STROBE Statement—Checklist of items for cross-sectional studies
Manuscript title: T12 CT-Derived Visceral Adipose Attenuation and GNRI-Defined Nutritional Risk in Older Adults with Chronic Kidney Disease: A Retrospective Cross-Sectional Study
Article type: Research Article; study design: retrospective cross-sectional study.
	Item
	Section
	Recommendation
	Location
	Reported information

	1a
	Title and abstract
	Indicate the study design with a commonly used term in the title or abstract.
	Title page and Abstract, pp. 1–2
	The title and abstract state that this is a retrospective cross-sectional study.

	1b
	Title and abstract
	Provide in the abstract an informative and balanced summary of what was done and what was found.
	Abstract, pp. 1–2
	A structured abstract includes Background, Methods, Results, and Conclusions.

	2
	Background/rationale
	Explain the scientific background and rationale for the investigation.
	Background, pp. 3–4
	Rationale covers nutritional assessment in older CKD, CT-derived adipose attenuation, GNRI, and NT-proBNP contexts.

	3
	Objectives
	State specific objectives, including any prespecified hypotheses.
	End of Background, p. 4
	Objectives specify primary VAT-HU/GNRI-defined nutritional risk analysis, secondary albuminuria-related analyses, and exploratory NT-proBNP analyses.

	4
	Study design
	Present key elements of study design early in the paper.
	Methods: Study design and participants, p. 4
	A retrospective cross-sectional design and analytic cohort are stated early.

	5
	Setting
	Describe the setting, locations, and relevant dates.
	Methods: Study design and participants, p. 4
	The hospital setting, Shanghai Sixth People’s Hospital, and admission period, January 2018 to December 2024, are reported.

	6a
	Participants
	Give eligibility criteria and sources/methods of participant selection.
	Methods: Study design and participants, pp. 4–5; Figure 1, p. 20
	Eligibility criteria, CKD ascertainment, exclusions, and participant flow are reported.

	7
	Variables
	Clearly define outcomes, exposures, predictors, potential confounders, and effect modifiers.
	Methods: Nutritional assessment, CT-derived adipose tissue metrics, NT-proBNP, joint phenotype, statistical analysis, pp. 5–8
	Primary outcome, secondary outcomes, VAT-HU/SAT-HU exposures, covariates, NT-proBNP, and interaction terms are defined.

	8
	Data sources/measurement
	For each variable of interest, give sources of data and details of assessment methods.
	Methods: Clinical and laboratory variables; CT-derived adipose tissue metrics, pp. 5–7
	Clinical dataset, laboratory variables, CT parameters, AI segmentation, and Dice validation are described.

	9
	Bias
	Describe efforts to address potential sources of bias.
	Methods, pp. 4–8; discussion limitations, pp. 12–13
	Complete-case approach, non-contrast CT workflow, visual quality control, covariate adjustment, sensitivity analyses, and limitations are reported.

	10
	Study size
	Explain how the study size was arrived at.
	Methods and Results: Participant selection, pp. 4 and 8; Figure 1, p. 20
	Source dataset and complete-case selection are reported; no formal sample-size calculation was performed because this was a retrospective dataset analysis.

	11
	Quantitative variables
	Explain how quantitative variables were handled.
	Methods: Nutritional assessment, clinical/laboratory variables, statistical analysis, pp. 5–8
	The GNRI formula, lnUACR transformation, VAT-HU/SAT-HU per 10-HU scaling, log2 NT-proBNP, and RCS approach are reported.

	12a
	Statistical methods
	Describe all statistical methods, including those used to control for confounding.
	Statistical analysis, pp. 7–8
	Linear/logistic regression, fully adjusted models, sensitivity analyses, and RCS models are described.

	12b
	Statistical methods
	Describe methods used to examine subgroups and interactions.
	Statistical analysis, pp. 7–8; Supplementary Table S6
	Joint categories and VAT-HU × log2 NT-proBNP interaction analyses are described.

