like [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_MOUSE_Solute_carrier_family_22_member_13

hgeyXdJgqq_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029704475.1 solute carrier family 22 member 5-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

9Vw494DXPc_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064424258.1 solute carrier family 22 member 4-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

r4JpMWXYFJ_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Dermacentor_albipictus_qseqid_XP_065294387.1 vesicular acetylcholine transporter [Dermacentor albipictus]_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

CUTMeJuwSv_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lingula_unguis_qseqid_tr|A0A1S3IC71|A0A1S3IC71_LINUN Equilibrative nucleoside transporter 4-like OS=Lingula unguis OX=7574 GN=LOC106162878 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

UDehzYJL1w_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V1A8L7|A0A8V1A8L7_CHICK Major facilitator superfamily (MFS) profile domain-containing protein OS=Gallus gallus OX=9031 GN=SLC22A13L PE=4 SV=1_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

pn3nIof2qW_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_001366071.1 PREDICTED: solute carrier family 22 member 4 isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_S22A4_HUMAN_Solute_carrier_family_22_member_4

f62ksK5UEj_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032803463.1 solute carrier family 22 member 3-like [Petromyzon marinus]_A2annotation_sseqDesc_S22A3_MOUSE_Solute_carrier_family_22_member_3

iPjBM3iYZR_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|F5H5P3|F5H5P3_HUMAN Solute carrier family 22 member 1 OS=Homo sapiens OX=9606 GN=SLC22A1 PE=1 SV=1_A2annotation_sseqDesc_S22A1_HUMAN_Isoform_3_of_Solute_carrier_family_22_member_1

nlyynuwvAY_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Adineta_vaga_qseqid_UJR16073.1 hypothetical protein I4U23_002986 [Adineta vaga]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

N40B32hpg1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698699.1 solute carrier family 22 member 13-like isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

KRYbednenZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003974671.2 chromaffin granule amine transporter isoform X2 [Takifugu rubripes]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

w34zJrGIvJ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_001364080.2 PREDICTED: solute carrier family 22 member 15 isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

CvviaWP5QG_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lingula_unguis_qseqid_tr|A0A1S3JNB0|A0A1S3JNB0_LINUN Synaptic vesicular amine transporter isoform X2 OS=Lingula unguis OX=7574 GN=LOC106174719 PE=3 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

B7PVgc3v8q_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_NP_989323.1 solute carrier family 22 member 4 [Xenopus tropicalis]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

AR0npWZQ83_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029704472.1 solute carrier family 22 member 5-like isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

D8WaLv1pNN_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Centruroides_vittatus_qseqid_XP_067118303.1 synaptic vesicular amine transporter-like isoform X2 [Centruroides vittatus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

myGUzZ8LDH_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032806431.1 synaptic vesicular amine transporter-like [Petromyzon marinus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

dsBdLHptXN_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042189661.1 solute carrier family 22 member 7a [Callorhinchus milii]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_7

GfLEAInBd6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_002936981.2 solute carrier family 22 member 16 [Xenopus tropicalis]_A2annotation_sseqDesc_S22AG_HUMAN_Solute_carrier_family_22_member_16

UzAtwShlJN_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061432745.1 solute carrier family 22 member 15-like isoform X3 [Lethenteron reissneri]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

vLizyHtRBL_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007910014.1 solute carrier family 22 member 6-A isoform X1 [Callorhinchus milii]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

jGxqmOPSFz_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061410354.1 MFS-type transporter SLC18B1-like [Lethenteron reissneri]_A2annotation_sseqDesc_S18B1_MOUSE_MFS-type_transporter_SLC18B1

F5Si2gBtZe_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029704474.1 solute carrier family 22 member 5-like isoform X3 [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

UlwuxTyGoO_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003963884.2 solute carrier family 22 member 7-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

qsVXrYaG9q_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_016850561.2 solute carrier family 22 member 15-like isoform X1 [Anolis carolinensis]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

E6RVlyXu6C_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Capitella_teleta_qseqid_EP00103_Capitella_teleta_P028315 ELU15279.1 hypothetical protein CAPTEDRAFT_221558 [Capitella teleta]_A2annotation_sseqDesc_S29A4_MOUSE_Equilibrative_nucleoside_transporter_4

y5M7y721WQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P042892 XP_021328795.1 solute carrier family 22 member 7 isoform X2 [Danio rerio]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

XLgmciWSgo_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Centruroides_vittatus_qseqid_XP_067118680.1 synaptic vesicular amine transporter-like [Centruroides vittatus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

upEmmPcbTB_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_NP_001025533.1 solute carrier family 18 member A1 [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

BNYVmW4TYG_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_011601588.1 probable vesicular acetylcholine transporter-A isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

8UiTG47Ec2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007905055.2 solute carrier family 22 member 4 isoform X2 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

47EKfQlPcw_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Pocillopora_damicornis_qseqid_XP_027060065.1 synaptic vesicular amine transporter-like isoform X2 [Pocillopora damicornis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

R4SazYxajJ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q504N2|S22AF_MOUSE Solute carrier family 22 member 15 OS=Mus musculus OX=10090 GN=Slc22a15 PE=2 SV=3_A2annotation_sseqDesc_S22AF_MOUSE_Solute_carrier_family_22_member_15

6DLNJCEk13_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q6NT16|S18B1_HUMAN MFS-type transporter SLC18B1 OS=Homo sapiens OX=9606 GN=SLC18B1 PE=1 SV=1_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

MVSYHU9DCt_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029700988.1 organic cation transporter protein-like [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

Nczi5Cos47_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q99P65|S29A3_MOUSE Equilibrative nucleoside transporter 3 OS=Mus musculus OX=10090 GN=Slc29a3 PE=1 SV=1_A2annotation_sseqDesc_S29A3_MOUSE_Equilibrative_nucleoside_transporter_3

yHwEtbE4JZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003971827.2 solute carrier family 22 member 16 [Takifugu rubripes]_A2annotation_sseqDesc_S22AG_HUMAN_Solute_carrier_family_22_member_16

v2K68153zf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XNS8|A0A8V0XNS8_CHICK Solute carrier family 18 member B1 OS=Gallus gallus OX=9031 GN=SLC18B1 PE=1 SV=1_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

CU0XuCnsFL_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|A0A3B2W7B3|A0A3B2W7B3_MOUSE Solute carrier family 22 (organic cation transporter), member 3 OS=Mus musculus OX=10090 GN=Slc22a3 PE=1 SV=1_A2annotation_sseqDesc_S22A3_MOUSE_Solute_carrier_family_22_member_3

7OOuM97Qkr_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_003215695.2 solute carrier family 22 member 16 [Anolis carolinensis]_A2annotation_sseqDesc_S22AG_HUMAN_Solute_carrier_family_22_member_16

yMqx9t1LVd_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698433.1 solute carrier family 22 member 13-like [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

Tu05kR9iNy_OpisthokontaMetazoaEumetazoaCnidariaScyphozoaRhizostomeae_Rhopilema_esculentum_qseqid_XP_065063372.1 solute carrier family 22 member 18-like [Rhopilema esculentum]_A2annotation_sseqDesc_S22AI_MOUSE_Solute_carrier_family_22_member_18

INEhHLWnmb_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061422741.1 solute carrier family 22 member 18 [Lethenteron reissneri]_A2annotation_sseqDesc_S22AI_MOUSE_Solute_carrier_family_22_member_18

x5jv5lpB2O_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P015664 XP_001337264.3 solute carrier family 22 member 7 isoform X1 [Danio rerio]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_7

AJImOJUang_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|A0A494BAD2|A0A494BAD2_MOUSE Solute carrier family 29 (nucleoside transporters), member 2 (Fragment) OS=Mus musculus OX=10090 GN=Slc29a2 PE=3 SV=1_A2annotation_sseqDesc_S29A2_MOUSE_Equilibrative_nucleoside_transporter_2

vPQhR8sENE_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XQ77|A0A8V0XQ77_CHICK Solute carrier family 22 member 1 OS=Gallus gallus OX=9031 GN=LOC421583 PE=3 SV=1_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

GtfO72MtR2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007500657.1 PREDICTED: solute carrier family 22 member 13 isoform X3 [Monodelphis domestica]_A2annotation_sseqDesc_S22AD_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_13

GNzRUX9ddm_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061412455.1 synaptic vesicular amine transporter-like [Lethenteron reissneri]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

21yjS1P784_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062834594.1 MFS-type transporter SLC18B1 [Anolis carolinensis]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

V8Ort0OUIV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|O08966|S22A1_MOUSE Solute carrier family 22 member 1 OS=Mus musculus OX=10090 GN=Slc22a1 PE=1 SV=2_A2annotation_sseqDesc_S22A1_MOUSE_Solute_carrier_family_22_member_1

BI3jho3ECe_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|O15244|S22A2_HUMAN Solute carrier family 22 member 2 OS=Homo sapiens OX=9606 GN=SLC22A2 PE=1 SV=2_A2annotation_sseqDesc_S22A2_HUMAN_Solute_carrier_family_22_member_2

qbFBJDOQUO_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|O15245|S22A1_HUMAN Solute carrier family 22 member 1 OS=Homo sapiens OX=9606 GN=SLC22A1 PE=1 SV=2_A2annotation_sseqDesc_S22A1_HUMAN_Solute_carrier_family_22_member_1

ZrMp8mhVn3_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Centruroides_vittatus_qseqid_XP_067126498.1 synaptic vesicular amine transporter-like isoform X2 [Centruroides vittatus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

c6c8r06RzT_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XKX2|A0A8V0XKX2_CHICK Solute carrier family 22 member 3 OS=Gallus gallus OX=9031 GN=SLC22A3 PE=3 SV=1_A2annotation_sseqDesc_S22A3_MOUSE_Solute_carrier_family_22_member_3

bkj6PiDj99_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_008119936.1 equilibrative nucleoside transporter 4 isoform X1 [Anolis carolinensis]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

WUIEff6ikU_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064411384.1 solute carrier family 22 member 7-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_7

tD3ewCYOQG_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P014936 NP_998315.1 solute carrier family 22 member 2 [Danio rerio]_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

FyIDyqrLwr_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029685382.1 chromaffin granule amine transporter isoform X3 [Takifugu rubripes]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

i10ONbBPRV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q9BZD2|S29A3_HUMAN Equilibrative nucleoside transporter 3 OS=Homo sapiens OX=9606 GN=SLC29A3 PE=1 SV=3_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

NBJ6cvHYoU_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007498497.1 PREDICTED: equilibrative nucleoside transporter 4 isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

QPtDeO8Fse_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062832330.1 equilibrative nucleoside transporter 3 [Anolis carolinensis]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

5LDURAlPH2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007478330.1 PREDICTED: solute carrier family 22 member 15-like isoform X2 [Monodelphis domestica]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

