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Supplementary Table 1. Missing value summary of all variables (n = 849)
	Variable
	Missing (n)
	Missing Rate (%)

	Gamma-glutamyl transferase (GGT)
	440
	51.83

	Alanine aminotransferase (ALT)
	413
	48.65

	Aspartate aminotransferase (AST)
	413
	48.65

	Neutrophil count (NEUT)
	215
	25.32

	Diabetes 
	128
	15.08

	Body mass index (BMI)
	99
	11.66

	Karnofsky Performance Status (KPS)
	96
	11.31

	C-reactive protein (CRP)
	68
	8.01

	Lymphocyte count (LYMPH)
	54
	6.36

	Platelet count (PLT)
	54
	6.36

	Hemoglobin (HGB)
	54
	6.36

	Monocyte count (MONO)
	54
	6.36

	D-dimer
	32
	3.77

	Thrombin time (TT)
	29
	3.42

	Activated partial thromboplastin time (APTT)
	29
	3.42

	Fibrinogen (FIB)
	29
	3.42

	International normalized ratio (INR)
	29
	3.42

	Lactate dehydrogenase (LDH)
	26
	3.06

	CYFRA21-1
	25
	2.94

	Squamous cell carcinoma antigen (SCC)
	25
	2.94

	Neuron-specific enolase (NSE)
	24
	2.83

	Carcinoembryonic antigen (CEA)
	24
	2.83

	Alcohol consumption
	10
	1.18

	Hypertension
	8
	0.94

	Albumin (ALB)
	5
	0.59

	Total bilirubin (TBIL)
	5
	0.59

	Alkaline phosphatase (ALP)
	5
	0.59

	Smoking history
	4
	0.47

	Age
	0
	0.00

	Gender
	0
	0.00

	Pathological classification
	0
	0.00

	Fatty liver
	0
	0.00

	Multi-organ metastasis
	0
	0.00

	Bone metastasis
	0
	0.00

	Brain metastasis
	0
	0.00

	Pleural metastasis / Malignant pleural effusion
	0
	0.00

	Lung metastasis
	0
	0.00

	Adrenal metastasis
	0
	0.00


[bookmark: _GoBack]Multiple imputation by chained equations (MICE) was applied to handle missing data prior to model development.
