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   1-sided Fisher's exact =                 0.000

           Fisher's exact =                 0.000

               Cramér's V =   0.3943

          Pearson chi2(1) =  94.5498   Pr = 0.000

                100.00     100.00      100.00 

     Total         224        384         608 

                                             

                 48.66      85.42       71.88 

         1         109        328         437 

                                             

                 51.34      14.58       28.13 

         0         115         56         171 

                                             

        en           0          1       Total

-Beschwerd    Unverträglichkeiten

Magen-Darm  

                     

  column percentage  

      frequency      

                     

  Key                

                     

. tab  MagenDarmBeschwerden Unvertrglichkeiten if Geschlecht==1, V chi2 column exact
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               _cons    -.0535842   .1336786    -0.40   0.689    -.3155895     .208421

  Unvertrglichkeiten     1.821246   .1969159     9.25   0.000     1.435298    2.207194

                                                                                      

MagenDarmBeschwerden        Coef.   Std. Err.      z    P>|z|     [95% Conf. Interval]

                                                                                      

Log likelihood = -314.70318                       Pseudo R2       =     0.1288

                                                  Prob > chi2     =     0.0000

                                                  LR chi2(1)      =      93.06

Logistic regression                               Number of obs   =        608

Iteration 4:   log likelihood = -314.70318  

Iteration 3:   log likelihood = -314.70318  

Iteration 2:   log likelihood = -314.70488  

Iteration 1:   log likelihood = -316.01875  

Iteration 0:   log likelihood = -361.23105  

. logit  MagenDarmBeschwerden Unvertrglichkeiten if Geschlecht==1

Unvertrgli~n     0.3943   1.0000 

MagenDarmB~n     1.0000 

                                

               MagenD~n Unvert~n

. pwcorr  MagenDarmBeschwerden Unvertrglichkeiten if Geschlecht==1
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    Unvertrgli~n     0.5243        0.7251  

    MagenDarmB~n     0.5243        0.7251  

                                           

        Variable    Factor1     Uniqueness 

                                           

Factor loadings (pattern matrix) and unique variances

    LR test: independent vs. saturated:  chi2(1)  =  102.51 Prob>chi2 = 0.0000

                                                                              

        Factor2        -0.23884            .           -0.7679       1.0000

        Factor1         0.54986      0.78869            1.7679       1.7679

                                                                              

         Factor      Eigenvalue   Difference        Proportion   Cumulative

                                                                              

    Rotation: (unrotated)                          Number of params =        1

    Method: principal factors                      Retained factors =        1

Factor analysis/correlation                        Number of obs    =      608

(obs=608)

. factor MagenDarmBeschwerden Unvertrglichkeiten if Geschlecht==1
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         Factor1    1.0000 

                           

                   Factor1 

                           

Factor rotation matrix

                                           

    Unvertrgli~n     0.5243        0.7251  

    MagenDarmB~n     0.5243        0.7251  

                                           

        Variable    Factor1     Uniqueness 

                                           

Rotated factor loadings (pattern matrix) and unique variances

    LR test: independent vs. saturated:  chi2(1)  =  102.51 Prob>chi2 = 0.0000

                                                                              

        Factor1         0.54986            .            1.7679       1.7679

                                                                              

         Factor        Variance   Difference        Proportion   Cumulative

                                                                              

    Rotation: orthogonal varimax (Kaiser off)      Number of params =        1

    Method: principal factors                      Retained factors =        1

Factor analysis/correlation                        Number of obs    =      608

. rotate, varimax
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                  CD        1.000   Coefficient of determination

                SRMR        0.000   Standardized root mean squared residual

Size of residuals     

                                                                            

                 TLI        1.000   Tucker-Lewis index

                 CFI        1.000   Comparative fit index

Baseline comparison   

                                                                            

