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[bookmark: _GoBack]Figure S1. Quality control and feature selection of single-cell transcriptomic data. A. Violin plots showing the distribution of key quality control metrics (number of detected genes, total counts, and mitochondrial gene percentage) across cells. B. Scatter plots evaluating correlations among quality control metrics. C. Mean expression versus variance plot for highly variable gene selection, with the top 1,500 highly variable genes highlighted in red. D. JackStraw plot assessing the significance of principal components. E. Gene loadings for the top 4 principal components. F. Bubble plot showing expression patterns of canonical marker genes across annotated cell types, with dot size representing the percentage of expressing cells and color intensity representing the average expression level.
image1.tiff
nFeature_RNA

120000,

90000

0000

0000

nCount_RNA

percent.mt

dentity

© Varan

‘Standardized Variance
‘Standardized Variance

7 @ 7 f’if ﬁ_@ FF
v
A, s‘*’ ef’
& f &
ety wenity
D
oz 03
o -
goz
Rl S Ve oo 1500 3
o

e Tozie o002 TeTonTazre o0 Ta2

Average Expression Average Expression F

AF1 . eRkar .

TYROBP- . EXT1 B |

BT . 2P\ . i
MSAAT : NARLADLZ .

PLEK . Eied . |
FCGRA. BLco : ]
MSIABA B Bicct |

cr . GUS3. p
FCERTC. : ROBGT ;]
‘GeRiE . SAMDAA

ciaa. NDC3

clac: . Fax7 : |

SART . D35 B |

Cyas: B SULFT . o

Cice: . X5 B o
cclat B neGs] o o

(3 chsva. 3

i2 PSD3
LapTS FGFI “

Fs0 . a0 o

00B00 00R25 00BED 00W5 00000 0075 00 0085 00w 008
PC_1 PC_2
FATO7A . Uncomsr . o

Sox17. N ‘coos . N
ADAMTSS : PRET A
PLUAP . SANDS N
cachan B "Co3D A =

GIAT . STATa : -
APGIDT : e . z
WiARS: PTENZ2 b
RANPS TREC B -

ERG. : SKABT o
SLooARz crsw

SOk 3 =

Pl Sz B

1552 B 052 . M

SP1 . cB2d7. b
ADGRFS: . RUNXS .

SDe3 B NKG7. .

. gl .

L . Al .

e cetsl.

o1 oz 011 01 5 o o o
3 PC_4

"Count RN

ety

Empical

000

o
[ ]

percstmt

nount RNA

PC: prval
- rcro
- pc2o
P
° poa2sem
Pty
* poe1zren
< per 1z
~ PCB Sadasts
< rcao
© P t0aste-207
- peiii429e2
© PG 12 3sde et
- Poro
- peisio
- P15 156250
© P16 260e 288
< poimo
© peieo

PG 15: 1570-270
© poaiiarease

ety

0@ c0 e o@o00 e

Lo @
piccectleve ' Cos  weelhlels eble & - 4

"o - @0+ 0000000000050+ + « «@o - o@ @0

%,

|





