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Table S1 
Experimental design and data analysis of Box-Behnken
	
	Factors
	

	No.
	A/%
	B/(U/g)
	C/min
	D/pH
	DH/%

	1
	3
	18000
	3
	9
	22.98

	2
	2
	14000
	3
	9.5
	20.31

	3
	2
	18000
	3
	9.5
	21.23

	4
	3
	14000
	3
	9
	21.25

	5
	2
	16000
	3
	9
	21.58

	6
	1
	16000
	2
	9
	17.28

	7
	2
	18000
	2
	9
	20.85

	8
	1
	14000
	3
	8.5
	16.25

	9
	3
	16000
	2
	9
	21.12

	10
	2
	16000
	3
	9
	23.11

	11
	2
	16000
	2
	8.5
	19.55

	12
	3
	16000
	3
	8.5
	21.11

	13
	2
	16000
	2
	9.5
	19.83

	14
	3
	16000
	3
	9.5
	22.59

	15
	2
	14000
	3
	8.5
	19.18

	16
	2
	16000
	3
	9
	22.75

	17
	2
	16000
	4
	8.5
	20.53

	18
	1
	16000
	3
	9.5
	18.18

	19
	3
	16000
	4
	9
	23.15

	20
	2
	14000
	4
	9
	20.15

	21
	2
	18000
	3
	8.5
	19.98

	22
	2
	14000
	2
	9
	18.23

	23
	2
	16000
	3
	9
	22.59

	24
	1
	18000
	3
	9
	17.25

	25
	1
	16000
	4
	9
	17.52

	26
	2
	16000
	3
	9
	22.98

	27
	1
	16000
	3
	8.5
	16.83

	28
	2
	18000
	4
	9
	20.59

	29
	2
	16000
	4
	9.5
	21.59


Table S2
Analysis of variance to fit a quadratic polynomial model
	Source
	Sum of Squares
	df
	Mean Square
	F Value
	P value
	

	Model
	116.38
	14
	8.31
	42.3
	< 0.0001**
	significant

	A 
	59.88
	1
	59.88
	304.66
	< 0.0001**
	

	B 
	2.94
	1
	2.94
	14.97
	0.0017**
	

	C 
	3.71
	1
	3.71
	18.86
	0.0007**
	

	D
	3.37
	1
	3.37
	17.16
	0.001**
	

	AB
	1.01
	1
	1.01
	5.12
	0.0401*
	

	AC
	0.8
	1
	0.8
	4.08
	0.0631
	

	AD
	0.046
	1
	0.046
	0.23
	0.6372
	

	BC
	1.19
	1
	1.19
	6.05
	0.0276*
	

	BD
	0.043
	1
	0.043
	0.22
	0.6454
	

	CD
	0.15
	1
	0.15
	0.77
	0.3939
	

	A2
	17.28
	1
	17.28
	87.94
	< 0.0001**
	

	B2
	10.79
	1
	10.79
	54.91
	< 0.0001**
	

	C2
	9.19
	1
	9.19
	46.75
	< 0.0001**
	

	D2
	7.71
	1
	7.71
	39.21
	< 0.0001**
	

	Residual
	2.75
	14
	0.2
	
	
	

	Lack of Fit
	1.28
	10
	0.13
	0.35
	0.9189
	not significant

	Pure Error
	1.47
	4
	0.37
	
	
	

	Cor Total
	119.13
	28
	
	
	
	