                 BIC     1521.601   Bayesian information criterion

                 AIC     1499.550   Akaike's information criterion

Information criteria  

                                                                            

              pclose        1.000   Probability RMSEA <= 0.05

         upper bound        0.000

 90% CI, lower bound        0.000

               RMSEA        0.000   Root mean squared error of approximation

Population error      

                                                                            

            p > chi2        0.000

          chi2_bs(1)      102.765   baseline vs. saturated

            p > chi2            .

          chi2_ms(0)        0.000   model vs. saturated

Likelihood ratio      

                                                                            

Fit statistic               Value   Description

                                                                            

. estat gof, stats(all)

r(198);

no rotation command found in e(rotate_cmd)

. rotate, varimax

r(430);

convergence not achieved

LR test of model vs. saturated: chi2(0)   =      0.00, Prob > chi2 =      .

                                                                                           

                      Gut     .2021484   .0223474                      .1627686    .2510558

     e.Unvertrglichkeiten     .1965019   .0117776                      .1747226    .2209961

   e.MagenDarmBeschwerden     1.80e-16   .0191046                             .           .

Variance                   

                                                                                           

                    _cons     .6315789   .0195629    32.28   0.000     .5932363    .6699216

                      Gut     .4230867          .        .       .            .           .

  Unvertrglichkeiten <-    

                                                                                           

                    _cons       .71875   .0182341    39.42   0.000     .6830119    .7544881

                      Gut            1  (constrained)

  MagenDarmBeschwerden <-  

Measurement                

                                                                                           

                                 Coef.   Std. Err.      z    P>|z|     [95% Conf. Interval]

                                            OIM

                                                                                           

 ( 1)  [MagenDarmBeschwerden]Gut = 1

Log likelihood     = -744.77511

Estimation method  = ml

Structural equation model                       Number of obs      =       608
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   1-sided Fisher's exact =                 0.000

           Fisher's exact =                 0.000

               Cramér's V =   0.4044

          Pearson chi2(1) =  22.4052   Pr = 0.000

                100.00     100.00      100.00 

     Total          77         60         137 

                                             

                 57.14      93.33       72.99 

         1          44         56         100 

                                             

                 42.86       6.67       27.01 

         0          33          4          37 

                                             

  Symptome           0          1       Total

      iche    Infektanfälligkeit

Grippeähnl  

                     

  column percentage  

      frequency      

                     

  Key                

                     

. tab  GrippehnlicheSymptome Infektanflligkeit if Geschlecht==2, V chi2 column exact
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   1-sided Fisher's exact =                 0.002

           Fisher's exact =                 0.003

               Cramér's V =   0.2664

          Pearson chi2(1) =   9.7213   Pr = 0.002

                100.00     100.00      100.00 

     Total          49         88         137 

                                             

                 57.14      81.82       72.99 

         1          28         72         100 

                                             

                 42.86      18.18       27.01 

         0          21         16          37 

                                             

  Symptome           0          1       Total

      iche             n

Grippeähnl   Magen-Darm-Beschwerde

                     

  column percentage  

      frequency      

                     

  Key                

                     

. tab  GrippehnlicheSymptome  MagenDarmBeschwerden if Geschlecht==2, V chi2 column exact
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   1-sided Fisher's exact =                 0.002

           Fisher's exact =                 0.004

               Cramér's V =   0.2574

          Pearson chi2(1) =   9.0804   Pr = 0.003

                100.00     100.00      100.00 

     Total          71         66         137 

                                             

                 61.97      84.85       72.99 

         1          44         56         100 

                                             

                 38.03      15.15       27.01 

         0          27         10          37 

                                             

  Symptome           0          1       Total

      iche    Unverträglichkeiten

Grippeähnl  

                     

  column percentage  

      frequency      

                     

  Key                

                     

. tab  GrippehnlicheSymptome  Unvertrglichkeiten if Geschlecht==2, V chi2 column exact
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   1-sided Fisher's exact =                 0.000

