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Impact of GC content of coding genomes on codon bias of mammalian
species

The file presents the plots reflecting the impact of GC content of coding genomes on
codon bias of mammalian species. The parameters of the regression analyses of these plots are
presented in Supplementary file 2.

The plots are presented in alphabetical order of the names of the amino acids; data for
amino acids Met and Trp that are encoded by a single codon are not shown.

We also present the data for the three stop codons at the end of the list of the 18 amino
acids encoded by more than one synonymous codon.

In the case of the 18 amino acids and the termination codons the figures present the
plots reflecting the impact of the GC content of the coding genome of mammalian species on
the relative synonymous codon usage (RSCU) of the given amino acid or termination codons.
In these analyses we have plotted the RSCU values as a function of the GC-content of the
coding genomes of the 96 mammalian species included in the present analysis.
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Supplementary figure 1.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the four alanine codons.
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Supplementary figure 2.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the six arginine codons.
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Supplementary figure 3.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the two asparagine codons.
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Supplementary figure 4.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the two aspartic acid codons.
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Supplementary figure 5.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the two cysteine codons.
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Supplementary figure 6.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the two glutamine codons.
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Supplementary figure 7.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the two glutamic acid codons.
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Supplementary figure 8.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the four glycine codons.
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Supplementary figure 9.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the two histidine codons.
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Supplementary figure 10.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the three isoleucine codons.
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Supplementary figure 11.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the six leucine codons.
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Supplementary figure 12.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the two lysine codons.
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Supplementary figure 13.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the two phenylalanine codons.
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Supplementary figure 14.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the four proline codons.
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Supplementary figure 15.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the six serine codons.
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Supplementary figure 16.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the four threonine codons.
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Supplementary figure 17.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the two tyrosine codons.
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Supplementary figure 18.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the four valine codons.
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Supplementary figure 19.a. Impact of the GC content of coding genomes of mammalian
species on their relative synonymous codon usage (RSCU) of the three stop codons.
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Changes in codon usage and evolution of longevity in mammalian species

The file presents the plots reflecting changes in codon usage as a function of the
lifespan of mammalian species. Note that in these analyses we have subtracted the RSCU
values expected at the given GC content (RSCUexp) from the actual RSCU values (RSCUgbs)
and plotted these deviations as a function of the known lifespan (years) of the species.

The parameters of the regression analyses of these plots are presented in Supplementary file 2.

The plots are presented in alphabetical order of the names of the amino acids; data for
amino acids Met and Trp that are encoded by a single codon are not shown. We also present
the data for the three stop codons at the end of the list of the 18 amino acids encoded by more
than one synonymous codon.

In the case of the 18 amino acids and the termination codons the first figures
(Supplementary figures x.a) present the plots reflecting changes in codon usage as a
function of the lifespan of 19 rodent species. The second figures (Supplementary figures
x.b) present the plots reflecting changes in codon usage as a function of the lifespan of the 96
mammalian species included in the present analysis.
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Supplementary figure 1.a. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding alanine, plotted against maximum lifespan

(years) of 1

9 rodent species.
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Supplementary figure 1.b. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding alanine, plotted against maximum lifespan
(years) of 96 mammalian species.
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Supplementary figure 2.a. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding arginine, plotted against maximum lifespan

(years) of 19 rodent species.
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Supplementary figure 2.b. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding arginine, plotted against maximum lifespan

(years) of 96 mammalian species.
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Supplementary figure 3.a. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding asparagine, plotted against maximum

lifespan (years) of 19 rodent species.

¥ AAC (Asn)

-0.15 T T T T T
0 20 40 60 80

Lifespan

T T 1
100 120 140

B
0,15 —
u AAT (Asn)
0,10 -|
I3
50,05
3 1
Q L [ ] L]
& mt" '-"r- -
T 0004 ™= P e = =
g | rwmb
e N - n
=) LT I '. m"
Q n
@ 005
& [l
-0,10 -
_0,15 T T T T T T T 1
0 20 a0 80 80 100 120 140
Lifespan

