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                _cons     .1848739   .0433345     4.27   0.000     .0997379      .27001

GrippehnlicheSymptome     .3901897   .0494621     7.89   0.000     .2930152    .4873642

                                                                                       

    Infektanflligkeit        Coef.   Std. Err.      t    P>|t|     [95% Conf. Interval]

                                                                                       

       Total       127.875   511  .250244618           Root MSE      =  .47272

                                                       Adj R-squared =  0.1070

    Residual    113.968397   510  .223467444           R-squared     =  0.1088

       Model    13.9066035     1  13.9066035           Prob > F      =  0.0000

                                                       F(  1,   510) =   62.23

      Source         SS       df       MS              Number of obs =     512

. regress  Infektanflligkeit GrippehnlicheSymptome
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GrippehnlicheSymptome     .3901897   .0494621     7.89   0.000     .2930152    .4873642

                                                                                       

    Infektanflligkeit        Coef.   Std. Err.      t    P>|t|     [95% Conf. Interval]

                                                                                       

       Total       127.875   511  .250244618           Root MSE      =  .47272

                                                       Adj R-squared =  0.1070

    Residual    113.968397   510  .223467444           R-squared     =  0.1088

       Model    13.9066035     1  13.9066035           Prob > F      =  0.0000

                                                       F(  1,   510) =   62.23
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. regress  Infektanflligkeit GrippehnlicheSymptome

Grippehnli~e     0.3298   1.0000 

Infektanfl~t     1.0000 

                                

               Infekt~t Gripp~me

. pwcorr  Infektanflligkeit GrippehnlicheSymptome

 2-sided exact P =       0.0000

Test of Ho: Infektanflligkeit and GrippehnlicheSympt~e are independent

       Std error =       0.0601

 Tetrachoric rho =       0.5638

   Number of obs =     512

. tetrachoric  Infektanflligkeit GrippehnlicheSymptome
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    Grippehnli~e     0.4683        0.7807  

    Infektanfl~t     0.4683        0.7807  

                                           

        Variable    Factor1     Uniqueness 

                                           

Factor loadings (pattern matrix) and unique variances

    LR test: independent vs. saturated:  chi2(1)  =   58.77 Prob>chi2 = 0.0000

                                                                              

        Factor2        -0.22102            .           -1.0162       1.0000

        Factor1         0.43853      0.65955            2.0162       2.0162

                                                                              

         Factor      Eigenvalue   Difference        Proportion   Cumulative

                                                                              

    Rotation: (unrotated)                          Number of params =        1

    Method: principal factors                      Retained factors =        1

Factor analysis/correlation                        Number of obs    =      512

(obs=512)

. factor  Infektanflligkeit GrippehnlicheSymptome, factors(2)

                                                                                       

                _cons    -1.483668   .2361436    -6.28   0.000    -1.946501   -1.020835

GrippehnlicheSymptome     1.786209   .2572481     6.94   0.000     1.282012    2.290406

                                                                                       

    Infektanflligkeit        Coef.   Std. Err.      z    P>|z|     [95% Conf. Interval]

                                                                                       

Log likelihood =  -324.9271                       Pseudo R2       =     0.0838

                                                  Prob > chi2     =     0.0000

                                                  LR chi2(1)      =      59.43

Logistic regression                               Number of obs   =        512

Iteration 3:   log likelihood =  -324.9271  

Iteration 2:   log likelihood = -324.92712  

Iteration 1:   log likelihood = -325.06478  

Iteration 0:   log likelihood = -354.64132  

. logit  Infektanflligkeit GrippehnlicheSymptome
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         Factor1    1.0000 

                           

                   Factor1 

                           

Factor rotation matrix

                                           

    Grippehnli~e     0.4683        0.7807  

    Infektanfl~t     0.4683        0.7807  

                                           

        Variable    Factor1     Uniqueness 

                                           

Rotated factor loadings (pattern matrix) and unique variances

    LR test: independent vs. saturated:  chi2(1)  =   58.77 Prob>chi2 = 0.0000

                                                                              

        Factor1         0.43853            .            2.0162       2.0162

                                                                              

         Factor        Variance   Difference        Proportion   Cumulative

                                                                              

    Rotation: orthogonal varimax (Kaiser off)      Number of params =        1

    Method: principal factors                      Retained factors =        1

Factor analysis/correlation                        Number of obs    =      512

. rotate, varimax
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(no modification indices to report, all MI values less than 3.841458820694123)

. estat mindices

                                                                            

                  CD        1.000   Coefficient of determination

                SRMR        0.000   Standardized root mean squared residual

Size of residuals     

                                                                            

                 TLI        1.000   Tucker-Lewis index

                 CFI        1.000   Comparative fit index

Baseline comparison   

                                                                            

                 BIC     1285.405   Bayesian information criterion

                 AIC     1264.213   Akaike's information criterion

Information criteria  

                                                                            

              pclose        1.000   Probability RMSEA <= 0.05

         upper bound        0.000

 90% CI, lower bound        0.000

               RMSEA        0.000   Root mean squared error of approximation

Population error      

                                                                            

            p > chi2        0.000

          chi2_bs(1)       58.948   baseline vs. saturated

            p > chi2            .

          chi2_ms(0)        0.000   model vs. saturated

Likelihood ratio      

                                                                            

Fit statistic               Value   Description

                                                                            

. estat gof, stats(all)

r(430);

convergence not achieved

LR test of model vs. saturated: chi2(0)   =      0.00, Prob > chi2 =      .

                                                                                            

                    Immune     .2497559   .0352436                      .1894091    .3293295

   e.GrippehnlicheSymptome     .1590005   .0102362                       .140152    .1803837

       e.Infektanflligkeit     5.55e-17   .0315982                             .           .

Variance                    

                                                                                            

                     _cons     .7675781   .0186666    41.12   0.000     .7309923     .804164

                    Immune     .2787146          .        .       .            .           .

  GrippehnlicheSymptome <-  

                                                                                            

                     _cons      .484375   .0220863    21.93   0.000     .4410867    .5276633

                    Immune            1  (constrained)

  Infektanflligkeit <-      

Measurement                 

                                                                                            

                                  Coef.   Std. Err.      z    P>|z|     [95% Conf. Interval]

                                             OIM

                                                                                            

 ( 1)  [Infektanflligkeit]Immune = 1

Log likelihood     = -627.10644

Estimation method  = ml

Structural equation model                       Number of obs      =       512


