Supplementary materials
Supplementary Table 1: The concentrations of 9 urinary heavy metals in the NHANES 2005-2018.
Supplementary Table 2: Univariate logistic regression analysis of risk factors associated with DR.
Supplementary Table 3: The effect of the mixture of 9 urinary heavy metals on the prevalence of DR in the WQS model.
Supplementary Table 4: The PIP value of each urinary heavy metal of the prevalence of DR in the BKMR model.
Supplementary Table 5: The differentially expressed genes identified in the GSE102485.
Supplementary Table 6: The differentially expressed genes identified in the GSE179568.
Supplementary Table 7: The gene expression matrix (count/tpm) derived from raw sequencing data, along with the list of differentially expressed genes (DEGs) identified between the Control and PAT groups.
Supplementary Table 8: The gene expression matrix (count/tpm) derived from raw sequencing data, along with the list of differentially expressed genes (DEGs) identified between the PTH and PAT groups.
Supplementary Table 9: Antibodies used in this study.
Supplementary Figure 1: Correlation among the concentrations of nine urinary heavy metals in the NHANES database.
Supplementary Figure 2: The individual effect of each heavy metal on DR prevalence when other heavy metals were set at the 50th percentile in the BKMR model.
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