           Fisher's exact =                 0.000

               Cramér's V =   0.3824

          Pearson chi2(1) =  20.0386   Pr = 0.000

                100.00     100.00      100.00 

     Total          49         88         137 

                                             

                 18.37      57.95       43.80 

         1           9         51          60 

                                             

                 81.63      42.05       56.20 

         0          40         37          77 

                                             

  lligkeit           0          1       Total

Infektanfä             n

             Magen-Darm-Beschwerde

                     

  column percentage  

      frequency      

                     

  Key                

                     

. tab Infektanflligkeit  MagenDarmBeschwerden if Geschlecht==2, V chi2 column exact


image15.emf
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   1-sided Fisher's exact =                 0.000

           Fisher's exact =                 0.000

               Cramér's V =   0.3856

          Pearson chi2(1) =  20.3667   Pr = 0.000

                100.00     100.00      100.00 

     Total          71         66         137 

                                             

                 25.35      63.64       43.80 

         1          18         42          60 

                                             

                 74.65      36.36       56.20 

         0          53         24          77 

                                             

  lligkeit           0          1       Total

Infektanfä    Unverträglichkeiten

                     

  column percentage  

      frequency      

                     

  Key                

                     

. tab Infektanflligkeit  Unvertrglichkeiten if Geschlecht==2, V chi2 column exact
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   1-sided Fisher's exact =                 0.000

           Fisher's exact =                 0.000

               Cramér's V =   0.4147

          Pearson chi2(1) =  23.5576   Pr = 0.000

                100.00     100.00      100.00 

     Total          71         66         137 

                                             

                 45.07      84.85       64.23 

         1          32         56          88 

                                             

                 54.93      15.15       35.77 

         0          39         10          49 

                                             

        en           0          1       Total

-Beschwerd    Unverträglichkeiten

Magen-Darm  

                     

  column percentage  

      frequency      

                     

  Key                

                     

. tab  MagenDarmBeschwerden  Unvertrglichkeiten if Geschlecht==2, V chi2 column exact
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Unvertrgli~n     0.3856   0.2574   0.4147   1.0000 

MagenDarmB~n     0.3824   0.2664   1.0000 

Grippehnli~e     0.4044   1.0000 

Infektanfl~t     1.0000 

                                                  

               Infekt~t Gripp~me MagenD~n Unvert~n

. pwcorr Infektanflligkeit GrippehnlicheSymptome MagenDarmBeschwerden Unvertrglichkeiten if Geschlecht==2
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                _cons    -3.300258   .6715001    -4.91   0.000    -4.616374   -1.984142

   Unvertrglichkeiten     1.093124   .4236908     2.58   0.010     .2627049    1.923542

 MagenDarmBeschwerden     1.247621   .4788158     2.61   0.009      .309159    2.186083

GrippehnlicheSymptome     2.047542   .5979699     3.42   0.001     .8755421    3.219541

                                                                                       

    Infektanflligkeit        Coef.   Std. Err.      z    P>|z|     [95% Conf. Interval]

                                                                                       

Log likelihood =  -70.96572                       Pseudo R2       =     0.2443

                                                  Prob > chi2     =     0.0000

                                                  LR chi2(3)      =      45.88

Logistic regression                               Number of obs   =        137

Iteration 4:   log likelihood =  -70.96572  

Iteration 3:   log likelihood = -70.965721  

Iteration 2:   log likelihood = -70.969248  

Iteration 1:   log likelihood = -71.605146  

Iteration 0:   log likelihood = -93.903696  

. logit  Infektanflligkeit GrippehnlicheSymptome MagenDarmBeschwerden Unvertrglichkeiten if Geschlecht==2
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Unvertrgli~n     0.5714   0.4279   0.6295   1.0000 

MagenDarmB~n     0.5971   0.4287   1.0000 

Grippehnli~e     0.6810   1.0000 

Infektanfl~t     1.0000 

                                                  

               Infekt~t Gripp~me MagenD~n Unvert~n

(obs=137)