Supplementary figure 3.b. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding asparagine, plotted against maximum

lifespan (years) of 96 mammalian species.
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Supplementary figure 4.a. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding aspartic acid, plotted against maximum
lifespan (years) of 19 rodent species.
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Supplementary figure 4.b. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding aspartic acid, plotted against maximum
lifespan (years) of 96 mammalian species.
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Supplementary figure 5.a. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding cysteine, plotted against maximum lifespan
(years) of 19 rodent species.
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Supplementary figure 5.b. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding cysteine, plotted against maximum lifespan
(years) of 96 mammalian species.
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Supplementary figure 6.a. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding glutamine, plotted against maximum
lifespan (years) of 19 rodent species.
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Supplementary figure 6.b. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding glutamine, plotted against maximum
lifespan (years) of 96 mammalian species.
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Supplementary figure 7.a. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding glutamic acid, plotted against maximum
lifespan (years) of 19 rodent species.
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Supplementary figure 7.b. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding glutamic acid, plotted against maximum
lifespan (years) of 96 mammalian species.
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Supplementary figure 8.a. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding glycine, plotted against maximum lifespan
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Supplementary figure 8.b. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding glycine, plotted against maximum lifespan
(years) of 96 mammalian species.
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Supplementary figure 9.a. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding histidine, plotted against maximum lifespan

(years) of 19 rodent species.
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Supplementary figure 9.b. Differences between observed and expected relative synonymous
codon usage (RSCU) values for codons encoding histidine, plotted against maximum lifespan

(years) of 96 mammalian species.
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Supplementary figure 11.a. Differences between observed and expected relative
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Supplementary figure 14.a. Differences between observed and expected relative
synonymous codon usage (RSCU) values for codons encoding proline, plotted against
maximum lifespan (years) of 19 rodent species.

32



R5CU

2

&

L

-«

«

4
Fl

v CCA(Pro)

-0.15 T T T T

0 20 40 <] 80

Lifespan

T T
100 120

& CCG (Pro)

1
140

20 40 60
Lifespan

80

——
100

—
120

1
140

0,15
" CCG (Pra)
0,10
L I | L]
5 " -
0,05 - .
8 n .. I= .- 2 "
2 0,00 = ks .:I'I: -
P -."{f' cE e . .
> £ -,
2 o005 &«
o
u
-0,10 -
_UI15 T T T T T T T 1
0 20 40 &0 20 100 120 140
Lifespan
D
0,15 -
® CCT (Pro)
0.10 4
o [ ]
Y - e
SRR
e
T o000 e g e 9e .0 o
4 oo m .. LI
8 L T b .
? -0,05 - .
[ )
-0,10
-0,15 T L T L T — T T T T 1
o 20 40 &0 20 100 120 140

Lifespan

Supplementary figure 14.b. Differences between observed and expected relative
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Supplementary figure 15.a. Differences between observed and expected relative
synonymous codon usage (RSCU) values for codons encoding serine, plotted against
maximum lifespan (years) of 19 rodent species.
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Copy number of tRNA genes in metazoa and impact of GC content of coding genomes and lifespan on relative synonymous
codon usage (RSCU) of mammalian species