PortTSlpTI_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Anneissia_japonica_qseqid_XP_033109746.1 chromaffin granule amine transporter-like [Anneissia japonica]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

3nDVNG9sKr_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_002933908.1 solute carrier family 22 member 2 [Xenopus tropicalis]_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

KCrIGLQ7Q1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q8VC69|S22A6_MOUSE Solute carrier family 22 member 6 OS=Mus musculus OX=10090 GN=Slc22a6 PE=1 SV=1_A2annotation_sseqDesc_S22A6_MOUSE_Solute_carrier_family_22_member_6

gKxOBa9lC3_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|A0A3B2WB35|A0A3B2WB35_MOUSE Solute carrier family 22 (organic cation transporter), member 1 OS=Mus musculus OX=10090 GN=Slc22a1 PE=1 SV=1_A2annotation_sseqDesc_S22A1_MOUSE_Solute_carrier_family_22_member_1

iM9z6TKAcr_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Helobdella_robusta_qseqid_tr|T1G6R8|T1G6R8_HELRO Major facilitator superfamily (MFS) profile domain-containing protein OS=Helobdella robusta OX=6412 GN=20216765 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

jFdaAxFg6n_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029685381.1 chromaffin granule amine transporter isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

TrIc96BqkG_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q8R139|S29A4_MOUSE Equilibrative nucleoside transporter 4 OS=Mus musculus OX=10090 GN=Slc29a4 PE=1 SV=1_A2annotation_sseqDesc_S29A4_MOUSE_Equilibrative_nucleoside_transporter_4

95FTGjmRiw_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003963824.1 solute carrier family 22 member 15 isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

NPvXCeLNmx_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XXU8|A0A8V0XXU8_CHICK Solute carrier family 22 member 1 OS=Gallus gallus OX=9031 GN=LOC421583 PE=3 SV=1_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

jOk4aex96C_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029704473.1 solute carrier family 22 member 5-like isoform X2 [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

910hgdbBRd_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_004912604.1 chromaffin granule amine transporter [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

TC8Xnd4iFa_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003972050.2 solute carrier family 22 member 7-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

qsWsb5TOjf_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Daphnia_pulex_qseqid_tr|E9GYE0|E9GYE0_DAPPU Major facilitator superfamily (MFS) profile domain-containing protein OS=Daphnia pulex OX=6669 GN=DAPPUDRAFT_214360 PE=3 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

jdOhfl36g8_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P026237 XP_009291068.1 uncharacterized protein LOC797890 isoform X1 [Danio rerio]_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

f9oKgpE1wE_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0Z2H4|A0A8V0Z2H4_CHICK Solute carrier family 18 member A1 OS=Gallus gallus OX=9031 GN=SLC18A1 PE=3 SV=1_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

a8nt9ktZTC_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_016280107.1 PREDICTED: solute carrier family 22 member 13 isoform X4 [Monodelphis domestica]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

ZLXDnoVm6b_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007899456.1 solute carrier family 22 member 5 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_MOUSE_Organic_cation/carnitine_transporter_2

bu2UDzewiZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007895453.2 solute carrier family 22 member 15 [Callorhinchus milii]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

D7iWRjKQ8X_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_012814578.1 solute carrier family 18 member A1 isoform X1 [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

miylOtOHke_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_016848796.2 solute carrier family 22 member 18 [Anolis carolinensis]_A2annotation_sseqDesc_S22AI_MOUSE_Solute_carrier_family_22_member_18

ZldeYJmzLx_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029706959.1 equilibrative nucleoside transporter 2-like isoform X2 [Takifugu rubripes]_A2annotation_sseqDesc_S29A2_HUMAN_Equilibrative_nucleoside_transporter_2

fkB1xaD3I7_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZC03|A0A8V0ZC03_CHICK Solute carrier family 29 member 3 OS=Gallus gallus OX=9031 GN=SLC29A3 PE=3 SV=1_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

uiafGbGfwA_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Centruroides_vittatus_qseqid_XP_067118703.1 synaptic vesicular amine transporter-like [Centruroides vittatus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

rYWDHuLHvt_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Adineta_vaga_qseqid_UJR21767.1 hypothetical protein I4U23_024842 [Adineta vaga]_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

nWYlGrbPPc_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|E9PU92|E9PU92_MOUSE Solute carrier family 18, subfamily B, member 1 OS=Mus musculus OX=10090 GN=Slc18b1 PE=4 SV=1_A2annotation_sseqDesc_S18B1_MOUSE_MFS-type_transporter_SLC18B1

64i2bPRqyf_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Magallana_gigas_qseqid_XP_011423933.3 solute carrier family 22 member 18 [Magallana gigas]_A2annotation_sseqDesc_S22AI_MOUSE_Solute_carrier_family_22_member_18

BnR8odZPBs_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Acanthaster_planci_qseqid_tr|A0A8B7ZGQ0|A0A8B7ZGQ0_ACAPL Probable vesicular acetylcholine transporter-B isoform X2 OS=Acanthaster planci OX=133434 GN=LOC110986841 PE=3 SV=1_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

QPlyWfEtzz_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Strongylocentrotus_purpuratus_qseqid_EP00057_Strongylocentrotus_purpuratus_P031196 XP_783862.2 PREDICTED: equilibrative nucleoside transporter 4 [Strongylocentrotus purpuratus]_A2annotation_sseqDesc_S29A4_MOUSE_Equilibrative_nucleoside_transporter_4

02HhJs6pa3_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003972049.1 solute carrier family 22 member 7-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

thXzqzsTWd_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061410317.1 MFS-type transporter SLC18B1-like [Lethenteron reissneri]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

zzJMOnIGaE_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Adineta_vaga_qseqid_UJR33417.1 hypothetical protein I4U23_020861 [Adineta vaga]_A2annotation_sseqDesc_S29A4_MOUSE_Equilibrative_nucleoside_transporter_4

VGEALS8WvR_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Helobdella_robusta_qseqid_tr|T1G6T3|T1G6T3_HELRO Major facilitator superfamily (MFS) profile domain-containing protein OS=Helobdella robusta OX=6412 GN=20216780 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

9waTHuOjG2_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lottia_gigantea_qseqid_XP_009066407.1 hypothetical protein LOTGIDRAFT_82249, partial [Lottia gigantea]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

3FdA2TKbHR_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031760340.1 solute carrier family 22 member 13 [Xenopus tropicalis]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

zyhovbZkFP_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042198409.1 solute carrier family 22 member 5 isoform X1 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

PbkNCoK5ix_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V1ABI6|A0A8V1ABI6_CHICK Major facilitator superfamily (MFS) profile domain-containing protein OS=Gallus gallus OX=9031 GN=SLC22A13 PE=4 SV=1_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

xdNOUh7eMp_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q9Z0E8|S22A5_MOUSE Organic cation/carnitine transporter 2 OS=Mus musculus OX=10090 GN=Slc22a5 PE=1 SV=1_A2annotation_sseqDesc_S22A5_MOUSE_Organic_cation/carnitine_transporter_2

u8cLLIfWEX_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V1A7J8|A0A8V1A7J8_CHICK Solute carrier family 22 member 15 OS=Gallus gallus OX=9031 GN=SLC22A15 PE=4 SV=1_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

1horVoEi3u_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q4U2R8|S22A6_HUMAN Solute carrier family 22 member 6 OS=Homo sapiens OX=9606 GN=SLC22A6 PE=1 SV=1_A2annotation_sseqDesc_S22A6_HUMAN_Solute_carrier_family_22_member_6

IV8TgD1mQj_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042197025.1 equilibrative nucleoside transporter 4 isoform X2 [Callorhinchus milii]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

Ip06mTdO2e_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064412645.1 equilibrative nucleoside transporter 1 [Latimeria chalumnae]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

w2DOMr7ED6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|A0A3B3ITL9|A0A3B3ITL9_HUMAN Solute carrier family 18 member B1 OS=Homo sapiens OX=9606 GN=SLC18B1 PE=4 SV=1_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

vaFUdeGB10_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061404921.1 equilibrative nucleoside transporter 4 [Lethenteron reissneri]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

QyNf0mVNlz_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZMN0|A0A8V0ZMN0_CHICK Solute carrier family 18 member A2 OS=Gallus gallus OX=9031 GN=SLC18A2 PE=3 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

JTOoSRn6ib_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029704043.1 solute carrier family 22 member 5-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_MOUSE_Organic_cation/carnitine_transporter_2

EsTTc2nPxQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|O76082|S22A5_HUMAN Organic cation/carnitine transporter 2 OS=Homo sapiens OX=9606 GN=SLC22A5 PE=1 SV=1_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

kWFqKgyYB3_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062820911.1 solute carrier family 22 member 6-A-like isoform X2 [Anolis carolinensis]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

LC2TsjjWfV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZHI1|A0A8V0ZHI1_CHICK Solute carrier family 29 member 1 (Augustine blood group) OS=Gallus gallus OX=9031 GN=SLC29A1 PE=3 SV=1_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

7kS1ZU0pFM_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|O70577|S22A2_MOUSE Solute carrier family 22 member 2 OS=Mus musculus OX=10090 GN=Slc22a2 PE=1 SV=1_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

mWu9nYUMB2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032808593.1 MFS-type transporter SLC18B1-like isoform X4 [Petromyzon marinus]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

iVpOwiZzba_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q63ZE4|S22AA_HUMAN Solute carrier family 22 member 10 OS=Homo sapiens OX=9606 GN=SLC22A10 PE=1 SV=2_A2annotation_sseqDesc_S22AA_HUMAN_Solute_carrier_family_22_member_10

WlelCJO26H_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062821180.1 solute carrier family 22 member 6-A-like [Anolis carolinensis]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

ZRAzqCtrNA_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q8BRU6|VMAT2_MOUSE Synaptic vesicular amine transporter OS=Mus musculus OX=10090 GN=Slc18a2 PE=1 SV=1_A2annotation_sseqDesc_VMAT2_MOUSE_Synaptic_vesicular_amine_transporter

UcghE30qVq_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P005036 NP_001070840.2 solute carrier family 22, member 13 [Danio rerio]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

BuFyz2PMN4_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZI74|A0A8V0ZI74_CHICK Solute carrier family 29 member 4 OS=Gallus gallus OX=9031 GN=SLC29A4 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

cY7oeSnppq_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061414799.1 solute carrier family 22 member 3-like isoform X1 [Lethenteron reissneri]_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

pTM2DvE1xM_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P042891 XP_021328794.1 solute carrier family 22 member 7 [Danio rerio]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

Srvt2UziZu_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Branchiostoma_belcheri_qseqid_tr|A0A6P5ALR3|A0A6P5ALR3_BRABE Equilibrative nucleoside transporter 4-like isoform X1 OS=Branchiostoma belcheri OX=7741 GN=LOC109485031 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

