Table S1
ISSR and SRAP markers associated with nut traits in investigated Palaz hazelnut clones as revealed by GLM and coefficients
	Traits
	ISSR/SRAP markers
	r
	R2

	Abortive kernel
	(AG)8T-600
	0.490
	0.240

	
	em13/me11-310
	0.487
	0.237

	
	DBD(ACA)7-390
	0.456
	0.208

	
	(GA)8YG-600
	0.436
	0.190

	
	em8/me10-310
	0.431
	0.186

	
	DBD(ACA)7-800
	0.421
	0.177

	
	DBD(ACA)7-600
	0.412
	0.170

	Blank nut
	(AG)8T-500
	0.501
	0.251

	Black tipped kernel
	(AG)8T-800
	0.520
	0.271

	
	(GAA)6-1200
	0.520
	0.271

	
	(AG)8T-900
	0.437
	0.191

	
	(AG)8T-1000
	0.437
	0.191

	
	(GAA)6-450
	0.437
	0.191

	
	HVH(TCC)7-1150
	0.427
	0.182

	
	VHVG(TG)7-900
	0.389
	0.151

	
	HVH(TCC)7-400
	0.375
	0.141

	
	HVH(TCC)7-420
	0.375
	0.141

	
	HVH(TCC)7-500
	0.375
	0.141

	
	HVH(TCC)7-950
	0.375
	0.141

	
	DBD(ACA)7-600
	0.352
	0.124

	Cracked nut
	(AG)8T-800
	0.530
	0.281

	
	(GAA)6-1200
	0.530
	0.281

	
	VHVG(TG)7-900
	0.493
	0.243

	
	(GAA)6-650
	0.480
	0.231

	
	HVH(TCC)7-1150
	0.448
	0.201

	
	DBD(ACA)7-400
	0.416
	0.173

	
	HVH(TCC)7-400
	0.416
	0.173

	
	HVH(TCC)7-420
	0.416
	0.173

	
	HVH(TCC)7-500
	0.416
	0.173

	
	HVH(TCC)7-950
	0.416
	0.173

	
	(AG)7YC-390
	0.410
	0.168

	Kernel fiber 
	em13/me11-100
	0.591
	0.349

	
	(CT)8TG-1000
	0.568
	0.323

	
	BDB(CA)7C-1200
	0.521
	0.272

	
	(CAC)3GC-800
	0.510
	0.260

	
	(TCC)5RY-900
	0.490
	0.240

	
	(AG)8T-400
	0.488
	0.238

	
	(AG)7YC-900
	0.483
	0.234

	
	DBD(ACA)7-800
	0.474
	0.225

	Habitus
	em13/me11-510
	0.605
	0.366




Table S1 (Continued)
	Traits
	ISSR/SRAP markers
	r
	R2

	Good kernel
	(GAA)6-350
	0.485
	0.235

	
	(AG)8T-900
	0.456
	0.208

	
	(AG)8T-1000
	0.456
	0.208

	
	(GAA)6-450
	0.456
	0.208

	
	DBD(ACA)7-600
	0.454
	0.206

	
	HVH(TCC)7-1150
	0.453
	0.205

	
	(CAC)3GC-600
	0.421
	0.177

	
	(CAC)3GC-900
	0.421
	0.177

	Husk length
	VHVG(TG)7-490
	0.582
	0.339

	Internal cavity
	em13/me11-200
	0.475
	0.226

	
	(TCC)5RY-500
	0.472
	0.222

	
	(AG)8T-600
	0.431
	0.186

	Kernel length
	DBD(ACA)7-400
	0.509
	0.259

	
	(TCC)5RY-1100
	0.450
	0.203

	
	(TCC)5RY-1150
	0.450
	0.203

	
	(AG)7YC-390
	0.437
	0.191

	Kernel ratio
	(GAA)6-350
	0.647
	0.419

	
	(CAC)3GC-600
	0.631
	0.398

	
	(CAC)3GC-900
	0.631
	0.398

	
	(TCC)5RY-900
	0.555
	0.308

	
	(CA)6AC-500
	0.538
	0.290

	
	(AG)7YC-900
	0.527
	0.278

	
	BDB(CA)7C-1100
	0.509
	0.259

	
	DBD(ACA)7-600
	0.500
	0.250

	Kernel size
	DBD(ACA)7-500
	0.588
	0.346

	
	DBD(ACA)7-390
	0.539
	0.291

	
	DBD(ACA)7-400
	0.500
	0.250

	Kernel shape index
	(CA)6AC-800
	0.460
	0.212

	
	(CA)6AC-500
	0.429
	0.184

	
	DBD(ACA)7-800
	0.424
	0.180

	
	(CT)8TG-500
	0.401
	0.160

	
	em13/me11-410
	0.360
	0.130

	
	(CA)6AC-400
	0.356
	0.127

	
	VHVG(TG)7-600
	0.354
	0.126

	Kernel thickness
	DBD(ACA)7-500
	0.644
	0.415

	
	DBD(ACA)7-390
	0.520
	0.270

	
	(AG)8T-800
	0.489
	0.239

	
	(GAA)6-1200
	0.489
	0.239

	
	HVH(TCC)7-1150
	0.486
	0.237

	Kernel weight
	em13/me11-150
	0.516
	0.266

	
	VHVG(TG)7-500
	0.492
	0.242

	
	(AG)7YC-390
	0.486
	0.236

	
	DBD(ACA)7-400
	0.485
	0.236




