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Table S1 Primers used in this study

	Name
	Sequence (5’-3’)
	Usage

	[bookmark: OLE_LINK1]mCherry-F
	CCGCTTGAGCAGACATCACCATGGTGAGCAAGGGCGAGGA
	mCherry plasmid

	mCherry-R
	TTCAATATCAGTTAACGTCGCTACTTGTACAGCTCGTCCAT
	mCherry plasmid

	[bookmark: _Hlk229900692]HPH-F
	CGACGTTAACTGATATTGAA
	GFP plasmid

	HPH-R
	TTAACGCGAATTTTAACAAACTATTCCTTTGCCCTCGGAC
	GFP plasmid

	[bookmark: _Hlk229901594]pyrGF1
	CATCTTCTGGGTGAGTTTCTGTCT
	pyrG KO

	pyrGR1
	CAACACCAATCCCATTCCAC
	pyrG KO

	pyrGF2
	CGGCAGTGTCAGTCGAATGCGCGTC
	pyrG KO

	pyrGR2
	CATGAAACTTGAGCGTGAG
	pyrG KO

	pyrGqcF
	GCCCGCCAACCCTGCCATCCTGGCAAAGTATCATATTTAT
	pyrG KO

	[bookmark: _Hlk229901652]pyrGqcR
	ATAAATATGATACTTTGCCAGGATGGCAGGGTTGGCGGGC
	

	sgRNA1-StuA-F
	CTCCTTCTCAGGCATGTCCAGTTTTAGAGCTAGAAATAG
	sgRNA

	sgRNA1-StuA-R
	TGGACATGCCTGAGAAGGAGGGTGTTTCGTCCTTTCATAC
	sgRNA

	sgRNA2-StuA-F
	ACGGTGGCTATCTTAGTCGCGTTTTAGAGCTAGAAATAG
	sgRNA

	sgRNA2-StuA-R
	GCGACTAAGATAGCCACCGTGGTGTTTCGTCCTTTCATAC
	sgRNA

	sgRNA1-WA-F
	GGCACCTCTGAAGATGCTGTGTTTTAGAGCTAGAAATAG
	sgRNA

	sgRNA1-WA-R 
	ACAGCATCTTCAGAGGTGCCGGTGTTTCGTCCTTTCATACAAC
	sgRNA

	sgRNA2-WA-F
	ATCCGAATTCCCGATACACAGTTTTAGAGCTAGAAATAG
	sgRNA

	sgRNA2-WA-R 
	TGTGTATCGGGAATTCGGATGGTGTTTCGTCCTTTCATACAAC
	sgRNA

	PreR-F
	CCGCTTGAGCAGACATCACCATGGCGGGTGAAACGACGAC
	[bookmark: OLE_LINK6]PreR over-expression

	PreR-F
	CAGTAACGTTAAGTGGATCCTCATTTGGTGCTGACGGCCT
	PreR over-expression

	Pre1RTF
	TGATCGGTGGTGATTTCT
	qPCR

	Pre1RTR
	CTTCCATGAGTCGGTGTT
	qPCR

	Pre2RTF
	TATCGCACATGCCACGAA
	qPCR

	Pre2RTR
	AGTCCACCTGCCCAAAGA
	qPCR

	Pre3RTF
	GATATTCCAGGCTATGCG
	qPCR

	Pre3RTR
	CAAGAGGTCCCGAAAGAG
	qPCR

	Pre4RTF
	GCCATTATGTGCGACGAG
	qPCR

	Pre4RTR
	TCACTGTGCCCTCCAACT
	qPCR

	Pre5RTF
	AAGCAGACCCTGACCACT
	qPCR

	Pre5RTR
	GTTCCTCCCTTCAAACGT
	qPCR

	Pre6RTF
	CCTCGGTCGGTTTGTTCC
	qPCR

	Pre6RTR
	CCCACTAGCCCAGTCCTT
	qPCR

	actin
	ACCACTGCCGAGCGTGAAAT
	qPCR

	actin
	CATGGAGGAAGGAGCAAGAG
	qPCR



Fig. S1 PCR verification of pyrG deletion
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Table.S2 sgRNA sequences
	ID
	sequence

	sgRNA1 of stuA
	CTCCTTCTCAGGCATGTCCACGG

	sgRNA2 of stuA
	ACGGTGGCTATCTTAGTCGCTGG

	sgRNA1 of wA
	GGCACCTCTGAAGATGCTGTTGG

	sgRNA2 of wA
	ATCCGAATTCCCGATACACAGGG
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