LUlT7ehgwb_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Acropora_muricata_qseqid_XP_067045693.1 solute carrier family 22 member 18-like [Acropora muricata]_A2annotation_sseqDesc_S22AI_MOUSE_Solute_carrier_family_22_member_18

CGeXrJPsGL_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007502793.1 PREDICTED: solute carrier family 22 member 20-like [Monodelphis domestica]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

pGufZSTMNB_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P032172 XP_009305861.1 equilibrative nucleoside transporter 1 isoform X1 [Danio rerio]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

2ifGWJmasz_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042190313.1 solute carrier family 22 member 15 [Callorhinchus milii]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

CcX8oiPHcg_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P013877 NP_957401.1 probable vesicular acetylcholine transporter-B [Danio rerio]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

JEeirH12E1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Branchiostoma_belcheri_qseqid_tr|A0A6P4Z0J2|A0A6P4Z0J2_BRABE Organic cation transporter protein-like isoform X1 OS=Branchiostoma belcheri OX=7741 GN=LOC109474246 PE=4 SV=1_A2annotation_sseqDesc_S22AL_MOUSE_Solute_carrier_family_22_member_21

QKniumy84t_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|P54219|VMAT1_HUMAN Chromaffin granule amine transporter OS=Homo sapiens OX=9606 GN=SLC18A1 PE=1 SV=1_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

39gkmZTScW_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698436.1 solute carrier family 22 member 13-like isoform X3 [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

pPSEGFgq5j_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lingula_unguis_qseqid_tr|A0A1S3HUX1|A0A1S3HUX1_LINUN Synaptic vesicular amine transporter-like isoform X2 OS=Lingula unguis OX=7574 GN=LOC106158431 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

l25CgIsmfn_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_011602046.2 equilibrative nucleoside transporter 4 isoform X2 [Takifugu rubripes]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

rsgxiUIZDl_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZA14|A0A8V0ZA14_CHICK Solute carrier family 29 member 1 (Augustine blood group) OS=Gallus gallus OX=9031 GN=SLC29A1 PE=3 SV=1_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

9OoygEJxNJ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Branchiostoma_belcheri_qseqid_tr|A0A6P4YIM0|A0A6P4YIM0_BRABE Synaptic vesicular amine transporter-like isoform X1 OS=Branchiostoma belcheri OX=7741 GN=LOC109464370 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

vnhywKRkFl_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|A0A8I5KUR7|A0A8I5KUR7_HUMAN Solute carrier family 22 member 5 OS=Homo sapiens OX=9606 GN=SLC22A5 PE=1 SV=1_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

vUEx5gqasN_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q9Y226|S22AD_HUMAN Solute carrier family 22 member 13 OS=Homo sapiens OX=9606 GN=SLC22A13 PE=1 SV=2_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

irBovt5bLa_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_011609712.2 solute carrier family 22 member 5-like isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

zcG6I9U7zt_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|Q96GL6|Q96GL6_HUMAN SLC18A1 protein OS=Homo sapiens OX=9606 GN=SLC18A1 PE=1 SV=1_A2annotation_sseqDesc_VMAT1_HUMAN_Isoform_2_of_Chromaffin_granule_amine_transporter

ebCUnMXr2f_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_016285110.1 PREDICTED: MFS-type transporter SLC18B1 [Monodelphis domestica]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

BadtzwpMMs_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064412169.1 MFS-type transporter SLC18B1 isoform X1 [Latimeria chalumnae]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

D9LASQ998i_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029704470.1 solute carrier family 22 member 5-like isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

2pVvPoBi2c_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061437549.1 solute carrier family 22 member 15-like [Lethenteron reissneri]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

l1pN6WjG1N__qseqid__Fungia_scutaria_7965__A2annotation_sseqDesc__VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

UpRnjomc4O_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Orbicella_faveolata_qseqid_XP_020630961.1 solute carrier family 22 member 18-like [Orbicella faveolata]_A2annotation_sseqDesc_S22AI_MOUSE_Solute_carrier_family_22_member_18

Onz2iyjxH3_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|A0A498WFQ1|A0A498WFQ1_MOUSE Solute carrier family 29 (nucleoside transporters), member 2 OS=Mus musculus OX=10090 GN=Slc29a2 PE=1 SV=1_A2annotation_sseqDesc_S29A2_MOUSE_Equilibrative_nucleoside_transporter_2

Y2YJcqt3IL_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007473499.1 PREDICTED: solute carrier family 22 member 4 isoform X3 [Monodelphis domestica]_A2annotation_sseqDesc_S22A4_HUMAN_Solute_carrier_family_22_member_4

12VY0qcAbu_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Argiope_bruennichi_qseqid_XP_055928653.1 synaptic vesicular amine transporter-like [Argiope bruennichi]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

QKsY8kV1rB_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042197023.1 equilibrative nucleoside transporter 4 isoform X1 [Callorhinchus milii]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

NImtrhZGKE_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007473505.1 PREDICTED: solute carrier family 22 member 5 isoform X3 [Monodelphis domestica]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

FtEYGIUfBM_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P038550 XP_021324453.1 solute carrier family 22 member 5 isoform X1 [Danio rerio]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

gZV6bt6UCn_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Capitella_teleta_qseqid_EP00103_Capitella_teleta_P016890 ELU03854.1 hypothetical protein CAPTEDRAFT_131587 [Capitella teleta]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

qYhA4tEOW1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XM36|A0A8V0XM36_CHICK Solute carrier family 18 member B1 OS=Gallus gallus OX=9031 GN=SLC18B1 PE=1 SV=1_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

wxLKLb6SMC_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P005454 NP_001074041.1 equilibrative nucleoside transporter 4 [Danio rerio]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

oe9Vawfrxg_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_001368111.1 PREDICTED: synaptic vesicular amine transporter [Monodelphis domestica]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

ZdWaANa0Et_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Argiope_bruennichi_qseqid_XP_055924306.1 equilibrative nucleoside transporter 4-like [Argiope bruennichi]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

bCjdcpAF4v_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007476497.1 PREDICTED: chromaffin granule amine transporter isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

1G5hXRghEG_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_001380629.3 PREDICTED: solute carrier family 22 member 12-like isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_S22AC_MOUSE_Solute_carrier_family_22_member_12

YjqMqBCaiv_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064408066.1 solute carrier family 22 member 6-A-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

hTPGiqrFV4_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Pocillopora_damicornis_qseqid_XP_027060212.1 synaptic vesicular amine transporter-like isoform X4 [Pocillopora damicornis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

UdG6KQNIp6_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Uloborus_diversus_qseqid_XP_054716719.1 synaptic vesicular amine transporter-like [Uloborus diversus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

qbTDasygHV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042201188.1 solute carrier family 22 member 6-A-like [Callorhinchus milii]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

VqFVtnHfVy_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_005992481.1 probable vesicular acetylcholine transporter-B [Latimeria chalumnae]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

TIeppwLKSz_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007500655.1 PREDICTED: solute carrier family 22 member 13 isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

rgglFfiKnC_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_016288611.1 PREDICTED: chromaffin granule amine transporter isoform X2 [Monodelphis domestica]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

gXeZ52LCvM_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V1A544|A0A8V1A544_CHICK Solute carrier family 22 member 15 OS=Gallus gallus OX=9031 GN=SLC22A15 PE=4 SV=1_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

4BymctPkH6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029703935.1 solute carrier family 22 member 6-like [Takifugu rubripes]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

9i9iYEz14b_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Montipora_foliosa_qseqid_XP_068707122.1 solute carrier family 22 member 18-like [Montipora foliosa]_A2annotation_sseqDesc_S22AI_MOUSE_Solute_carrier_family_22_member_18

WLDkRifOr1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Acanthaster_planci_qseqid_tr|A0A8B7Z9E5|A0A8B7Z9E5_ACAPL Synaptic vesicular amine transporter-like OS=Acanthaster planci OX=133434 GN=LOC110985110 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_MOUSE_Synaptic_vesicular_amine_transporter

TcLIjpisFo_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Ornithodoros_turicata_qseqid_XP_064478255.1 equilibrative nucleoside transporter 4-like isoform X2 [Ornithodoros turicata]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

XU8ct59Imq_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032808588.1 MFS-type transporter SLC18B1-like [Petromyzon marinus]_A2annotation_sseqDesc_S18B1_MOUSE_MFS-type_transporter_SLC18B1

kI8iG2U2gQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_016851110.1 chromaffin granule amine transporter [Anolis carolinensis]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

ukUu00fP6L_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032819891.1 solute carrier family 22 member 6-like [Petromyzon marinus]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

RMfRwwtcqL_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Ornithodoros_turicata_qseqid_XP_064478251.1 equilibrative nucleoside transporter 4-like isoform X1 [Ornithodoros turicata]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

ItesG8T6sN_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064421769.1 chromaffin granule amine transporter-like [Latimeria chalumnae]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

yvso4goGdQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P019414 XP_005158657.1 MFS-type transporter SLC18B1 isoform X1 [Danio rerio]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

pygYFVFfpx_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698428.1 solute carrier family 22 member 13-like isoform X3 [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

nhoqJOOPX2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698434.1 solute carrier family 22 member 13-like isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

DcYLS8gvW9_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062820910.1 solute carrier family 22 member 6-A-like isoform X1 [Anolis carolinensis]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

rXls0PgjJv_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Anneissia_japonica_qseqid_XP_033122170.1 equilibrative nucleoside transporter 4-like [Anneissia japonica]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

RPfcmWXHCA_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064408853.1 equilibrative nucleoside transporter 2-like [Latimeria chalumnae]_A2annotation_sseqDesc_S29A2_HUMAN_Equilibrative_nucleoside_transporter_2

OI80q3iM3F_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lingula_unguis_qseqid_tr|A0A1S3IHN1|A0A1S3IHN1_LINUN Equilibrative nucleoside transporter 4-like OS=Lingula unguis OX=7574 GN=LOC106164126 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

x3ZrH0XGfQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062827424.1 solute carrier family 22 member 15 isoform X1 [Anolis carolinensis]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

v1oAyLSJtz_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064412171.1 MFS-type transporter SLC18B1 isoform X3 [Latimeria chalumnae]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

rA4KjQCVx3_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZB55|A0A8V0ZB55_CHICK Solute carrier family 29 member 4 OS=Gallus gallus OX=9031 GN=SLC29A4 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

SHqN6p0dYV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698425.1 solute carrier family 22 member 13-like isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

NQWmJIpRFE_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062820905.1 solute carrier family 22 member 6-A isoform X1 [Anolis carolinensis]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

XJTzBvD6pQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P013648 NP_957143.1 solute carrier family 22 member 5 [Danio rerio]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