. tetrachoric  Infektanflligkeit GrippehnlicheSymptome MagenDarmBeschwerden Unvertrglichkeiten if Geschlecht==2
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    Unvertrgli~n     0.5725   -0.0541        0.6694  

    MagenDarmB~n     0.5742   -0.0512        0.6677  

    Grippehnli~e     0.4968    0.0757        0.7475  

    Infektanfl~t     0.6305    0.0361        0.6012  

                                                     

        Variable    Factor1   Factor2     Uniqueness 

                                                     

Factor loadings (pattern matrix) and unique variances

    LR test: independent vs. saturated:  chi2(6)  =   84.37 Prob>chi2 = 0.0000

                                                                              

        Factor4        -0.19486            .           -0.2064       1.0000

        Factor3        -0.17528      0.01958           -0.1857       1.2064

        Factor2         0.01258      0.18786            0.0133       1.3920

        Factor1         1.30169      1.28911            1.3787       1.3787

                                                                              

         Factor      Eigenvalue   Difference        Proportion   Cumulative

                                                                              

    Rotation: (unrotated)                          Number of params =        6

    Method: principal factors                      Retained factors =        2

Factor analysis/correlation                        Number of obs    =      137

(obs=137)

. factor  Infektanflligkeit GrippehnlicheSymptome MagenDarmBeschwerden Unvertrglichkeiten if Geschlecht==2, factors(4)
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         Factor2   -0.4800   0.8773 

         Factor1    0.8773   0.4800 

                                    

                   Factor1  Factor2 

                                    

Factor rotation matrix

                                                     

    Unvertrgli~n     0.5282    0.2273        0.6694  

    MagenDarmB~n     0.5283    0.2307        0.6677  

    Grippehnli~e     0.3995    0.3049        0.7475  

    Infektanfl~t     0.5358    0.3342        0.6012  

                                                     

        Variable    Factor1   Factor2     Uniqueness 

                                                     

Rotated factor loadings (pattern matrix) and unique variances

    LR test: independent vs. saturated:  chi2(6)  =   84.37 Prob>chi2 = 0.0000

                                                                              

        Factor2         0.30954            .            0.3279       1.3920

        Factor1         1.00473      0.69519            1.0642       1.0642

                                                                              

         Factor        Variance   Difference        Proportion   Cumulative

                                                                              

    Rotation: orthogonal varimax (Kaiser off)      Number of params =        6

    Method: principal factors                      Retained factors =        2

Factor analysis/correlation                        Number of obs    =      137

. rotate, varimax
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LR test of model vs. saturated: chi2(2)   =      3.50, Prob > chi2 = 0.1737

                                                                                            

                   Immune2     .1141955   .0338724                       .063851    .2042349

      e.Unvertrglichkeiten     .1612987   .0268597                      .1163824    .2235498

    e.MagenDarmBeschwerden     .1480084    .024778                      .1066074    .2054875

   e.GrippehnlicheSymptome     .1463565   .0211689                      .1102286    .1943253

       e.Infektanflligkeit     .1319551   .0277704                      .0873551    .1993261

Variance                    

                                                                                            

                     _cons     .4817518   .0426894    11.29   0.000     .3980821    .5654216

                   Immune2     .8796784   .2022524     4.35   0.000     .4832709    1.276086

  Unvertrglichkeiten <-     

                                                                                            

                     _cons     .6423358   .0409504    15.69   0.000     .5620744    .7225971

                   Immune2     .8460031    .195259     4.33   0.000     .4633026    1.228704

  MagenDarmBeschwerden <-   

                                                                                            

                     _cons      .729927   .0379332    19.24   0.000     .6555792    .8042748

                   Immune2     .6668214   .1467421     4.54   0.000     .3792122    .9544306

  GrippehnlicheSymptome <-  

                                                                                            

                     _cons     .4379562   .0423877    10.33   0.000     .3548778    .5210346

                   Immune2            1  (constrained)

