
Table S1. Best hit of sequenced ITS gene region against the NCBI database, for fungal isolates where only the ITS sequence was employed to establish taxonomical identity. 

	ID
	Genus / Species
	Query cover (%)
	Identity (%)
	Accession reference

	
	
	
	
	

	GE 2
	Pseudopithomyces sp.
	100
	99,65
	MN788110

	GE 4
	Beauveria bassiana
	100
	99,43
	OM372946

	GE 5
	Aureobasidium pullulans
	100
	99,82
	PV489189

	GE 6
	Aureobasidium sp.
	100
	99,07
	KX641953

	GE 7
	Stereum hirsutum
	100
	99,33
	PV826216

	GE 8
	Phaeomoniella chlamydospora
	100
	99,1
	KY984077

	GE 9
	Xylogone sphaerospora
	100
	99,06
	JN198528

	GE 10
	Fomitiporia mediterranea
	100
	99,86
	OQ534545

	GE 13
	Alternaria infectoria
	100
	99,64
	MW492570

	GE 14
	Gongronella butleri
	100
	99,36
	JN206284

	GE 20
	Schizophyllum commune
	100
	99,66
	PX849666

	GE 25
	Alternaria alternata
	100
	99,62
	OM319517

	GE 27
	Cladosporium sp.
	100
	99,8
	OR512400

	GE 30
	Xylaria corniformis
	100
	99,81
	PP196109

	GE 31
	Penicillium glabrum
	100
	99,63
	ON514600

	GE 32
	Penicillium sp.
	100
	100
	OM108512

	GE 33
	Penicillium sp.
	100
	99,26
	PV538458

	GE 34
	Cladosporium cladosporioides
	100
	100
	GQ221853