Note: Data for synonymous codons with the highest and lowest numbers of matching isodecoder tRNA genes in metazoa are shown in green and red, respectively
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CGC 0,895 |Arginine GCG cGC 0,928 0,19 0| GCG cGC 0,828 0,36 0| (GCG CGC 0,758 0,52 0| CGC (Arg) 96 0,8586 0,7372 0,4568 0,7344 CGC (Arg) 19 0,6438 0,4145 0,0037 0,0011 0,3801 CGC (Arg) 96 0,039 0,0016 0,0001 0,0002 -0,0091
GG 0,992 |Arginine [eve] CGG 0,354 2,55 2| CCG GG 0 4,05 3,5| CCG CGG ) 3,67 3| CGG (Arg) 96 0,9270 0,8593 0,3449 0,8578 CGG (Arg) 19 0,6151 0,3783 0,0023 0,0007 0,3417 CGG (Arg) 96 0,3681 0,1355 0,0005 0,0001 0,1263
coT 0554 Arginine_ AcG cou 0 101 7 |as  cou o 70 7| |as  cou 0o em 9 coT(Are) o6 08524 07266 0185 07237 | |cGT(Ar) 19 -06007 03608  -00012 00004 03282 | [OGT(Arg) 96  -0,1258  0,0158  -0,0001 0,001 00054
Asn
AAC 0,99 Asparagine GUU AAC [ 18,61 13| GUU AAC [ 15,48 15| (GUU AAC ] 15,36 15| [AAC (Asn) 96 0,7319 0,5357 0,3177 0,5308 AAC (Asn) 19 -0,7867 0,6189 0,5964 AAC (Asn) 96 -0,4419 0,1953 0,0001 0,1867
AAT 1,01 |Asparagine_AUU AAU 0785 065 of |awy AAU 086 o |auu AAU 0576 1,08 0 AAT(Asn) 96 -07319  0,5357 03177 05308 | [AAT(Asn) 19 07867 06189 0594 | |AAT(Asn) 9% 04419 0,1953 00001 01867 _|
Asp
GAC 0978 AsparticAcidGUC  GAC 0o 202 2| louc  eac o 1 2 louc  eac 0o 133 12 GAC(Asp) 96 08756 07667 | 42804 0243 07642 | [GAC(Asp) 19 -0,6639 04407  -0,0016 00004 04078 | [GAC(Asp) % 05123 02625  -0,0005 00001 02546
GAT 1,023 |Aspartic Acid AUC GAU 0,897 0,68 0] [AUC GAU 0,793 1,98 0f AUC GAU 0,848 312 0) GAT (Asp) 96 -0,8756 0,7667 -4,2804  0,2436 0,7642 GAT (Asp) 19 0,6639 0,4407 0,0016 0,0004 0,4078 GAT (Asp) 96 0,5123 0,2625 0,0005 0,0001 0,2546
Cys
T6C 0,953 Cysteine  GCa uec 0 17,85 13 Joca uec 0 2571 2| |oca uec 0 26,45 2 Tcc(oys) 96 09438 0,897 44568 01610 0,8895 Tec(oys) 19 05259 02766 00010 00004 0,2340 TGC(oys) 9 01326 0,0176 00001 00001 0,0071
TGT 1,047 Cysteine ACA uGuy 0,789 0,49 0] IACA UGy 0,672 0,53 0| ACA uGuy 0,636 0,52 0| [TGT (Cys) 96 -0,9438 0,8907 -4,4568 _ 0,1610 08895 | TGT (Cys) 19 -0,5259 0,2766 -0,0010 _ 0,0004 0,2340 TGT (Cys) 96 -0,1326 0,0176 -0,0001  0,0001 0,0071
Gin
A 05% Glutamine UUG A o em o |ue  om o e s |ue o o sa 5 CAA(GI) 96 -09006 08110  -27653 01377 08090 | [GAA(GIn) 19  0,1447 00209 00002 00003 -0,037 | [CAA(GIn) 6 02181 00480 00001 00001 00378
CAG 1,404 Glutamine  CUG CAG ] 13,44 8| CUG CAG 0 11,33 10,5 CUG CAG 0 10,82 10, CAG (Gln) 96 10,9006 0,8110 2,7653 0,1377 0,8090 CAG (Gln) 19 -0,1447 0,0209 -0,0002  0,0003 -0,0367 CAG (Gln) 96 -0,2191 0,0480 -0,0001  0,0001 0,0379.
Glu