  Infektanflligkeit <-      

Measurement                 

                                                                                            

                                  Coef.   Std. Err.      z    P>|z|     [95% Conf. Interval]

                                             OIM

                                                                                            

 ( 1)  [Infektanflligkeit]Immune2 = 1

Log likelihood     = -333.40321

Estimation method  = ml

Structural equation model                       Number of obs      =       137

Iteration 3:   log likelihood = -333.40321  

Iteration 2:   log likelihood = -333.40321  

Iteration 1:   log likelihood = -333.40369  

Iteration 0:   log likelihood = -333.51791  

Fitting target model:

Latent:       Immune2

Exogenous variables

Measurement:  Infektanflligkeit GrippehnlicheSymptome MagenDarmBeschwerden Unvertrglichkeiten

Endogenous variables

> method(ml) latent (Immune2)

. sem ( Infektanflligkeit GrippehnlicheSymptome MagenDarmBeschwerden Unvertrglichkeiten <- Immune2) if Geschlecht==2, 
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                  CD        0.698   Coefficient of determination

                SRMR        0.028   Standardized root mean squared residual

Size of residuals     

                                                                            

                 TLI        0.944   Tucker-Lewis index

                 CFI        0.981   Comparative fit index

Baseline comparison   

                                                                            

                 BIC      725.846   Bayesian information criterion

                 AIC      690.806   Akaike's information criterion

Information criteria  

                                                                            

              pclose        0.275   Probability RMSEA <= 0.05

         upper bound        0.200

 90% CI, lower bound        0.000

               RMSEA        0.074   Root mean squared error of approximation

Population error      

                                                                            

            p > chi2        0.000

          chi2_bs(6)       85.727   baseline vs. saturated

            p > chi2        0.174

          chi2_ms(2)        3.501   model vs. saturated

Likelihood ratio      

                                                                            

Fit statistic               Value   Description

                                                                            

. estat gof, stats(all)
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Infektanfl~t     0.2708   1.0000 

Grippehnli~e     1.0000 

                                

               Gripp~me Infekt~t

. pwcorr  GrippehnlicheSymptome Infektanflligkeit if Geschlecht==1

   1-sided Fisher's exact =                 0.000

           Fisher's exact =                 0.000

               Cramér's V =   0.2708

          Pearson chi2(1) =  44.5853   Pr = 0.000

                100.00     100.00      100.00 

     Total         316        292         608 

                                             

                 65.82      88.70       76.81 

         1         208        259         467 

                                             

                 34.18      11.30       23.19 

         0         108         33         141 

                                             

  Symptome           0          1       Total

      iche    Infektanfälligkeit

Grippeähnl  

                     

  column percentage  

      frequency      

                     

  Key                

                     

. tab  GrippehnlicheSymptome Infektanflligkeit if Geschlecht==1, V chi2 column exact
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 2-sided exact P =       0.0000

Test of Ho: GrippehnlicheSympt~e and Infektanflligkeit are independent

       Std error =       0.0602

 Tetrachoric rho =       0.4666

   Number of obs =     608

. tetrachoric GrippehnlicheSymptome Infektanflligkeit if Geschlecht==1

                                                                                       

                _cons     .6554069   .1186042     5.53   0.000     .4229469    .8878668

    Infektanflligkeit     1.404914   .2196155     6.40   0.000     .9744751    1.835352

                                                                                       

GrippehnlicheSymptome        Coef.   Std. Err.      z    P>|z|     [95% Conf. Interval]

                                                                                       

Log likelihood = -305.94534                       Pseudo R2       =     0.0709

                                                  Prob > chi2     =     0.0000

                                                  LR chi2(1)      =      46.66

Logistic regression                               Number of obs   =        608

Iteration 4:   log likelihood = -305.94534  

Iteration 3:   log likelihood = -305.94534  

Iteration 2:   log likelihood = -305.94806  

Iteration 1:   log likelihood = -306.73167  

Iteration 0:   log likelihood = -329.27542  

. logit GrippehnlicheSymptome Infektanflligkeit if Geschlecht==1
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         Factor1    1.0000 

