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Fig. S1 Manhattan and QQ plots associated with several studied traits for the three models used. 

Additional file 2: Figure_S2.PDF
Fig. S2 Impact of temperature and time of cold exposure during early imbibition on final germination percentage. 
The imbibition at continuous 20°C was used as control. Data are the average (± SD) of 3 replicates of 50 seeds. Genotypes are G1, Giessener; G2, C14/58 PI257432; G3 Caloria and G4 Progress.

Additional file 3: FigureS_3.PDF
Fig. S3 Frequency distributions of traits related to imbibitional damages, germination dynamics parameters, and seed characteristics.
Germination percentage (A), total seedlings percentage (B), and normal seedlings percentage at 20°C or 16 h at 8°C before 20°C (C). Germination logistic curve parameters d (D), e (E) and b (F), at continuous 20°C or 10°C. Times to reach 20% (G), 30% (H) and 70% (I) at continuous 20°C or 10°C. Relatives temperature sensitivity of germination dynamic as  (J) and of chilling-induced imbibitional damage as  (K). Thousand seed weight (L) and hard seededness percentage (M).
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Fig. S4 Correlation between seed and seedling-related traits phenotyped under control and cold conditions. 
Only significant correlation values are represented by a coloured circle. The size and the colour of the circles represent the Spearman’s coefficients. b, slope parameter around the inflection point; d, final predicted germination; e, inflection point, predicted mean time of germination; t20, t30, t50, t70, t80, time to indicated fraction of germination; TSW, thousand-seed weight.
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Table S1. Identified loci and associated genes across all traits phenotyped under control and cold conditions.
Table S2. GO terms enrichment analysis of Arabidopsis homologous genes underlying loci associated with chilling-induced damage. 

