Supplementary Table S2. Variants identified in BRCA1 and BRCA2 among carriers without cancer.
	BRCA1
	BRCA2

	Variant (HGVS c.)
	Protein (HGVS p.)
	Var. class
	N
	%
	Variant (HGVS c.)
	Protein (HGVS p.)
	Var. class
	N
	%

	c.5266dupC
	p.(Gln1756Profs*74)
	Frameshift
	10
	13·9
	c.156_157insAlu
	p.(?)
	Other
	6
	7·2

	c.3331_3334del
	p.(Gln1111Asnfs*5)
	Frameshift
	10
	13·9
	c.2T>G
	p.(Met1?)
	Other
	5
	6·0

	c.798_799del
	p.(Ser267Lysfs*19)
	Frameshift
	4
	5·6
	c.6405_6409del
	p.(Asn2135Lysfs*3)
	Frameshift
	5
	6·0

	c.1687C>T
	p.(Gln563Ter)
	Nonsense
	3
	4·2
	c.6656C>G
	p.(Ser2219*)
	Nonsense
	4
	4·8

	c.211A>G
	p.(Arg71Gly)
	Missense
	3
	4·2
	c.1138delA
	p.(Ser380Valfs)
	Frameshift
	3
	3·6

	c.1468_1513dup
	p.(Lys505Thrfs*12)
	Frameshift
	2
	2·8
	c.1593dupA
	p.(Glu532Argfs*3)
	Frameshift
	2
	2·4

	c.2037delins
	p.(Lys679Asnfs*4)
	Frameshift
	2
	2·8
	c.2845del
	p.(Tyr949fs)
	Frameshift
	2
	2·4

	c.2405_2406delTG
	p.(Val802Glufs*7)
	Frameshift
	2
	2·8
	c.4370del
	p.(Leu1457Cysfs*6)
	Frameshift
	2
	2·4

	c.4484G>T
	p.(Arg1495Met)
	Missense
	2
	2·8
	c.4380_4381del
	p.(Ser1461Leufs*4)
	Frameshift
	2
	2·4

	c.5096G>A
	p.(Arg1699Gln)
	Missense
	2
	2·8
	c.5616_5620delAGTAA
	p.(Lys1872Asnfs*2)
	Frameshift
	2
	2·4

	c.5444G>A
	p.(Trp1815*)
	Nonsense
	2
	2·8
	c.5946del
	p.(Ser1982Argfs)
	Frameshift
	2
	2·4

	c.1071dup
	p.(Leu358Thrfs*8)
	Frameshift
	1
	1·4
	c.6001dupT
	p.(Ser2001Phefs*2)
	Frameshift
	2
	2·4

	c.181T>G
	p.(Cys61Gly)
	Missense
	1
	1·4
	c.6174del
	p.(Phe2058fs)
	Frameshift
	2
	2·4

	c.190T>C
	p.(Cys64Arg)
	Missense
	1
	1·4
	c.6952C>T
	p.(Arg2318*)
	Nonsense
	2
	2·4

	c.1961dupA
	p.(Tyr655Valfs)
	Frameshift
	1
	1·4
	c.7124T>G
	p.(Leu2375*)
	Nonsense
	2
	2·4

	c.2157insCC
	p.(Lys679Asnfs*4)
	Frameshift
	1
	1·4
	c.1310_1313del
	p.(Lys437Ilefs*22)
	Frameshift
	1
	1·2

	c.2722G>T
	p.(Glu908Ter)
	Nonsense
	1
	1·4
	c.1366delA
	p.(Ser380Valfs*19)
	Frameshift
	1
	1·2

	c.2881A>T
	p.(Asn961Tyr)
	Missense
	1
	1·4
	c.1389_1390delAG
	p.(Val464Glyfs*3)
	Frameshift
	1
	1·2

	c.3756_3759del
	p.(Ser1253Argfs*10)
	Frameshift
	1
	1·4
	c.1588A>T
	p.(Lys530*)
	Nonsense
	1
	1·2

	c.3770_3771del
	p.(Glu1257Glyfs*9)
	Frameshift
	1
	1·4
	c.1762_1766del
	p.(Asn588Valfs*7)
	Frameshift
	1
	1·2

	c.3916_3917delTT
	p.(Leu1306Aspfs)
	Frameshift
	1
	1·4
	c.2466del
	p.(Cys822fs)
	Frameshift
	1
	1·2

	c.4165_4166del
	p.(Ser1389Terfs)
	Frameshift
	1
	1·4
	c.2471del
	p.(Leu824*)
	Nonsense
	1
	1·2

	c.4327C>T
	p.(Arg1443*)
	Nonsense
	1
	1·4
	c.2405_2406del
	p.(Val802Glufs*7)
	Frameshift
	1
	1·2

	c.4675+1G>A
	p.(?)
	Splice-site
	1
	1·4
	c.2806_2809del
	p.(Ala938Profs)
	Frameshift
	1
	1·2