6N8VC2LDv6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032808592.1 MFS-type transporter SLC18B1-like isoform X3 [Petromyzon marinus]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

ZJBcyycwk4_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032803462.1 solute carrier family 22 member 3-like isoform X2 [Petromyzon marinus]_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

hrBvV4AmlN_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007901790.1 synaptic vesicular amine transporter [Callorhinchus milii]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

fNHflelF6b_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q7RTT9|S29A4_HUMAN Equilibrative nucleoside transporter 4 OS=Homo sapiens OX=9606 GN=SLC29A4 PE=1 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

7Aa2sW2uFn_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Orbicella_faveolata_qseqid_XP_020623737.1 synaptic vesicular amine transporter-like isoform X1 [Orbicella faveolata]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

H6HkWi4jLJ_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Argiope_bruennichi_qseqid_XP_055952886.1 synaptic vesicular amine transporter-like isoform X1 [Argiope bruennichi]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

jeohLZ0eYF_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032804508.1 equilibrative nucleoside transporter 1 isoform X2 [Petromyzon marinus]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

ryyuwN9EeF_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Branchiostoma_belcheri_qseqid_tr|A0A6P4ZK05|A0A6P4ZK05_BRABE Solute carrier family 22 member 18-like OS=Branchiostoma belcheri OX=7741 GN=LOC109483035 PE=4 SV=1_A2annotation_sseqDesc_S22AI_MOUSE_Solute_carrier_family_22_member_18

yA69Aemq0C_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_001371462.2 PREDICTED: solute carrier family 22 member 1 [Monodelphis domestica]_A2annotation_sseqDesc_S22A1_HUMAN_Solute_carrier_family_22_member_1

8GM1psnK6y_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061415364.1 equilibrative nucleoside transporter 1 [Lethenteron reissneri]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

4bSmqRgfRI_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lottia_gigantea_qseqid_XP_009046946.1 hypothetical protein LOTGIDRAFT_138509 [Lottia gigantea]_A2annotation_sseqDesc_S29A4_MOUSE_Equilibrative_nucleoside_transporter_4

Gr87dxYVyz_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031760549.1 equilibrative nucleoside transporter 3 isoform X2 [Xenopus tropicalis]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

NEeqpPtHg5_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|O88909|S22A8_MOUSE Organic anion transporter 3 OS=Mus musculus OX=10090 GN=Slc22a8 PE=1 SV=2_A2annotation_sseqDesc_S22A8_MOUSE_Organic_anion_transporter_3

xqlhblg6dL_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Patiria_miniata_qseqid_XP_038069107.1 equilibrative nucleoside transporter 4-like isoform X1 [Patiria miniata]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

JNoGNci0kO_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Capitella_teleta_qseqid_EP00103_Capitella_teleta_P004693 ELT91656.1 hypothetical protein CAPTEDRAFT_17780 [Capitella teleta]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

sthKhyT8fy_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q9H015|S22A4_HUMAN Solute carrier family 22 member 4 OS=Homo sapiens OX=9606 GN=SLC22A4 PE=1 SV=3_A2annotation_sseqDesc_S22A4_HUMAN_Solute_carrier_family_22_member_4

LMA81zzKSe_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lottia_gigantea_qseqid_XP_009049863.1 hypothetical protein LOTGIDRAFT_113544 [Lottia gigantea]_A2annotation_sseqDesc_S18B1_MOUSE_MFS-type_transporter_SLC18B1

MCX7xygB2V_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042198471.1 solute carrier family 22 member 5 isoform X1 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

keWKiDv5J1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P024884 XP_005172990.1 equilibrative nucleoside transporter 1-like [Danio rerio]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

SY2alUymun_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003964265.1 equilibrative nucleoside transporter 3 [Takifugu rubripes]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

zPT9rylEFV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Branchiostoma_belcheri_qseqid_tr|A0A6P5ALS9|A0A6P5ALS9_BRABE Equilibrative nucleoside transporter 4-like isoform X2 OS=Branchiostoma belcheri OX=7741 GN=LOC109485031 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

DulbVCzsEt_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031762366.1 synaptic vesicular amine transporter [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

BRdJ9RHZQj_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029692603.1 equilibrative nucleoside transporter 4 isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

Mqy8imXZ6G_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|O35304|VACHT_MOUSE Vesicular acetylcholine transporter OS=Mus musculus OX=10090 GN=Slc18a3 PE=1 SV=1_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

iaXjDyTif3_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003971522.2 solute carrier family 22 member 2-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A1_MOUSE_Solute_carrier_family_22_member_1

TUCOIK4ZQn_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Magallana_gigas_qseqid_XP_034326987.2 MFS-type transporter SLC18B1 isoform X2 [Magallana gigas]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

3c6hZoOqvP_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V1A2T8|A0A8V1A2T8_CHICK Solute carrier family 22 member 15 OS=Gallus gallus OX=9031 GN=SLC22A15 PE=4 SV=1_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

i2Lb0rchl2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_NP_001039179.1 solute carrier family 22 member 15-like [Xenopus tropicalis]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

oyLJTIsT1Z_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_003215807.1 solute carrier family 22 member 3 [Anolis carolinensis]_A2annotation_sseqDesc_S22A3_MOUSE_Solute_carrier_family_22_member_3

nSDhHtKOaz_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lingula_unguis_qseqid_tr|A0A1S3HWB0|A0A1S3HWB0_LINUN Synaptic vesicular amine transporter-like isoform X1 OS=Lingula unguis OX=7574 GN=LOC106158431 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

eq1zGc6rtT_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Helobdella_robusta_qseqid_tr|T1G4D5|T1G4D5_HELRO Major facilitator superfamily (MFS) profile domain-containing protein OS=Helobdella robusta OX=6412 GN=20215933 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

O2gQ2myCZn_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P015903 XP_001341287.1 solute carrier family 22 member 13-like [Danio rerio]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

42tdKq8PSX_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V1A2T3|A0A8V1A2T3_CHICK Solute carrier family 22 member 15 OS=Gallus gallus OX=9031 GN=SLC22A15 PE=4 SV=1_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

PVum0t8D9w_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Centruroides_vittatus_qseqid_XP_067126497.1 synaptic vesicular amine transporter-like isoform X1 [Centruroides vittatus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

JvcE4PBExA_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031757555.1 MFS-type transporter SLC18B1 isoform X1 [Xenopus tropicalis]_A2annotation_sseqDesc_S18B1_MOUSE_MFS-type_transporter_SLC18B1

Uz7TnODNGf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029704471.1 solute carrier family 22 member 5-like isoform X2 [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_MOUSE_Organic_cation/carnitine_transporter_2

Z5XH3L582l_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_001381474.1 PREDICTED: solute carrier family 22 member 2 [Monodelphis domestica]_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

LdahhT5atZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032808590.1 MFS-type transporter SLC18B1-like isoform X1 [Petromyzon marinus]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

lzBWRCtyx0_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0Y9V0|A0A8V0Y9V0_CHICK Major facilitator superfamily (MFS) profile domain-containing protein OS=Gallus gallus OX=9031 GN=SLC22A15L PE=4 SV=1_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

TsIfWQzrph_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Pocillopora_damicornis_qseqid_XP_027059994.1 synaptic vesicular amine transporter-like isoform X1 [Pocillopora damicornis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

tf71jZDs7S_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0X6U5|A0A8V0X6U5_CHICK Major facilitator superfamily (MFS) profile domain-containing protein OS=Gallus gallus OX=9031 GN=LOC107049971 PE=3 SV=1_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

z0YCu0xtFo_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_003215834.1 solute carrier family 22 member 2 [Anolis carolinensis]_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

rqX0m8aZs1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029704042.1 solute carrier family 22 member 5-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_MOUSE_Organic_cation/carnitine_transporter_2

mhk5OTojgz_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P015667 XP_001337343.1 solute carrier family 22 member 7 [Danio rerio]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

SJgohIdqev_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_001381481.2 PREDICTED: solute carrier family 22 member 3 [Monodelphis domestica]_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

Yo6roMcRLy_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061424276.1 equilibrative nucleoside transporter 1-like isoform X1 [Lethenteron reissneri]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

NUAWacASLt_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P009920 NP_001295487.1 uncharacterized protein LOC799908 [Danio rerio]_A2annotation_sseqDesc_S22A4_MOUSE_Solute_carrier_family_22_member_4

g6PJxKZvcf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_008103110.1 solute carrier family 22 member 7 [Anolis carolinensis]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_7

YWPX00OZwF_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P002584 NP_001017841.1 MFS-type transporter SLC18B1 [Danio rerio]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

Nb1rJKftmp_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032833194.1 solute carrier family 22 member 15 [Petromyzon marinus]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

whmj06xoF5_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0Y9W7|A0A8V0Y9W7_CHICK Solute carrier family 18 member A3 OS=Gallus gallus OX=9031 GN=SLC18A3 PE=3 SV=1_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

bN8jt2Atwp_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064411977.1 solute carrier family 22 member 3 [Latimeria chalumnae]_A2annotation_sseqDesc_S22A3_MOUSE_Solute_carrier_family_22_member_3

C0RnyRzFMX_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Capitella_teleta_qseqid_EP00103_Capitella_teleta_P030213 ELU17177.1 hypothetical protein CAPTEDRAFT_197210, partial [Capitella teleta]_A2annotation_sseqDesc_VMAT2_MOUSE_Synaptic_vesicular_amine_transporter

SuF6hGymBQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061427121.1 equilibrative nucleoside transporter 3 [Lethenteron reissneri]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

XQT9xr4ybf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XXT2|A0A8V0XXT2_CHICK Solute carrier family 22 member 3 OS=Gallus gallus OX=9031 GN=SLC22A3 PE=3 SV=1_A2annotation_sseqDesc_S22A3_MOUSE_Solute_carrier_family_22_member_3

E2n5Y5UQiG_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007905058.1 solute carrier family 22 member 4 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

UpKcpH8xp2_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Dermacentor_albipictus_qseqid_XP_065295791.1 synaptic vesicular amine transporter [Dermacentor albipictus]_A2annotation_sseqDesc_VMAT2_MOUSE_Synaptic_vesicular_amine_transporter

Gvb4AsKEVi_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q9Y694|S22A7_HUMAN Solute carrier family 22 member 7 OS=Homo sapiens OX=9606 GN=SLC22A7 PE=1 SV=1_A2annotation_sseqDesc_S22A7_HUMAN_Solute_carrier_family_22_member_7

oeJuwbyE7Q_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007905063.1 solute carrier family 22 member 5 isoform X2 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

