Table S1 – Alpha diversity indices (Shannon and Simpson) of the intestinal microbiota of juvenile Colossoma macropomum at species and phylum levels before experimental challenge, after 90 days of dietary supplementation with Weissella cibaria strains.
	Treatment
	Specie
	Phylum

	
	Shannon
	Simpson
	Shannon
	Simpson

	CTL
	0.198 ± 0.004 A
	0.057 ± 0.003 A
	0.166 ± 0.007 A
	0.057 ± 0.004 A

	M14-3F
	0.139 ± 0.087 A
	0.039 ± 0.028 A
	0.102 ± 0.058 A
	0.035 ± 0.022 A

	M14-1F
	0.256 ± 0.134 A
	0.119 ± 0.091 A
	0.232 ± 0.141 A
	0.114 ± 0.093 A

	I10-3F
	0.477 ± 0.594 A
	0.198 ± 0.259 A
	0.351 ± 0.415 A
	0.180 ± 0.235 A

	I10-1F
	0.700 ± 0.263 A
	0.307 ± 0.138 A
	0.527 ± 0.163 A
	0.285 ± 0.127 A


* Data are presented as mean ± standard deviation. Differences among treatments were analyzed by one-way ANOVA followed by Tukey’s HSD post hoc test. No significant differences were observed among treatments for the Shannon index at the species level (ANOVA, p = 0.6418) or the Simpson index at the species level (ANOVA, p = 0.5210). Similarly, no significant differences among treatments were observed at the phylum level for the Shannon index (ANOVA, p = 0.186) or the Simpson index (ANOVA, p = 0.183). Different letters within the same column indicate significant differences among treatments (Tukey’s HSD, p < 0.05); however, all treatments shared the same letter, indicating statistical similarity.

Table S2. Alpha diversity indices (Shannon and Simpson) of the intestinal microbiota of juvenile Colossoma macropomum at species and phylum levels after experimental challenge with Aeromonas hydrophila.
	Treatment
	Specie level
	Phylum level

	
	Shannon
	Simpson
	Shannon
	Simpson

	CTL
	1.539 ± 0.361 A
	0.637 ± 0.139 A
	0.397 ± 0.521 A
	0.201 ± 0.279 A

	M14-3F
	1.356 ± 0.867 A
	0.636 ± 0.213 A
	0.188 ± 0.171 A
	0.091 ± 0.106 A

	M14-1F
	1.555 ± 0.415 A
	0.719 ± 0.09 A
	0.413 ± 0.421 A
	0.242 ± 0.273 A

	I10-3F
	1.384 ± 0.341 A
	0.664 ± 0.095 A
	0.335 ± 0.376 A
	0.187 ± 0.247 A

	I10-1F
	1.133 ± 0.562 A
	0.602 ± 0.168 A
	0.246 ± 0.324 A
	0.147 ± 0.223 A


* Data are presented as mean ± standard deviation. At the species level, Shannon index values were analyzed using one-way ANOVA followed by Tukey’s HSD post hoc test (95% confidence level), with no significant differences among treatments (ANOVA, p = 0.875). Simpson index values were analyzed using the Kruskal–Wallis test followed by Dunn’s post hoc test with Bonferroni correction, also showing no significant differences among treatments (Kruskal–Wallis, p = 0.626). At the phylum level, Shannon index values were analyzed using one-way ANOVA (p = 0.935), while Simpson index values were analyzed using the Kruskal–Wallis test (p = 0.959). No significant differences among treatments were observed for either index. Different letters within the same column indicate significant differences among treatments (p < 0.05), whereas identical letters indicate statistical similarity.


Table S3. PERMANOVA results based on Bray–Curtis dissimilarity showing the effects of dietary treatment and bacterial challenge with Aeromonas hydrophila on the intestinal microbial community structure of juvenile Colossoma macropomum.
	Source of variation
	Df
	R²
	F
	p-value

	Probiotic
	4
	0.0566
	0.8872
	0.511

	Challenge
	1
	0.5647
	35.4328
	0.001*

	Probiotic × Challenge
	4
	0.0600
	0.9413
	0.480


Notes: Multivariate analysis was performed using PERMANOVA (999 permutations) based on Bray–Curtis dissimilarity. R² represents the proportion of variation explained by each factor. A significant effect of bacterial challenge was observed (F = 35.4328; R² = 0.5647; p = 0.001), while no significant effects were detected for dietary treatment (F = 0.8872; R² = 0.0566; p = 0.511) or for the interaction between treatment and challenge (F = 0.9413; R² = 0.0600; p = 0.480). Significance level: p < 0.05.

Table S4. PERMANOVA results based on Bray–Curtis dissimilarity showing the effects of dietary treatment and bacterial challenge with Aeromonas hydrophila on the intestinal microbial community structure at the phylum level of juvenile Colossoma macropomum.
	Source of variation
	Df
	R²
	F
	p-value

	Probiotic
	4
	0.0142
	0.5354
	0.679

	Challenge
	1
	0.8402
	126.5321
	0.001*

	Probiotic × Challenge
	4
	0.0127
	0.4796
	0.724


Notes: Multivariate analysis was performed using PERMANOVA (999 permutations) based on Bray–Curtis dissimilarity. R² represents the proportion of variation explained by each factor. A significant effect of bacterial challenge was observed (F = 126.5321; R² = 0.8402; p = 0.001), while no significant effects were detected for dietary treatment (F = 0.5354; R² = 0.0142; p = 0.679) or for the interaction between treatment and challenge (F = 0.4796; R² = 0.0127; p = 0.724). Significance level: p < 0.05
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