	12c
	Statistical methods
	Explain how missing data were addressed.
	Methods, p. 4; Discussion limitations, p. 12
	Complete-case analysis without multiple imputation is stated; missing categories may overlap.

	12d
	Statistical methods
	If applicable, describe analytical methods taking account of sampling strategy.
	Not applicable
	This was a single-center hospital-based cohort without complex survey sampling.

	12e
	Statistical methods
	Describe any sensitivity analyses.
	Statistical analysis, pp. 7–8; Results, p. 10; Additional file 1
	Age ≥ 65 subset, CVD-exclusion models, area-adjusted models, NT-proBNP models, and interaction analyses are reported.

	13a
	Participants
	Report numbers of individuals at each stage of the study.
	Results: Participant selection, p. 8; Figure 1, p. 20
	The source dataset, older-adult subset, missing data exclusions, and final analytic cohort are reported.

	13b
	Participants
	Give reasons for non-participation at each stage.
	Methods/Results, pp. 4 and 8; Figure 1, p. 20
	Age restriction and incomplete data exclusions are reported.

	13c
	Participants
	Consider the use of a flow diagram.
	Figure 1, p. 20
	A study flowchart is included.

	14a
	Descriptive data
	Give characteristics of study participants.
	Results, pp. 8–9; Table 1, p. 24; Additional file 1 Table S1
	Baseline characteristics by GNRI-defined nutritional risk and sex-stratified supplementary characteristics are provided.

	14b
	Descriptive data
	Indicate number of participants with missing data for each variable of interest.
	Methods, p. 4; Results, p. 8; Figure 1, p. 20
	Overall complete-case exclusion is reported; detailed missing categories were not mutually exclusive and were not imputed.

	14c
	Descriptive data
	Summarise follow-up time where applicable.
	Not applicable
	The study is cross-sectional and did not include follow-up time.

	15
	Outcome data
	Report numbers of outcome events or summary measures.
	Results, pp. 8–10; Tables 1–4; Additional file 1
	Numbers and percentages for GNRI <98 and A3 albuminuria are reported in baseline and joint-category tables.

	16a
	Main results
	Give unadjusted and confounder-adjusted estimates and precision.
	Results, pp. 9–10; Tables 2–4; Additional file 1
	Beta coefficients/ORs and 95% CIs are reported across models.

	16b
	Main results
	Report category boundaries when continuous variables were categorized.
	Methods, pp. 5 and 7; Table 4 legend
	GNRI <98, hypoalbuminemia, A3 albuminuria, and sex-specific median-based VAT-HU/NT-proBNP categories are defined.

	16c
	Main results
	If relevant, consider translating relative risk into absolute risk.
	Tables 1 and 4, pp. 24–26
	Event counts and percentages are provided for key binary outcomes.

	17
	Other analyses
	Report other analyses done.
	Results: Supplementary and sensitivity analyses, p. 10; Additional file 1
	Age ≥65, CVD-exclusion, area-adjusted, NT-proBNP standalone and interaction analyses are reported.

	18
	Key results
	Summarise key results with reference to study objectives.
	Discussion, p. 11
	Key findings are summarized in relation to VAT-HU, GNRI-defined nutritional risk, and albuminuria-related phenotypes.

	19
	Limitations
	Discuss limitations.
	Discussion limitations, pp. 12–13
	Cross-sectional design, hospital setting, CKD chronicity, CT-lab timing, missing data, residual confounding and unmeasured variables are discussed.

	20
	Interpretation
	Give a cautious overall interpretation of results.
	Discussion, pp. 11–13
	The manuscript emphasizes cross-sectional associations and avoids causal or predictive claims.

	21
	Generalisability
	Discuss generalisability.
	Discussion limitations, p. 12
	Single-center hospitalized cohort and outpatient generalizability are discussed.

	22
	Funding
	Give the source of funding and role of funders.
	Declarations: Funding, p. 15
	Funding sources and funder role are stated.