Pxcz4xw4KG_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0Z1U5|A0A8V0Z1U5_CHICK Solute carrier family 22 member 4 OS=Gallus gallus OX=9031 GN=SLC22A4 PE=3 SV=1_A2annotation_sseqDesc_S22A4_HUMAN_Solute_carrier_family_22_member_4

qWhSnx7aMf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064412170.1 MFS-type transporter SLC18B1 isoform X2 [Latimeria chalumnae]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

cIR66o13VD_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZI82|A0A8V0ZI82_CHICK Solute carrier family 29 member 4 OS=Gallus gallus OX=9031 GN=SLC29A4 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

8l37MLA1ms_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007910015.1 solute carrier family 22 member 6-A isoform X2 [Callorhinchus milii]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

fPZNEk39Af_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_NP_001005688.1 solute carrier family 18 member A2 [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

xKzEmKT1dB_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007500656.1 PREDICTED: solute carrier family 22 member 13 isoform X2 [Monodelphis domestica]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

BWFcvfZnO3_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007478329.1 PREDICTED: solute carrier family 22 member 15-like isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

e67HigPrjf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007497796.1 PREDICTED: solute carrier family 22 member 6-like [Monodelphis domestica]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

8lXCZuvq8q_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P052621 XP_698839.3 equilibrative nucleoside transporter 4-like [Danio rerio]_A2annotation_sseqDesc_S29A4_MOUSE_Equilibrative_nucleoside_transporter_4

1LbFAdgLuC_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Uloborus_diversus_qseqid_XP_054717887.1 vesicular acetylcholine transporter-like [Uloborus diversus]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

7Yh1YhvFVC_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007905056.1 solute carrier family 22 member 5 isoform X1 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

aFMglfB8eH_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P009402 NP_001243154.1 synaptic vesicular amine transporter [Danio rerio]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

PlPvNaQDzl_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XS97|A0A8V0XS97_CHICK Solute carrier family 22 member 2 OS=Gallus gallus OX=9031 GN=LOC421583 PE=4 SV=1_A2annotation_sseqDesc_S22A1_HUMAN_Solute_carrier_family_22_member_1

YugOzGk8Ov_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_001366136.2 PREDICTED: solute carrier family 22 member 5 isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

OmcerY3zVm_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|E5RK12|E5RK12_HUMAN Solute carrier family 18 member A1 (Fragment) OS=Homo sapiens OX=9606 GN=SLC18A1 PE=1 SV=1_A2annotation_sseqDesc_VMAT1_HUMAN_Isoform_2_of_Chromaffin_granule_amine_transporter

1XfSwqn4ef_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_NP_001072859.1 vesicular acetylcholine transporter [Xenopus tropicalis]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

DBMxujRgHK_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064410674.1 solute carrier family 22 member 13b [Latimeria chalumnae]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

96xj01KeXJ_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Adineta_vaga_qseqid_UJR29585.1 hypothetical protein I4U23_010802 [Adineta vaga]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

cSruxLJuyQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_002932792.2 chromaffin granule amine transporter isoform X1 [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT2_MOUSE_Synaptic_vesicular_amine_transporter

eOn8Fw1qPv_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Ciona_intestinalis_qseqid_EP00059_Ciona_intestinalis_P010323 XP_018667048.1 synaptic vesicular amine transporter-like [Ciona intestinalis]_A2annotation_sseqDesc_VMAT2_MOUSE_Synaptic_vesicular_amine_transporter

nkfchBpcgh_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P007212 NP_001107932.1 uncharacterized protein LOC797890 [Danio rerio]_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

cza9cyArKR_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061410340.1 MFS-type transporter SLC18B1-like [Lethenteron reissneri]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

WQOxpzhoLN_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_003217438.2 solute carrier family 22 member 4 [Anolis carolinensis]_A2annotation_sseqDesc_S22A4_HUMAN_Solute_carrier_family_22_member_4

DeWEtikGbq_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007887876.2 solute carrier family 22 member 2 [Callorhinchus milii]_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

7JZdwvMv24_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|A0A8I5KYG6|A0A8I5KYG6_HUMAN Solute carrier family 22 member 5 OS=Homo sapiens OX=9606 GN=SLC22A5 PE=1 SV=1_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

MwDLYKIKBx_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|A0A8I5KTN6|A0A8I5KTN6_HUMAN Solute carrier family 22 member 5 OS=Homo sapiens OX=9606 GN=SLC22A5 PE=1 SV=1_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

dhUTnrRr7d_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_006000367.1 solute carrier family 22 member 2-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A1_MOUSE_Solute_carrier_family_22_member_1

ndIdlcACpn_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007901722.1 MFS-type transporter SLC18B1 [Callorhinchus milii]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

FlAHhYz62Q_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_008102938.1 organic cation/carnitine transporter 2 isoform X1 [Anolis carolinensis]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

YXN7x6IbOx_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P005947 NP_001077330.1 solute carrier family 22 member 7 [Danio rerio]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_7

puRVWMvppN_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lottia_gigantea_qseqid_XP_009061977.1 hypothetical protein LOTGIDRAFT_107236 [Lottia gigantea]_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

3Je7M7o4rZ_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Acropora_muricata_qseqid_XP_067036954.1 synaptic vesicular amine transporter-like isoform X2 [Acropora muricata]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

HGW1EoyaVz_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|E9PXM6|E9PXM6_MOUSE Solute carrier family 29 (nucleoside transporters), member 1 OS=Mus musculus OX=10090 GN=Slc29a1 PE=1 SV=1_A2annotation_sseqDesc_S29A1_MOUSE_Equilibrative_nucleoside_transporter_1

S5ByYpGeqY_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_003230060.2 solute carrier family 22 member 6-A [Anolis carolinensis]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

ikh1qtxydC_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032824992.1 equilibrative nucleoside transporter 3 [Petromyzon marinus]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

qCgVEYLhzI_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007905064.1 solute carrier family 22 member 5 isoform X3 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

y13PUGF6fd_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Uloborus_diversus_qseqid_XP_054709454.1 synaptic vesicular amine transporter-like [Uloborus diversus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

RLpJhYeIPE_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P048256 XP_021334159.1 chromaffin granule amine transporter [Danio rerio]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

EUEmaNv0jU_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Caenorhabditis_elegans_qseqid_EP00081_Caenorhabditis_elegans_P002709 NP_001024936.1 Uncharacterized protein CELE_W01C8.6 [Caenorhabditis elegans]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

ydHAIeuwbW_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0Z249|A0A8V0Z249_CHICK Solute carrier family 22 member 7 OS=Gallus gallus OX=9031 GN=SLC22A7 PE=4 SV=1_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_7

pAhidh8xBZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XKZ1|A0A8V0XKZ1_CHICK Solute carrier family 22 member 1 OS=Gallus gallus OX=9031 GN=LOC421583 PE=3 SV=1_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

G2BVFEVILA_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003961277.1 vesicular acetylcholine transporter [Takifugu rubripes]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

REBVZFiPEf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064421322.1 chromaffin granule amine transporter-like [Latimeria chalumnae]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

C50stY8CeY_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q86VW1|S22AG_HUMAN Solute carrier family 22 member 16 OS=Homo sapiens OX=9606 GN=SLC22A16 PE=1 SV=1_A2annotation_sseqDesc_S22AG_HUMAN_Solute_carrier_family_22_member_16

jYBcxGIen7_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007473498.1 PREDICTED: solute carrier family 22 member 4 isoform X2 [Monodelphis domestica]_A2annotation_sseqDesc_S22A4_MOUSE_Solute_carrier_family_22_member_4

FLjy3W79tg_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P003373 NP_001025348.1 equilibrative nucleoside transporter 1 [Danio rerio]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

8zkzdNvfM0_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZP55|A0A8V0ZP55_CHICK Solute carrier family 29 member 4 OS=Gallus gallus OX=9031 GN=SLC29A4 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

ijUTPEstS6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_012814878.1 chromaffin granule amine transporter isoform X2 [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

h5LGHiiOXm_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_006001987.1 solute carrier family 22 member 15 isoform X1 [Latimeria chalumnae]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

4LT0U0c0Do_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029704829.1 solute carrier family 22 member 6-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A6_HUMAN_Solute_carrier_family_22_member_6

cgJCegWwAr_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|A0A2R8Y657|A0A2R8Y657_HUMAN Solute carrier family 29 member 3 OS=Homo sapiens OX=9606 GN=SLC29A3 PE=1 SV=1_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

e5Z7VURlcd_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Helobdella_robusta_qseqid_tr|T1G6W6|T1G6W6_HELRO Major facilitator superfamily (MFS) profile domain-containing protein OS=Helobdella robusta OX=6412 GN=20216813 PE=4 SV=1_A2annotation_sseqDesc_S18B1_MOUSE_MFS-type_transporter_SLC18B1

CwGGcZADEn_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZCK9|A0A8V0ZCK9_CHICK Solute carrier family 29 member 3 OS=Gallus gallus OX=9031 GN=SLC29A3 PE=3 SV=1_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

4MVqW0qAIi_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P036897 XP_021322800.1 solute carrier family 22, member 7-like isoform X1 [Danio rerio]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

qw6gF6ZapY_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P021694 XP_005164190.1 equilibrative nucleoside transporter 4 isoform X1 [Danio rerio]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

rIeH6RocN2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|O75751|S22A3_HUMAN Solute carrier family 22 member 3 OS=Homo sapiens OX=9606 GN=SLC22A3 PE=1 SV=1_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

BGkr4JUYAf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698435.1 solute carrier family 22 member 13-like isoform X2 [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

wxoZBV0PHy_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P014366 NP_996960.2 solute carrier family 22 member 6 [Danio rerio]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

6Qs9p4Rx4f_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Patiria_miniata_qseqid_XP_038069108.1 equilibrative nucleoside transporter 4-like isoform X2 [Patiria miniata]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

Y10Qa1Da4V_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZGU4|A0A8V0ZGU4_CHICK Solute carrier family 29 member 4 OS=Gallus gallus OX=9031 GN=SLC29A4 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

5oPFYbGk9x_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Argiope_bruennichi_qseqid_XP_055929776.1 synaptic vesicular amine transporter-like [Argiope bruennichi]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

VGvhdii6IX_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_NP_001090772.1 equilibrative nucleoside transporter 3 [Xenopus tropicalis]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

AvvCKxHYp4_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P019444 XP_005158747.1 solute carrier family 22, member 7-like isoform X3 [Danio rerio]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_3_of_Solute_carrier_family_22_member_7

bKMx8usLZf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031755164.1 chromaffin granule amine transporter [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

iRnB4M1GLD_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q9WTW5|S22A3_MOUSE Solute carrier family 22 member 3 OS=Mus musculus OX=10090 GN=Slc22a3 PE=1 SV=1_A2annotation_sseqDesc_S22A3_MOUSE_Solute_carrier_family_22_member_3

wTTqfzkYo6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042192872.1 solute carrier family 22 member 4 isoform X1 [Callorhinchus milii]_A2annotation_sseqDesc_S22A4_HUMAN_Solute_carrier_family_22_member_4

rUnfYSLNJJ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q80UJ1|S22AK_MOUSE Solute carrier family 22 member 20 OS=Mus musculus OX=10090 GN=Slc22a20 PE=1 SV=1_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

zsnvwGvGgv_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061408980.1 synaptic vesicular amine transporter-like [Lethenteron reissneri]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

x0olbpog9B_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XQB5|A0A8V0XQB5_CHICK Solute carrier family 22 member 1 OS=Gallus gallus OX=9031 GN=SLC22A1 PE=1 SV=1_A2annotation_sseqDesc_S22A2_HUMAN_Solute_carrier_family_22_member_2