GAA 0,922 Glutamic AcitUUC GAA [ 16,17 9| uuc GAA 0 15,62 9| uuc GAA o 14,00 9| GAA (Glu) 96 -0,8659 0,7497 -2,8998 0,1728 0,7470 GAA (Glu) 19 0,3372 0,1137 0,0005 0,0003 0,0616 (GAA (Glu) 96 0,3976 0,1581 0,0003 0,0001 0,1491
GAG 1078 GlutamicAciOUC  GAG 0o 1.7 10| |oc  eae o 165 1| Joc  eac o 1400 1) GAG(Gl) 96 08659 07497 28008 01728 07470 | |GAG(Gl) 19 03372 01137  -0,0005 00003 00616 | [GAG(Glu) 96  -0.3976 01581  -0,0003 0,001 _0,1491
Gy
GGA 1,14 Glycine ucc GGA [ 16,55 8| ucc GGA 0 17,67 9| lucc GGA ) 16,64 9| GGA (Gly) 96 -0,9588 0,9193 -5, 0,1661 0,9185 GGA (Gly) 19 -0,7540 0,5685 -0,0014  0,0003 0,5431 GGA (Gly) 96 -0,0921 0,0085 -0,0001  0,0001 -0,0021
GGC 1,169 Glycine GCcC GGC 0 18,86 12| GCC GGC [ 14,69 13| (GCC GGC ) 13,85 12| GGC (Gly) 96 0,9466 0,8960 6,8201 0,2397 0,8949 (GGC (Gly) 19 0,4576 0,2094 0,0009 0,0004 0,1629 (GGC (Gly) 96 0,0711 0,0051 0,0001  0,0001 0,0055
666 092 Glycine coc 666 0,054 676 3| [coc 666 0 1095 55/ |occ 666 0 9,21 § GGG (Gy) 9% 07758  0,6019 30029 02504 0,597 GoG(Gy) 19 07575 05737 0,0016 00003  0,5487 GGG(Gly) 9 0409 0,680 00004 00001 0,592
cer__ o772 Glycine  AcC__ Gou 0870 o0gt o |ac  eou o741 266 o |acc oy o758 421 o coT(Gy) 9  -09137 08349  -44586 02045 08332 | [GGT(GY) 19 -04979 02479 -0,0009 00004 02037 | [GGT(GY) %  -0.3%93 04151 _-0,0003 00001 0,057
His
CAC 1,043 Histidine GUG CAC 0 12,90 8| GUG CAC [ 8,74 9| (GUG CAC ) 8,61 8| CAC (His) 96 0,9307 0,8662 5,2582 0,2131 0,8648 (CAC (His) 19 -0,0950 0,0090 -0,0001  0,0004 -0,0493 [CAC (His) 96 -0,2703 0,0731 -0,0002  0,0001 0,0632
CAT 0,957 Histidine AUG CAU 0,928 0,10 0| IAUG CAU 0,898 0,14 0| AUG CAU 0,848 0,24 0| CAT (His) 96 0,9307 0,8662 5,2582  0,2131 0,8648 CAT (His) 19 0,0950 0,0090 0,0001 0,0004 0,0493 CAT (His) 96 0,2703 0,0731 0,0002 0,0001 0,0632
e
ATA 0558 isoleucine  UAU  AUA 0004 705 a luaw aua o s81 s |ua Awa 0o e 5| |aage) s 07112 osose 16556 01688 05006 | [ATA(le) 19 03625 01314 00004 00003 00803 | [ATA(le) 9 04243 01801 00008 00001 01713
ATC 1,283 Isoleucine  GAU AUC 0,780 2,41 0| GAU AUC 0,690 0,72 0| (GAU AUC 0,667 1,03 0| [ATC (Ile) 96 0,7873 0,6198 5,0612 0,4089 0,6158 IATC (Ile) 19 -0,7885 0,6217 -0,0027  0,0005 0,5994 ATC(lle) 96 -0,5485 0,3008 -0,0008  0,0001 0,2934
ATT 1,162 Isoleucine  AAU AUU 0 15,97 10] [AAU AuU [ 12,55 11 [AAU AUuU 0 13,36 11} ATT (Ile) 96 -0,7806 0,6093 -3,4800  0,2874 0,6051 ATT (Ile) 19 0,7590 0,5760 0,0023 0,0005 0,5511 ATT (Ile) 96 0,5407 0,2924 0,0006 0,0001 0,2848
Leu
CTA 0,535 Leucine UAG CUA 0,013 6,11 3| UAG CUA o 3,98 4 UAG CUA o 4,00 4 CTA (Leu) 96 -0,9140 0,8354 -3,9660 0,1816 0,8337 CTA (Leu) 19 -0,6087 0,3705 -0,0010  0,0003 0,3335 CTA (Leu) 96 -0,2806 0,0787 -0,0002  0,0001 0,0689