                           

                   Factor1 

                           

Factor rotation matrix

                                           

    Infektanfl~t     0.4148        0.8279  

    Grippehnli~e     0.4148        0.8279  

                                           

        Variable    Factor1     Uniqueness 

                                           

Rotated factor loadings (pattern matrix) and unique variances

    LR test: independent vs. saturated:  chi2(1)  =   46.19 Prob>chi2 = 0.0000

                                                                              

        Factor1         0.34413            .            2.3464       2.3464

                                                                              

         Factor        Variance   Difference        Proportion   Cumulative

                                                                              

    Rotation: orthogonal varimax (Kaiser off)      Number of params =        1

    Method: principal factors                      Retained factors =        1

Factor analysis/correlation                        Number of obs    =      608

. rotate, varimax

                                           

    Infektanfl~t     0.4148        0.8279  

    Grippehnli~e     0.4148        0.8279  

                                           

        Variable    Factor1     Uniqueness 

                                           

Factor loadings (pattern matrix) and unique variances

    LR test: independent vs. saturated:  chi2(1)  =   46.19 Prob>chi2 = 0.0000

                                                                              

        Factor2        -0.19747            .           -1.3464       1.0000

        Factor1         0.34413      0.54159            2.3464       2.3464

                                                                              

         Factor      Eigenvalue   Difference        Proportion   Cumulative

                                                                              

    Rotation: (unrotated)                          Number of params =        1

    Method: principal factors                      Retained factors =        1

Factor analysis/correlation                        Number of obs    =      608

(obs=608)

. factor GrippehnlicheSymptome Infektanflligkeit if Geschlecht==1, factors(2)
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r(430);

convergence not achieved

LR test of model vs. saturated: chi2(0)   =      0.00, Prob > chi2 =      .

                                                                                            

                    Immune     .2496105          .                             .           .

   e.GrippehnlicheSymptome     .1650644   .0094967                      .1474623    .1847676

       e.Infektanflligkeit     2.78e-16   .0143161                             .           .

Variance                    

                                                                                            

                     _cons     .7680921   .0171164    44.87   0.000     .7345446    .8016396

                    Immune     .2287585   .0354934     6.45   0.000     .1591926    .2983243

  GrippehnlicheSymptome <-  

                                                                                            

                     _cons     .4802632   .0202619    23.70   0.000     .4405506    .5199757

                    Immune            1  (constrained)

  Infektanflligkeit <-      

Measurement                 

                                                                                            

                                  Coef.   Std. Err.      z    P>|z|     [95% Conf. Interval]

                                             OIM

                                                                                            

 ( 1)  [Infektanflligkeit]Immune = 1

Log likelihood     = -755.89017

Estimation method  = ml

Structural equation model                       Number of obs      =       608
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                  CD        1.000   Coefficient of determination

                SRMR        0.000   Standardized root mean squared residual

Size of residuals     

                                                                            

                 TLI        1.000   Tucker-Lewis index

                 CFI        1.000   Comparative fit index

Baseline comparison   

                                                                            

                 BIC     1543.831   Bayesian information criterion

                 AIC     1521.780   Akaike's information criterion

Information criteria  

                                                                            

              pclose        1.000   Probability RMSEA <= 0.05

         upper bound        0.000

 90% CI, lower bound        0.000

               RMSEA        0.000   Root mean squared error of approximation

Population error      

                                                                            

            p > chi2        0.000

          chi2_bs(1)       46.305   baseline vs. saturated

            p > chi2            .

          chi2_ms(0)        0.000   model vs. saturated

Likelihood ratio      

                                                                            

Fit statistic               Value   Description

                                                                            

. estat gof, stats(all)