	c.4688dupA
	p.(Tyr1563Ter)
	Nonsense
	1
	1·4
	c.2808_2811del
	p.(Ala938Profs*21)
	Frameshift
	1
	1·2

	c.4956G>A
	p.(Met1652Ile)
	Missense
	1
	1·4
	c.2978G>A
	p.(Trp993*)
	Nonsense
	1
	1·2

	c.4987-1G>A
	p.(?)
	Splice-site
	1
	1·4
	c.3046G>T
	p.(Glu1016*)
	Nonsense
	1
	1·2

	c.5030_5033delCTAA
	p.(Thr1677Ilefs)
	Frameshift
	1
	1·4
	c.3502dupA
	p.(Met1168Asnfs*16)
	Frameshift
	1
	1·2

	c.5057A>G
	p.(His1686Arg)
	Missense
	1
	1·4
	c.425G>T
	p.(Ser142Ile)
	Missense
	1
	1·2

	c.5075-1G>C
	p.(?)
	Splice-site
	1
	1·4
	c.469_470del
	p.(Lys157Valfs*25)
	Frameshift
	1
	1·2

	c.5095C>T
	p.(Arg1699Trp)
	Missense
	1
	1·4
	c.4964dupA
	p.(Tyr1655fs)
	Frameshift
	1
	1·2

	c.5123C>A
	p.(Ala1708Glu)
	Missense
	1
	1·4
	c.5158dupT
	p.(Ser1720Phefs*7)
	Frameshift
	1
	1·2

	c.658_659del
	p.(Val220Ilefs*4)
	Frameshift
	1
	1·4
	c.5195del
	p.(Leu1732Profs*)
	Frameshift
	1
	1·2

	c.66_67delAG
	p.(Glu23fs)
	Frameshift
	1
	1·4
	c.5206C>T
	p.(Gln1736*)
	Nonsense
	1
	1·2

	c.68_69del
	p.(Glu23Valfs*17)
	Frameshift
	1
	1·4
	c.5419del
	p.(Ile1807Leufs*27)
	Frameshift
	1
	1·2

	c.791_794delGTTC
	p.(Ser264Metfs)
	Frameshift
	1
	1·4
	c.5563dupT
	p.(Ser1855Phefs*3)
	Frameshift
	1
	1·2

	del Ex 21_23
	p.(?)
	Other
	1
	1·4
	c.5791C>T
	p.(Gln1931*)
	Nonsense
	1
	1·2

	del Ex12
	p.(?)
	Other
	1
	1·4
	c.6037A>T
	p.(Lys2013*)
	Nonsense
	1
	1·2

	del Ex12_14
	p.(?)
	Other
	1
	1·4
	c.6049A>T
	p.(Lys2017*)
	Nonsense
	1
	1·2

	del Ex22
	p.(?)
	Other
	1
	1·4
	c.631+2T>G
	p.(?)
	Splice-site
	1
	1·2

	del Ex9_19
	p.(?)
	Other
	1
	1·4
	c.658_659del
	p.(Val220Ilefs*4)
	Frameshift
	1
	1·2

	 
	 
	Total
	72
	100·0
	c.7435+1G>T
	p.(?)
	Splice-site
	1
	1·2

	Note. Percentages refer to the total number of variant records among carriers without cancer within each gene (BRCA1 and BRCA2). HGVS = Human Genome Variation Society nomenclature; c. = coding DNA; p. = protein.

	c.7975A>G
	p.(Arg2659Gly)
	Missense
	1
	1·2

	
	c.7987del
	p.(Glu2663Lysfs*10)
	Frameshift
	1
	1·2

	
	c.8195T>G
	p.(Leu2732Ter)
	Nonsense
	1
	1·2

	
	c.8488-1G>A
	p.(?)
	Splice-site
	1
	1·2

	
	c.8725A>T
	p.(Lys2909*)
	Nonsense
	1
	1·2

	
	c.8878C>T
	p.(Gln2960*)
	Nonsense
	1
	1·2

	
	c.9004G>A
	p.(Glu3002Lys)
	Missense
	1
	1·2

	
	c.9097_9098insT
	p.(Thr3033Ilefs*11)
	Frameshift
	1
	1·2

	
	c.9147C>G
	p.(Tyr3049*)
	Nonsense
	1
	1·2

	
	c.9227G>T
	p.(Gly3076Val)
	Missense
	1
	1·2

	
	c.931del
	p.(Cys311fs)
	Frameshift
	1
	1·2

	
	c.9382C>T
	p.(Arg3128*)
	Nonsense
	1
	1·2

	
	del Ex14
	p.(?)
	Other
	1
	1·2

	
	
	
	Total
	83
	100·0


Note: Counts are shown by variant, including repeated variant records. Percentages refer to the total number of variant records among carriers without cancer within each gene: BRCA1 = 72 and BRCA2 = 83. Abbreviations: HGVS, Human Genome Variation Society nomenclature; c., coding DNA; p., protein.