cc 108 leucine  GAG  auC 0846 007 of |oas  cuc 0ses 002 o |eac  cuc 1 o o crC(lew) 96 08205 06732 3423 02462 06697 | [CTC(lew) 19 -07331 05375  -00019 00004 05103 | [CTC(leu) 9  -0,0848 00072  -0,0001 00001 -00034
CIG 2,1 Leucine CAG cuG 0 10,63 6] CAG CuG 0 7,48 6] [CAG cuG ] 7,33 7| CTG (Leu) 96 0,8985 0,8074 10,1234 0,5100 0,8053 CTG (Leu) 19 0,5497 0,3021 0,0019 0,0007 0,2611 CTG (Leu) 96 -0,3447 0,1188 -0,0007  0,0002 0,1094
CIT 0,915 Leucine AAG cuu o 9,35 5 IAAG cuu o 6,21 6| |AAG cuu o 6,42 5| CTT (Leu) 96 -0,9161 0,8392 0,8375 CTT (Leu) 19 -0,1865 0,0348 -0,0002  0,0003 -0,0220 CTT (Leu) 96 0,4104 0,1684 0,0003 0,0001 0,159
TTA 0,497 Leucine UAA UUA o 743 4] UAA UUA o 3,83 4 UAA UUA o 373 4 ITTA (Leu) 96 -0,5185 0,2688 0,2611 ITTA (Leu) 19 0,6201 0,3845 0,0014 0,0004 0,3483 ITTA (Leu) 96 0,5464 0,2986 0,0006 0,0001 0,2911
e o087 Leucine _cAA UUG o 95 s| [om e o 547 5| o uue 0o 5% s| [TG(ew) % 0019 08456 08440 | |1TG(lew) 19 03277 01074 -0,0005 00003 00549 | |TTG(leu) 96  -0.0225 00005 00000 00001 _-0,0101
Lys
A 0907 lysine UL AmA 0o 178 uf fwu A 0 169 FC I TTT RS 0o 1500 14 |ma@ys) 9 0585 02793 17695 02082 02716 | [AA(lys) 19 07360 05417 00020 00004 05147 | |MA(lys) 96 05412 02029 00006 00001 02854
AAG 1,093 Lysine cuu AAG o 24,22 13, cuu AAG 0 34,98 18| CUU AAG o 33,52 18| [AAG (Lys) 96 0,5285 0,2793 1,7695 0,2932 0,2716 IAAG (Lys) 19 -0,7360 0,5417 -0,0020  0,0004 0,5147 IAAG (Lys) 96 -0,5412 0,2929 -0,0006  0,0001 0,2854
ATG__ 1 Methionine CAU___AUG o 2804 16| | aue 0 1855 18 |cu aus o187 1 |aTe(Men  se - - 00000 0,000 - ATG(Met) 19 - - 0,0000 0,000 - ATG(Met) S8 - - 0,000 -
Phe
TTC 1,003 Phenylalanin GAA uuc 0,004 16,22 9| GAA uuc 0 10,81 10| (GAA uuc ] 10,91 10| [TTC(Phe) 96 0,8159 0,6657 3,2837 0,2400 0,6622 ITTC(Phe) 19 -0,7530 0,5670 -0,0014  0,0003 0,5416 ITTC(Phe) 96 -0,5994 0,3593 -0,0005  0,0001 0,3525
11T 0,997 AAA uuu 0,848 0,74 0] [AAA uuu 0,914 0,17 0] AAA uuu 0,882 0,24 0| TTT (Phe) 96 -0,8159 0,6657 -3,2837 _ 0,2400 0,6622 [TTT (Phe) 19 0,7530 0,5670 0,0014 0,0003 0,5416 [TTT (Phe) 96 0,5994 0,3593 0,0005 0,0001 0,3525
Pro
oA 1208 Proline UGG CCA 0004 1120 o |ucs o 0 ee2 6 |usc  occa 0o 63 6| |oca(Pro) e 0560 09130 8183 02500 09130 | [CCA(Pro) 19 -0,0461 00021 00001 00004 -0,0566 | [CCA(Pro) 96  -02013 00405  -0,0002 00001  0,0303
coc 1,095 Proline GGG C0C 0915 049 of |osc  ccc 0897 016 o [ece  ococ 087 021 o coC(Pro) 96 09011 08120 77645 03854 08100 | [0OC(Pro) 19 04832 02432 0,002 00009 01%7 | [0CC(Pro) % 0,087 00435 00003 00001 00334