Table S1 (Continued)
	Traits
	ISSR/SRAP markers
	r
	R2

	Kernel width
	DBD(ACA)7-390
	0.542
	0.294

	
	em13/me7-250
	0.506
	0.257

	
	DBD(ACA)7-800
	0.462
	0.213

	Moldy kernel
	BDB(CA)7C-490
	0.695
	0.483

	
	em8/me10-500
	0.590
	0.348

	
	em8/me10-200
	0.552
	0.304

	
	BDB(CA)7C-800
	0.549
	0.301

	
	em8/me10-310
	0.523
	0.274

	
	(AG)8T-600
	0.509
	0.260

	Nut length
	HVH(TCC)7-400
	0.646
	0.418

	
	HVH(TCC)7-420
	0.646
	0.418

	
	HVH(TCC)7-500
	0.646
	0.418

	
	HVH(TCC)7-950
	0.646
	0.418

	
	em13/me11-150
	0.556
	0.309

	
	(AG)7YC-390
	0.548
	0.300

	Nuts per cluster
	(AG)7YC-900
	0.604
	0.364

	
	(TCC)5RY-900
	0.599
	0.358

	Nut size
	(AG)7YC-390
	0.630
	0.397

	
	em13/me11-150
	0.585
	0.342

	
	em13/me7-250
	0.500
	0.250

	Nut shape index
	HVH(TCC)7-400
	0.666
	0.444

	
	HVH(TCC)7-420
	0.666
	0.444

	
	HVH(TCC)7-500
	0.666
	0.444

	
	HVH(TCC)7-950
	0.666
	0.444

	
	HVH(TCC)7-490
	0.546
	0.298

	
	(AG)8T-900
	0.535
	0.286

	
	(AG)8T-1000
	0.535
	0.286

	
	(GAA)6-450
	0.535
	0.286

	
	VHVG(TG)7-900
	0.483
	0.234

	Nut thickness
	VHVG(TG)7-500
	0.534
	0.285

	
	(AG)7YC-390
	0.527
	0.277

	
	(AG)7YC-250
	0.483
	0.233

	Nut weight
	(AG)7YC-390
	0.614
	0.378

	
	em13/me11-150
	0.572
	0.328

	
	em13/me7-250
	0.544
	0.296

	Nut width
	(CAC)3GC-600
	0.602
	0.362

	
	(CAC)3GC-900
	0.602
	0.362

	
	(AG)7YC-390
	0.557
	0.311

	
	em13/me7-250
	0.557
	0.310

	
	(AG)7YC-900
	0.546
	0.298

	
	em13/me11-150
	0.531
	0.282

	
	em8/me10-500
	0.491
	0.241

	
	DBD(ACA)7-900
	0.474
	0.225
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	Traits
	ISSR/SRAP markers
	r
	R2

	Nut yield per plant
	(AG)7YC-900
	0.540
	0.292

	
	(TCC)5RY-900
	0.530
	0.281

	
	(GAA)6-350
	0.501
	0.251

	Poor fill
	(AG)8T-900
	0.467
	0.218

	
	(AG)8T-1000
	0.467
	0.218

	
	(GAA)6-450
	0.467
	0.218

	
	VHVG(TG)7-500
	0.420
	0.176

	
	(GAA)6-350
	0.379
	0.144

	
	DBD(ACA)7-600
	0.349
	0.122

	Rotten kernel
	em8/me10-250
	0.370
	0.137

	
	HVH(TCC)7-490
	0.362
	0.131

	
	(GAA)6-600
	0.293
	0.086

	
	(AG)7YC-250
	0.285
	0.081

	
	VHVG(TG)7-500
	0.272
	0.074

	Suckering
	VHVG(TG)7-700
	0.484
	0.234

	
	(AG)7YC-250
	0.480
	0.230

	Stem density
	(TCC)5RY-500
	0.555
	0.308

	
	(AG)7YC-800
	0.486
	0.236

	Shriveled kernel
	(AG)7YC-250
	0.559
	0.313

	
	BDB(CA)7C-1000
	0.504
	0.254

	
	(CA)6AC-900
	0.503
	0.253

	Shell thickness
	VHVG(TG)7-710
	0.502
	0.252

	Trunk cross-sectional area 
	(AG)8T-800
	0.618
	0.382

	
	(GAA)6-1200
	0.618
	0.382

	
	HVH(TCC)7-1150
	0.512
	0.262

	
	DBD(ACA)7-500
	0.477
	0.227

	
	(GAA)6-650
	0.453
	0.205

	
	(CA)6AC-600
	0.421
	0.177

	
	DBD(ACA)7-900
	0.411
	0.169

	
	em13/me11-150
	0.408
	0.166

	Twin kernel
	(CT)8TG-500
	0.549
	0.301

	
	(TCC)5RY-1100
	0.514
	0.264

	
	(TCC)5RY-1150
	0.514
	0.264

	
	(CA)6AC-800
	0.495
	0.245

	
	HVH(TCC)7-490
	0.471
	0.222

	Vigor
	(TCC)5RY-350
	0.558
	0.311

	
	BDB(CA)7C-1100
	0.476
	0.226

	
	DBD(ACA)7-400
	0.458
	0.210

	Yield efficiency
	(TCC)5RY-900
	0.650
	0.422

	
	BDB(CA)7C-650
	0.457
	0.209

	
	(CT)8TG-1000
	0.447
	0.200



