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Supplementary Table 1. Accession numbers, host, geographic origin and strain information of L. sequences included in the phylogenetic analysis.
	GenBank Accession number
	Species
	Host
	Origin
	Strain/Isolate
	Reference

	JX945645
	L. infantum
	Dog
	Italy
	_
	(Kostygov et al., 2021)
	MW930738
	L. infantum
	Human
	Italy
	L. infantum strain LAU72

	(Iatta et al., 2021)
	AJ000289 

	L. infantum
	Human
	Tunisia
	MHOM/TN/80/IPT1.

	(Kuhls et al., 2005)
	AJ634345
	L. infantum
	Human
	China
	MHOM/CN/54/Peking

	(Kuhls et al., 2005)
	AJ634361
	L. infantum
	Human
	Sudan
	MHOM/SD/62/3S

	(Kuhls et al., 2005)
	AB558241
	L. mexicana
	Human
	Ecuador
	_
	(Kato et al., 2011)
	HG512933
	L. amazonensis
	Culture
	Colombia
	MHOM/CO/82/CELIS

	(Van Der Auwera et al., 2014)
	MT940889
	L. amazonensis
	Human
	Brazil
	MHOM/BR/2008/UB017

	(Coser et al., 2021)
	HM130599 
	Leishmania (Sauroleishamnia) sp.
	Human
	China
	MHOM/GS6/CHN/SCgq

	(Yang et al., 2010)
	HM130600
	Leishmania (Sauroleishamnia) sp.
	Dog
	China
	MCAN/CN/60/GS1

	(Yang et al., 2010)
	HM130601
	Leishmania (Sauroleishamnia) sp.
	Human
	China
	MHOM/CN/90/SC10H2
	(Yang et al., 2010)
	KJ420585
	 L. tropica

	Human
	Afghanistan
	_
	Unpublished

	KU194925 

	L. tropica
	lizard
	Xinjiang, China
	_
	(Zhang et al., 2016)
	LC086293
	L. tarentolae
	S. minuta
	Spain
	_
	(Bravo-Barriga et al., 2016)
	MW832546.1
	L. tarentolae
	Dog
	Italy
	_
	(Mendoza-Roldan et al., 2024)
	MW930736.1
	L. tarentolae
	Human
	Italy
	L. tarentolae strain LIU50

	(Iatta et al., 2021)
	ON036087
	L. tropica
	Cat
	Israel
	_
	(Baneth et al., 2022)
	PQ686310
	L. tarentolae
	Lab culture
	Italy
	L. tarentolae strain P10 
	(Alvaro et al., 2025)
	FJ416613
	Trypanosoma evansi
	Buffalo
	China
	_
	(Unpublished data)
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