oG 0269 Prone  C6G  C0G o s7m 3l |ee  coe o 347 3 |oec  coo 0o 3% 3| |ocoro) se 09410  osmse 80 03002 08844 | [0OG(Pro) 19 -0443% 0198  -00008 00004 0,149 | [0OG(Pro) 96 03283 0,107 00004 00001 0,093
CCT 1,342 Proline AGG ccu 0 12,42 8| [AGG ccu [ 9,53 8| AGG ccu o 10,12 8| CCT (Pro) 96 0,9261 0,8577 7,6973  0,3234 0,8562 CCT (Pro) 19 0,3885 0,1509 0,0011 _ 0,0006 0,1010 CCT (Pro) 96 0,4139 0,1713 0,0005  0,0001 0,1625
Ser
Asc 1281 Serine  GCU  AGC 0 135 7| lecu  acc 0o 957 o loou  acc 0o ess 8|  |acC(ser) % 09500 08024 57573 01953 09014 | [AGC(Ser) 19 00670 00045 00002 00006 -00541 | [AGC(Ser) 9  -0,0630 00041 00000 00001  -0,0065
AGT 1,021 Serine AU AGU o861 03 of |au Aoy 0798 04 o |acu  Acu 0818 055 of |acTisen s -0sa2  ossse 1270 01528 08847 | [AGT(Ser) 19 05532 03060 00009 00003 02652 | |AGT(Ser) 9  -00166 00003 00000 00001 -0,0104
TA 1019 Serine  UGA  UCA 0 83 4 fuea  uca 0 405 4 uea  uca 0o 391 4 [tcase) s 09170 o08a0e 52816 02370 08392 | [TCA(Se) 19 07124 05075 00013 00003 04785 | [TCA(Ser) 9 05203 02707 00005 00001 02629
Tcc 1,187 Serine GGA ucc 0,834 2,39 0] GGA ucc 0,897 0,38 0| (GGA ucc 0,848 0,58 0| TCC (Ser) 96 0,8660 0,7500 4,5450 0,2707 0,7473 ITCC (Ser) 19 -0,0776 0,0060 0,0002  0,0005 -0,0524 ITCC (Ser) 96 -0,3085 0,0952 0,0003  0,0001 0,0856
TCG 0,206 Serine CGA uce 0,013 6,52 3| CGA ucG o 372 4 (CGA uce o 3,61 4 ITCG (Ser) 96 0,9344 0,8731 5,2265 0,2055 0,8718 ITCG (Ser) 19 -0,5724 0,3277 0,0008  0,0003 0,2881 ITCG (Ser) 96 0,2017 0,0407 0,0002 0,0001 0,0305
TCT___ 1286 Serine____AGA_____Ucu o117 8 |aca___uou 0 1% ol |aca __ucy 0132 9 TCT(Ser) 96 __-09567 _ 09153 _ -61333 01924 09144 | [TCT(Ser) _ 19 -0.6309 _ 03980 -0,0009 00003 03626 | [TCT(Ser) _ 9  -0.2865 00821 __-0,0002 00001 _ 00723
Th
ACA 1,315 IThreonine  UGU ACA o 1391 6| UGU ACA 0 6,95 6| (UGU ACA 0 6| |ACA (Thr) 96 -0,9276 0,8605 -7,1899  0,2986 0,8590 |ACA (Thr) 19 0,0784 0,0062 10,0002 0,0007 -0,0523 |ACA (Thr) 96 -0,2598 0,0675 -0,0003  0,0001 0,0576
ACC 1,27 IThreonine  GGU ACC 0,812 3,35 0] GGU ACC 0,845 1,57 0| (GGU ACC 0,788 0| IACC (Thr) 96 0,9081 0,8247 5,1141 0,2432 0,8228 |ACC (Thr) 19 0,0186 0,0003 0,0001 0,0007 -0,0585 IACC (Thr) 96 -0,0528 0,0028 0,0000 0,0001 -0,0078
ACG 0,268 IThreonine  CGU ACG 0,009 7,92 4] CGU ACG o 4,55 4 (OGU ACG o 4 IACG (Thr) 96 0,9248 0,8553 7,8065 0,3312 0,8538 IACG (Thr) 19 -0,6549 0,4288 0,0017  0,0005 0,3952 IACG (Thr) 96 0,2332 0,0544 0,0003 0,0001 0,0443
ACT 149 Threonine AGU____AQU o169 o |acu A 0o 1w 10 |acu Ay 0 o| | |acrhy s 0949 00005 | -57855 01984 0g9%4 | |ACT(Th) 19 06771 04585 00014 00004 04266 | [ACT(Th) 96 01158 00134 00001 _0,0001 00029