SYc4eSftSt_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007892163.1 solute carrier family 22 member 16 [Callorhinchus milii]_A2annotation_sseqDesc_S22AG_HUMAN_Solute_carrier_family_22_member_16

FKAuFXjrK2_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Helobdella_robusta_qseqid_tr|T1EMB8|T1EMB8_HELRO Major facilitator superfamily (MFS) profile domain-containing protein OS=Helobdella robusta OX=6412 GN=20197718 PE=3 SV=1_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

sQl8vIYhWL_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Adineta_vaga_qseqid_UJR30481.1 hypothetical protein I4U23_018014 [Adineta vaga]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

Ewm24Mlvnq_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|Q96LX3|Q96LX3_MOUSE Solute carrier family 22, member 30 OS=Mus musculus OX=10090 GN=Slc22a30 PE=2 SV=1_A2annotation_sseqDesc_S22AR_MOUSE_Solute_carrier_family_22_member_27

K3Flz6km5g_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031757546.1 equilibrative nucleoside transporter 1 isoform X1 [Xenopus tropicalis]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

tlXXT5aWqu_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064411379.1 solute carrier family 22 member 7-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

HWG7P94Eio_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064407780.1 solute carrier family 22 member 6-B-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

Us22uQdloc_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|D3YWS9|D3YWS9_MOUSE Solute carrier family 29 (nucleoside transporters), member 3 OS=Mus musculus OX=10090 GN=Slc29a3 PE=1 SV=1_A2annotation_sseqDesc_S29A3_MOUSE_Equilibrative_nucleoside_transporter_3

4kC0x0kjdn_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064411378.1 solute carrier family 22 member 7-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

qKqJ6yzKtT_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029685710.1 MFS-type transporter SLC18B1-like [Takifugu rubripes]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

eeM5JHuVuf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q8R090|VMAT1_MOUSE Chromaffin granule amine transporter OS=Mus musculus OX=10090 GN=Slc18a1 PE=1 SV=1_A2annotation_sseqDesc_VMAT1_MOUSE_Chromaffin_granule_amine_transporter

EacivjsFt1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Anneissia_japonica_qseqid_XP_033108213.1 probable vesicular acetylcholine transporter-B [Anneissia japonica]_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

xVujdvY6Nr_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007473504.1 PREDICTED: solute carrier family 22 member 5 isoform X2 [Monodelphis domestica]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

U9Eib0qR6X_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_002937540.1 solute carrier family 22 member 6-B [Xenopus tropicalis]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

u7RGaLBmh5_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Patiria_miniata_qseqid_XP_038071034.1 synaptic vesicular amine transporter-like [Patiria miniata]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

WB36HQui6V_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031751719.1 solute carrier family 22 member 15 isoform X1 [Xenopus tropicalis]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

lU6fN5cAZQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P006694 NP_001103169.1 solute carrier family 22 member 15 [Danio rerio]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

1JN1q1h7Jh_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062827208.1 solute carrier family 22 member 7 [Anolis carolinensis]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_7

fd8RtQX78T_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P033209 XP_017208528.1 solute carrier family 22 member 6-A [Danio rerio]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

WjMMQYeUC2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_006006769.1 solute carrier family 22 member 7-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

63Q15egMZA_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|D3Z5L6|S18B1_MOUSE MFS-type transporter SLC18B1 OS=Mus musculus OX=10090 GN=Slc18b1 PE=1 SV=2_A2annotation_sseqDesc_S18B1_MOUSE_MFS-type_transporter_SLC18B1

ajGvkpi5As_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Patiria_miniata_qseqid_XP_038060398.1 probable vesicular acetylcholine transporter-B [Patiria miniata]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

9C0byE309K_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Pocillopora_damicornis_qseqid_XP_027060134.1 synaptic vesicular amine transporter-like isoform X3 [Pocillopora damicornis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

au044S3YHW_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0ZGT9|A0A8V0ZGT9_CHICK Solute carrier family 29 member 4 OS=Gallus gallus OX=9031 GN=SLC29A4 PE=3 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Isoform_2_of_Equilibrative_nucleoside_transporter_4

miFIpMQUO8_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Magallana_gigas_qseqid_XP_011418923.1 synaptic vesicular amine transporter [Magallana gigas]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

xnKco929hT_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064408062.1 equilibrative nucleoside transporter 2 [Latimeria chalumnae]_A2annotation_sseqDesc_S29A2_HUMAN_Equilibrative_nucleoside_transporter_2

pVpykOHqYZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XJA6|A0A8V0XJA6_CHICK Solute carrier family 18 member B1 OS=Gallus gallus OX=9031 GN=SLC18B1 PE=1 SV=1_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

2nrE64urGV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|A0A0R4J1I9|A0A0R4J1I9_MOUSE Solute carrier family 22 (organic anion/cation transporter), member 12 OS=Mus musculus OX=10090 GN=Slc22a12 PE=1 SV=1_A2annotation_sseqDesc_S22AC_MOUSE_Solute_carrier_family_22_member_12

XPdvjShyOo_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003966781.1 equilibrative nucleoside transporter 2 [Takifugu rubripes]_A2annotation_sseqDesc_S29A2_HUMAN_Equilibrative_nucleoside_transporter_2

dmOh7r7eKT_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V1A2S4|A0A8V1A2S4_CHICK Solute carrier family 22 member 15 OS=Gallus gallus OX=9031 GN=SLC22A15 PE=4 SV=1_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

vMqsZO8YaG_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031756487.1 solute carrier family 22 member 6-like [Xenopus tropicalis]_A2annotation_sseqDesc_S22A8_HUMAN_Organic_anion_transporter_3

IpceOBVrBQ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031755932.1 equilibrative nucleoside transporter 2 isoform X2 [Xenopus tropicalis]_A2annotation_sseqDesc_S29A2_HUMAN_Equilibrative_nucleoside_transporter_2

KVoy4GxdpT_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064422854.1 organic cation/carnitine transporter 2 [Latimeria chalumnae]_A2annotation_sseqDesc_S22A5_HUMAN_Isoform_3_of_Organic_cation/carnitine_transporter_2

WHGNQkrc10_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_005997764.1 solute carrier family 22 member 15 isoform X1 [Latimeria chalumnae]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

VfUM5i9jsn_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Helobdella_robusta_qseqid_tr|T1G4D0|T1G4D0_HELRO Major facilitator superfamily (MFS) profile domain-containing protein OS=Helobdella robusta OX=6412 GN=20215928 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

lpxtOw9xf3_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062820828.1 equilibrative nucleoside transporter 2 [Anolis carolinensis]_A2annotation_sseqDesc_S29A2_MOUSE_Equilibrative_nucleoside_transporter_2

JAjUuwFnV7_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Centruroides_vittatus_qseqid_XP_067134106.1 equilibrative nucleoside transporter 4 isoform X2 [Centruroides vittatus]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

gTvhxQmbWZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042201190.1 solute carrier family 22 member 6-A-like [Callorhinchus milii]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

HQpmvbcKV0_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042188931.1 equilibrative nucleoside transporter 1 [Callorhinchus milii]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

PwuAxgsPD6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061424277.1 equilibrative nucleoside transporter 1-like isoform X2 [Lethenteron reissneri]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

wJTuSg6Gc6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_NP_001015718.1 equilibrative nucleoside transporter 1 [Xenopus tropicalis]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

yVup7G0SEF_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XSD3|A0A8V0XSD3_CHICK Solute carrier family 22 member 1 OS=Gallus gallus OX=9031 GN=SLC22A1 PE=1 SV=1_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

up1UWJJzNf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061405856.1 solute carrier family 22 member 6 [Lethenteron reissneri]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

VvE6sMyCv8_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042197313.1 solute carrier family 22 member 5-like [Callorhinchus milii]_A2annotation_sseqDesc_S22AL_MOUSE_Solute_carrier_family_22_member_21

sHkv5UU91e_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032808062.1 synaptic vesicular amine transporter-like [Petromyzon marinus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

8XGfcNsQ09_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029691397.1 synaptic vesicular amine transporter [Takifugu rubripes]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

JqQlZRu8jp_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P005098 NP_001071018.1 probable vesicular acetylcholine transporter-A [Danio rerio]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

RARcF60S6a_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q8VCA0|S22AJ_MOUSE Solute carrier family 22 member 19 OS=Mus musculus OX=10090 GN=Slc22a19 PE=1 SV=1_A2annotation_sseqDesc_S22AJ_MOUSE_Solute_carrier_family_22_member_19

GZASsy6wnT_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061414730.1 LOW QUALITY PROTEIN: solute carrier family 22 member 7 [Lethenteron reissneri]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

s5wLZ9vWaO_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007502761.1 PREDICTED: solute carrier family 22 member 20 [Monodelphis domestica]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

s0NXcs97L3_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|Q3TYJ1|Q3TYJ1_MOUSE Solute carrier family 18 (Vesicular monoamine), member 3 OS=Mus musculus OX=10090 GN=Slc18a3 PE=1 SV=1_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

GXBps2FgSH_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029706958.1 equilibrative nucleoside transporter 2-like isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S29A2_MOUSE_Equilibrative_nucleoside_transporter_2

X85YtZdfkf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007905053.2 solute carrier family 22 member 4 isoform X1 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

bK3G4lRT3G_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_003221914.1 solute carrier family 22 member 13 isoform X1 [Anolis carolinensis]_A2annotation_sseqDesc_S22AD_MOUSE_Solute_carrier_family_22_member_13

jev8yDUHvc_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XV09|A0A8V0XV09_CHICK Solute carrier family 22 member 3 OS=Gallus gallus OX=9031 GN=SLC22A3 PE=4 SV=1_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

Sp3Vq6QoAR_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698726.1 solute carrier family 22 member 13-like [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

0djEp2FhF9_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Orbicella_faveolata_qseqid_XP_020623738.1 synaptic vesicular amine transporter-like isoform X2 [Orbicella faveolata]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

9DPLpYQWNv_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_006006106.1 solute carrier family 22 member 16 [Latimeria chalumnae]_A2annotation_sseqDesc_S22AG_HUMAN_Solute_carrier_family_22_member_16

ys0DcEs0US_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_011609615.2 solute carrier family 22 member 5-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

