Palmitoylation remodels the metastatic niche and drives basal-to-luminal progenitor transition in breast cancer 
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Supplementary figures
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Fig. S1. Single-cell atlas of breast cancer lymph node, liver and brain metastases. (A) Cluster marker genes used for TSNE clustering. (B-C) Analysis of cell proportions in different cell types. (D) Expression of key genes in T cell status assessment.
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Fig. S2. Analysis of tumor microenvironment cell subpopulations with high DHHC5 expression. (A-B) Expression of annotated genes in T cells and myeloid cells in the breast cancer metastatic microenvironment. (C-D) Expression of annotated genes in myeloid cells in the breast cancer metastatic microenvironment.
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Fig. S3. In the lymph node metastasis group, the palmitoylation of T cell function markers CD69/TGFB1 is increased. (A) The heat map of palmitoylation modification proteomics shows the palmitoylation levels of T cell function markers. (B-D) Single-cell level expression of T cell function markers.
[image: ]
Fig. S4. In the lymph node metastasis group, the palmitoylation of macrophage functional markers FABP4/MRC1/APOE/FN1 is reduced. (A) The heat map of palmitoylation modification proteomics shows the palmitoylation levels of macrophage cell function markers. (B) Single-cell level expression of macrophage cell function markers.
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Fig. S5. Original image of a single tumor in the subcutaneous tumor formation experiment in mice(untreat and treat:2BP).
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