)
166 1 Tryptophan _cca uce 0 11,83 7| |oca uGe 0 10,16 8 |ocA UGG 0 9,06 7 TGG(Trp) %6 - - 0,0000 00000 - TeG(Trp) 19 - - 0,0000 00000 - TeG(Trp) %6 -- - 0,0000 0,000 -
Tyr 0,0000
TAC 1,009 Tyrosine  GUA  UAC o wax 1| foua  uac o u2 1| leua  uac 0o 108 1 TAC(Ty) % 08668 07514 44135 02618 07488 | [TAC(Ty) 19 07446 0554 00014 00003 05282 | [TAC(Ty) 96 -04747 0225 | -00005 00001 02171
TAT__ 0991 Tyosine__ AUA____UAU 0906 02 o |aa  uau 082 014 o |aua  umu 018 08 of [tATay) %6 -omees 07514 -44135 02618 o74ss | [TAT(Ty) 19 o07ad6 0554 00014 00003 05282 | [TAT(Ty) %6 04747 02253 00005 00001 02171
val
GTA 0,568 \Valine UAC GUA o 8,54 4] UAC GUA o 7,28 5,5 [UAC GUA o 7,61 5| GTA (Val) 96 -0,9106 0,8292 0,1705 0,8273 GTA (Val) 19 0,2893 0,0837 10,0003 0,0002 0,0298 GTA (Val) 96 0,2119 0,0449 0,0001 0,0001 0,0348
GTC 0,911 IValine GAC GuC 0,695 114 0] GAC Guc 0,741 0,78 0| [GAC GuUC 0,727 1,09 0| GTC(Val) 96 0,6835 0,4671 0,2476 0,4615 GTC (Val) 19 0,7723 0,5964 -0,0024  0,0005 0,5727 (GTC (Val) 96 -0,279%6 0,0782 -0,0003  0,0001 0,0684
GTG 1,715 \Valine CAC GUG o 10,76 7] CAC GUG 0 11,81 10| CAC GUG 0 13,52 10| GTG (Val) 96 0,8409 0,7071 0,3190 0,7039 GTG (Val) 19 0,5407 0,2923 0,0016 0,0006 0,2507 GTG (Val) 96 -0,3682 0,1356 -0,0004  0,0001 0,1264
GIT 0,801 Valine AAC GUU 0 14,24 8 [AAC GUU 0 11,09 8] [AAC GUU 0 12,94 8 GTT (Val) 96 -0,8361 0,6990 0,2198 0,6958 GTT (Val) 19 0,0088 0,0001 0,0002 -0,0495 GTT (Val) 96 0,6085 0,3703 0,0005 0,0001 36
Stop
TAA 0,906 - - - - - - TAA(Stop) 96  -0,7435 05527 28130 02424 0,548 TAA(Sop) 19 -0,1712 0,293 10,0004 00005 -0,0278 | [TAA(Stop) 96  0,43333638 0,18778  4,53E-04 9,72E-05 0,17914
TAG 0,677 - - - - - - TAG (Stop; 96 0,3356 0,1126 0,5487 0,1475 0,1045 ITAG (Stop 19 -0,1103 0,0122 -0,0001  0,0003 -0,0459 ITAG (Stop! 96 -0,4279569 0,183147 -2,72E-04 5,92E-05 0,174457
TA 1416 - - - - - - - - - - - - TGA(Stop, 9 07982 06371 2273 01644 06337 | [TGA(Sop. 19 02793 00780 00005 00004 00238 | [TGA(Sop. 96  -025422 006463 -17BE-04 69BE-05 0,054678
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GC content of the coding genomes and relative synonymous codon usage (RSCU) of 96 mammalian species with known lifespan

Notes: The colors reflect the RSCU values of synonymous codons: green indicates the least preferred codon, red the most preferred, with intermediate values shown as a gradient from green
to red via yellow.

Lifespan: Maximum lifespan in years according to the AnAge database. https://genomics.senescence.info/species/index.html
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