R0wuUn8J0h_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Acanthaster_planci_qseqid_tr|A0A8B7ZCE4|A0A8B7ZCE4_ACAPL Equilibrative nucleoside transporter 4-like isoform X2 OS=Acanthaster planci OX=133434 GN=LOC110986050 PE=3 SV=1_A2annotation_sseqDesc_S29A4_MOUSE_Equilibrative_nucleoside_transporter_4

B6M0EvUDsT_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007506189.1 PREDICTED: solute carrier family 22 member 12-like isoform X2 [Monodelphis domestica]_A2annotation_sseqDesc_S22AC_MOUSE_Solute_carrier_family_22_member_12

awKrv6hUok_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q96S37|S22AC_HUMAN Solute carrier family 22 member 12 OS=Homo sapiens OX=9606 GN=SLC22A12 PE=1 SV=1_A2annotation_sseqDesc_S22AC_HUMAN_Solute_carrier_family_22_member_12

zoRaGfFB7U_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007896570.1 probable vesicular acetylcholine transporter-A [Callorhinchus milii]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

wSnvqYXqTg_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Centruroides_vittatus_qseqid_XP_067134105.1 equilibrative nucleoside transporter 4 isoform X1 [Centruroides vittatus]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

MCxeCrj6og_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031755159.1 chromaffin granule amine transporter [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT1_HUMAN_Chromaffin_granule_amine_transporter

d9kVhxwUcH_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003971054.2 solute carrier family 22 member 5-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

A0R7Dl6WnL_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lingula_unguis_qseqid_tr|A0A1S3JPB9|A0A1S3JPB9_LINUN Synaptic vesicular amine transporter isoform X1 OS=Lingula unguis OX=7574 GN=LOC106174719 PE=3 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

5AMYxNwgiK_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031756488.1 solute carrier family 22 member 6-A [Xenopus tropicalis]_A2annotation_sseqDesc_S22A8_HUMAN_Organic_anion_transporter_3

P5RXO2szhK_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032818409.1 equilibrative nucleoside transporter 1-like [Petromyzon marinus]_A2annotation_sseqDesc_S29A1_HUMAN_Isoform_2_of_Equilibrative_nucleoside_transporter_1

xs9ieaVe53_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062820906.1 solute carrier family 22 member 6-A isoform X2 [Anolis carolinensis]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

2jCJDig3v9_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XWV8|A0A8V0XWV8_CHICK Major facilitator superfamily (MFS) profile domain-containing protein OS=Gallus gallus OX=9031 GN=SLC22A15L PE=4 SV=1_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

pnjqLcOivm_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007895973.1 equilibrative nucleoside transporter 3 isoform X1 [Callorhinchus milii]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

1s9qnaxMSp_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q91WU2|S22A7_MOUSE Solute carrier family 22 member 7 OS=Mus musculus OX=10090 GN=Slc22a7 PE=1 SV=1_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

FG021XCxMA_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_007905062.1 solute carrier family 22 member 5 isoform X2 [Callorhinchus milii]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

HZpFQAW00k_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q8IZD6|S22AF_HUMAN Solute carrier family 22 member 15 OS=Homo sapiens OX=9606 GN=SLC22A15 PE=1 SV=1_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

qbTJcwpdwP_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Strongylocentrotus_purpuratus_qseqid_EP00057_Strongylocentrotus_purpuratus_P020193 XP_011674667.1 PREDICTED: probable vesicular acetylcholine transporter-B isoform X2 [Strongylocentrotus purpuratus]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

cMoC1WsTO6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q8N4F4|S22AO_HUMAN Steroid transmembrane transporter SLC22A24 OS=Homo sapiens OX=9606 GN=SLC22A24 PE=1 SV=2_A2annotation_sseqDesc_S22AO_HUMAN_Steroid_transmembrane_transporter_SLC22A24

oeFPRaQBYZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Acanthaster_planci_qseqid_tr|A0A8B7ZJ73|A0A8B7ZJ73_ACAPL Equilibrative nucleoside transporter 4-like isoform X1 OS=Acanthaster planci OX=133434 GN=LOC110986050 PE=3 SV=1_A2annotation_sseqDesc_S29A4_MOUSE_Equilibrative_nucleoside_transporter_4

pVpmbqWKfw_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Helobdella_robusta_qseqid_tr|T1G4F7|T1G4F7_HELRO Major facilitator superfamily (MFS) profile domain-containing protein OS=Helobdella robusta OX=6412 GN=20215955 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

PZqL2meUHi_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062829959.1 organic cation/carnitine transporter 2 isoform X2 [Anolis carolinensis]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

3cAaekWMpW_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_008112960.2 solute carrier family 22 member 15-like isoform X2 [Anolis carolinensis]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

mPlwp1JlUK_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Ornithodoros_turicata_qseqid_XP_064457929.1 vesicular acetylcholine transporter-like isoform X2 [Ornithodoros turicata]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

3C2pM8OlsA_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_016286735.1 PREDICTED: solute carrier family 22 member 16 isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_S22AG_HUMAN_Solute_carrier_family_22_member_16

ExQ8uNPj7h_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029691444.1 probable vesicular acetylcholine transporter-A isoform X2 [Takifugu rubripes]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

BXOEqGyzK2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032803461.1 solute carrier family 22 member 3-like isoform X1 [Petromyzon marinus]_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

X4XbPR7Rfa_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q8TCC7|S22A8_HUMAN Organic anion transporter 3 OS=Homo sapiens OX=9606 GN=SLC22A8 PE=1 SV=1_A2annotation_sseqDesc_S22A8_HUMAN_Organic_anion_transporter_3

ZGvDd4xvwy_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P001989 NP_001012519.2 equilibrative nucleoside transporter 2 [Danio rerio]_A2annotation_sseqDesc_S29A2_HUMAN_Equilibrative_nucleoside_transporter_2

158IGk2w8A_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q05940|VMAT2_HUMAN Synaptic vesicular amine transporter OS=Homo sapiens OX=9606 GN=SLC18A2 PE=1 SV=2_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

ohdNT1wCFZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061410343.1 MFS-type transporter SLC18B1-like isoform X1 [Lethenteron reissneri]_A2annotation_sseqDesc_S18B1_MOUSE_MFS-type_transporter_SLC18B1

M144qciIKM_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007484051.1 PREDICTED: equilibrative nucleoside transporter 1 isoform X1 [Monodelphis domestica]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

evUBWmPjS2_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032821113.1 equilibrative nucleoside transporter 1-like [Petromyzon marinus]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

IjtzwwEpZt_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Lottia_gigantea_qseqid_XP_009051101.1 hypothetical protein LOTGIDRAFT_114606 [Lottia gigantea]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

hSqg5YYyOm_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Drosophila_melanogaster_qseqid_sp|O17444|VACHT_DROME Vesicular acetylcholine transporter OS=Drosophila melanogaster OX=7227 GN=VAChT PE=2 SV=2_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

JPT5lhIP82_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_016280103.1 PREDICTED: solute carrier family 22 member 14 isoform X2 [Monodelphis domestica]_A2annotation_sseqDesc_S22AE_HUMAN_Solute_carrier_family_22_member_14

9f7AMvazZf_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P039036 XP_021324939.1 solute carrier family 22 member 4 isoform X1 [Danio rerio]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

jYaSjXdhUR_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q9JIM1|S29A1_MOUSE Equilibrative nucleoside transporter 1 OS=Mus musculus OX=10090 GN=Slc29a1 PE=1 SV=3_A2annotation_sseqDesc_S29A1_MOUSE_Equilibrative_nucleoside_transporter_1

RrNP3l8SS7_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q14542|S29A2_HUMAN Equilibrative nucleoside transporter 2 OS=Homo sapiens OX=9606 GN=SLC29A2 PE=1 SV=3_A2annotation_sseqDesc_S29A2_HUMAN_Equilibrative_nucleoside_transporter_2

qvg1my8Wlp_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P050485 XP_021336388.1 equilibrative nucleoside transporter 3, partial [Danio rerio]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

GFnS6AyinZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A1D5PQX4|A0A1D5PQX4_CHICK Solute carrier family 22 member 16 OS=Gallus gallus OX=9031 GN=DDO PE=4 SV=1_A2annotation_sseqDesc_S22AG_HUMAN_Solute_carrier_family_22_member_16

hreWbDAWDh_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_062831727.1 synaptic vesicular amine transporter [Anolis carolinensis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

TCgaJethwm_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003968051.3 solute carrier family 22 member 13-like [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

mA0FIy0SqW_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007478685.1 PREDICTED: vesicular acetylcholine transporter [Monodelphis domestica]_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

8uUTsKFjlb_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_003221913.1 solute carrier family 22 member 13 [Anolis carolinensis]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

cTDPKciopP_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029698733.1 solute carrier family 22 member 13-like isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S22AD_HUMAN_Solute_carrier_family_22_member_13

XZFyxFJmTO_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Argiope_bruennichi_qseqid_XP_055952888.1 synaptic vesicular amine transporter-like isoform X2 [Argiope bruennichi]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

n4n2Sa9hou_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaEchinodermata_Strongylocentrotus_purpuratus_qseqid_EP00057_Strongylocentrotus_purpuratus_P007995 XP_011662469.1 PREDICTED: synaptic vesicular amine transporter [Strongylocentrotus purpuratus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

KeSH8I0Fea_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_064411383.1 solute carrier family 22 member 7-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_3_of_Solute_carrier_family_22_member_7

QNNkPiHWnJ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031751720.1 solute carrier family 22 member 15 isoform X2 [Xenopus tropicalis]_A2annotation_sseqDesc_S22AF_HUMAN_Solute_carrier_family_22_member_15

y0r2SVxwqI_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007478259.1 PREDICTED: equilibrative nucleoside transporter 3 [Monodelphis domestica]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

qqN1dh1OOy_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032814984.1 vesicular acetylcholine transporter [Petromyzon marinus]_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

RhS1O12ekg_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_002934410.2 solute carrier family 22 member 5 [Xenopus tropicalis]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

Iqt8ZiOu6k_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q16572|VACHT_HUMAN Vesicular acetylcholine transporter OS=Homo sapiens OX=9606 GN=SLC18A3 PE=1 SV=2_A2annotation_sseqDesc_VACHT_HUMAN_Vesicular_acetylcholine_transporter

gtPloLimDb_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0YM67|A0A8V0YM67_CHICK Solute carrier family 22 member 16 OS=Gallus gallus OX=9031 GN=DDO PE=4 SV=1_A2annotation_sseqDesc_S22AG_HUMAN_Isoform_3_of_Solute_carrier_family_22_member_16

dQjyx7OIYV_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|H7BZC0|H7BZC0_HUMAN Solute carrier family 22 member 5 OS=Homo sapiens OX=9606 GN=SLC22A5 PE=1 SV=2_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

EdOuOhohBn_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061424270.1 equilibrative nucleoside transporter 1-like [Lethenteron reissneri]_A2annotation_sseqDesc_S29A1_MOUSE_Isoform_2_of_Equilibrative_nucleoside_transporter_1

EDGqQf981n_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P003185 NP_001020659.1 solute carrier family 22 member 16 [Danio rerio]_A2annotation_sseqDesc_S22AG_HUMAN_Solute_carrier_family_22_member_16

gminDyGtcG_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_006000764.1 equilibrative nucleoside transporter 3 [Latimeria chalumnae]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

FaaaR0oHe4_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q99808|S29A1_HUMAN Equilibrative nucleoside transporter 1 OS=Homo sapiens OX=9606 GN=SLC29A1 PE=1 SV=3_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

FtHEpsU1vB_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_tr|A0A0R4J122|A0A0R4J122_MOUSE Solute carrier family 22 member 7 OS=Mus musculus OX=10090 GN=Slc22a7 PE=1 SV=1_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

rbo3OKIe4x_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q61672|S29A2_MOUSE Equilibrative nucleoside transporter 2 OS=Mus musculus OX=10090 GN=Slc29a2 PE=2 SV=2_A2annotation_sseqDesc_S29A2_MOUSE_Equilibrative_nucleoside_transporter_2

LcWgRv0iB6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P015851 XP_001340340.6 solute carrier family 22 member 7-like [Danio rerio]_A2annotation_sseqDesc_S22A7_MOUSE_Solute_carrier_family_22_member_7

egq7pHRqeL_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Monodelphis_domestica_qseqid_XP_007498498.1 PREDICTED: equilibrative nucleoside transporter 4 isoform X2 [Monodelphis domestica]_A2annotation_sseqDesc_S29A4_HUMAN_Equilibrative_nucleoside_transporter_4

fFDoKaygf0_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_011609711.1 solute carrier family 22 member 5-like [Takifugu rubripes]_A2annotation_sseqDesc_S22A5_MOUSE_Organic_cation/carnitine_transporter_2

TSGS90hx1G_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_005995793.1 synaptic vesicular amine transporter [Latimeria chalumnae]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

DQnwdMJsVl_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_003215833.2 solute carrier family 22 member 2 [Anolis carolinensis]_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

SCnTy3bpY1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0XQ61|A0A8V0XQ61_CHICK Solute carrier family 22 member 3 OS=Gallus gallus OX=9031 GN=SLC22A3 PE=3 SV=1_A2annotation_sseqDesc_S22A3_MOUSE_Solute_carrier_family_22_member_3

hkIztfSCD1_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061414714.1 solute carrier family 22 member 3-like [Lethenteron reissneri]_A2annotation_sseqDesc_S22A3_HUMAN_Solute_carrier_family_22_member_3

bUU4czn7NG_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_002932789.2 chromaffin granule amine transporter isoform X1 [Xenopus tropicalis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

uALm9y36Bq_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Caenorhabditis_elegans_qseqid_EP00081_Caenorhabditis_elegans_P002710 NP_001024937.1 Uncharacterized protein CELE_W01C8.6 [Caenorhabditis elegans]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

CemxIJafw8_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Danio_rerio_qseqid_EP00067_Danio_rerio_P013194 NP_956643.1 solute carrier family 22 member 7b, tandem duplicate 1 [Danio rerio]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_3_of_Solute_carrier_family_22_member_7

C8YPeCC1NI_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Montipora_foliosa_qseqid_XP_068709519.1 synaptic vesicular amine transporter-like [Montipora foliosa]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

8zGWBmbKDs_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_tr|C9JZA2|C9JZA2_HUMAN Solute carrier family 29 member 4 (Fragment) OS=Homo sapiens OX=9606 GN=SLC29A4 PE=1 SV=1_A2annotation_sseqDesc_S29A4_HUMAN_Isoform_2_of_Equilibrative_nucleoside_transporter_4

XDJ4JoLzyH_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_005995973.3 organic cation/carnitine transporter 2-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

UzprTJ7K6d_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q8CFZ5|S22AC_MOUSE Solute carrier family 22 member 12 OS=Mus musculus OX=10090 GN=Slc22a12 PE=1 SV=1_A2annotation_sseqDesc_S22AC_MOUSE_Solute_carrier_family_22_member_12

xxKiyIW1gr_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|A6NK97|S22AK_HUMAN Solute carrier family 22 member 20 OS=Homo sapiens OX=9606 GN=SLC22A20P PE=2 SV=1_A2annotation_sseqDesc_S22AK_HUMAN_Solute_carrier_family_22_member_20

lkTsXyry76_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Branchiostoma_belcheri_qseqid_tr|A0A6P4ZF62|A0A6P4ZF62_BRABE Vesicular acetylcholine transporter-like OS=Branchiostoma belcheri OX=7741 GN=LOC109478330 PE=3 SV=1_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

dZ9ze414KZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_002937554.2 solute carrier family 22 member 6-A [Xenopus tropicalis]_A2annotation_sseqDesc_S22AK_MOUSE_Solute_carrier_family_22_member_20

xxnHHiKI8Z_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Acropora_muricata_qseqid_XP_067036953.1 synaptic vesicular amine transporter-like isoform X1 [Acropora muricata]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

McRlo7Hy0B_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Homo_sapiens_qseqid_sp|Q9NSA0|S22AB_HUMAN Solute carrier family 22 member 11 OS=Homo sapiens OX=9606 GN=SLC22A11 PE=1 SV=1_A2annotation_sseqDesc_S22AB_HUMAN_Solute_carrier_family_22_member_11

0vKBWD6wpY_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Callorhinchus_milii_qseqid_XP_042192876.1 solute carrier family 22 member 4 isoform X3 [Callorhinchus milii]_A2annotation_sseqDesc_S22AL_MOUSE_Solute_carrier_family_22_member_21

QY3dkiwN48_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Lethenteron_reissneri_qseqid_XP_061410350.1 MFS-type transporter SLC18B1-like isoform X3 [Lethenteron reissneri]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

8biR24Gazc_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_029690691.1 equilibrative nucleoside transporter 1 isoform X1 [Takifugu rubripes]_A2annotation_sseqDesc_S29A1_HUMAN_Isoform_2_of_Equilibrative_nucleoside_transporter_1

8EVSPtaAhX_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaEcdysozoa_Uloborus_diversus_qseqid_XP_054710173.1 synaptic vesicular amine transporter-like [Uloborus diversus]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

Tp4oCldie4_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032808591.1 MFS-type transporter SLC18B1-like isoform X2 [Petromyzon marinus]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

YvoxlQmxl7_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032804507.1 equilibrative nucleoside transporter 1 isoform X1 [Petromyzon marinus]_A2annotation_sseqDesc_S29A1_HUMAN_Equilibrative_nucleoside_transporter_1

BB4241mZBL_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q6A4L0|S22AD_MOUSE Solute carrier family 22 member 13 OS=Mus musculus OX=10090 GN=Slc22a13 PE=1 SV=3_A2annotation_sseqDesc_S22AD_MOUSE_Solute_carrier_family_22_member_13

FCPk6mdvI6_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Latimeria_chalumnae_qseqid_XP_006002154.1 organic cation/carnitine transporter 2-like [Latimeria chalumnae]_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

ZjYUAXvbUC_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_008123258.1 equilibrative nucleoside transporter 1 [Anolis carolinensis]_A2annotation_sseqDesc_S29A1_HUMAN_Isoform_2_of_Equilibrative_nucleoside_transporter_1

nU2WbHAcGl_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Gallus_gallus_qseqid_tr|A0A8V0Z0J5|A0A8V0Z0J5_CHICK Solute carrier family 22 member 5 OS=Gallus gallus OX=9031 GN=SLC22A5 PE=3 SV=1_A2annotation_sseqDesc_S22A5_HUMAN_Organic_cation/carnitine_transporter_2

JQcRFbokY2_OpisthokontaMetazoaEumetazoaCnidariaAnthozoaHexacorallia_Stylophora_pistillata_qseqid_tr|A0A2B4SMP9|A0A2B4SMP9_STYPI Synaptic vesicular amine transporter OS=Stylophora pistillata OX=50429 GN=Slc18a2 PE=4 SV=1_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter

k3bzPFly41_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Petromyzon_marinus_qseqid_XP_032804398.1 solute carrier family 22 member 7 [Petromyzon marinus]_A2annotation_sseqDesc_S22A7_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_7

vCxAIjCqNl_OpisthokontaMetazoaEumetazoaBilateriaProtostomiaSpiralia_Capitella_teleta_qseqid_EP00103_Capitella_teleta_P031808 ELU18772.1 hypothetical protein CAPTEDRAFT_184694 [Capitella teleta]_A2annotation_sseqDesc_VACHT_MOUSE_Vesicular_acetylcholine_transporter

SgWCfVzTG4_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003971540.1 solute carrier family 22 member 2 [Takifugu rubripes]_A2annotation_sseqDesc_S22A2_MOUSE_Solute_carrier_family_22_member_2

coeQ6zHZ24_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Anolis_carolinensis_qseqid_XP_003230453.2 solute carrier family 22 member 6-A [Anolis carolinensis]_A2annotation_sseqDesc_S22A6_HUMAN_Isoform_2_of_Solute_carrier_family_22_member_6

cRRsJgsBlZ_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Mus_musculus_qseqid_sp|Q9Z306|S22A4_MOUSE Solute carrier family 22 member 4 OS=Mus musculus OX=10090 GN=Slc22a4 PE=1 SV=1_A2annotation_sseqDesc_S22A4_MOUSE_Solute_carrier_family_22_member_4

49Qin0CHkb_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Takifugu_rubripes_qseqid_XP_003962310.3 MFS-type transporter SLC18B1-like [Takifugu rubripes]_A2annotation_sseqDesc_S18B1_HUMAN_MFS-type_transporter_SLC18B1

6mj1jZTKcU_OpisthokontaMetazoaEumetazoaBilateriaDeuterostomiaChordata_Xenopus_tropicalis_qseqid_XP_031760548.1 equilibrative nucleoside transporter 3 isoform X1 [Xenopus tropicalis]_A2annotation_sseqDesc_S29A3_HUMAN_Equilibrative_nucleoside_transporter_3

20sicocoSo_OpisthokontaMetazoaEumetazoaBilateriaXenacoelomorphaAcoelomorpha_Symsagittifera_roscoffensis_qseqid_XP_063722896.1 synaptic vesicular amine transporter-like isoform X4 [Symsagittifera roscoffensis]_A2annotation_sseqDesc_VMAT2_HUMAN_Synaptic_vesicular_amine_transporter
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