
Table 3 - Random forest regression selected performance measures estimated from the predicted probabilities, scaled predicted probabilities of Dengue fever, Chikungunya, and Oropouche on different datasets.
	Statistics
	Train/Development
	Test/Validation
	Scaled - Train
	Scaled - Test

	Dengue fever
	
	
	
	

	C (ROC)
	0.769
	0.726
	0.769
	0.726

	R2
	0.253
	0.185
	0.273
	0.202

	Intercept
	0.264
	0.261
	-0.059
	-0.000

	Slope
	1.368
	1.086
	1.245
	1.000

	Eavg
	0.064
	0.054
	0.028
	0.008

	E90
	0.103
	0.074
	0.057
	0.014

	Emax
	0.121
	0.075
	0.105
	0.039

	Chikungunya 
	
	
	
	

	C (ROC)
	0.950
	0.851
	0.950
	0.851

	R2
	-1.637
	-1.888
	0.474
	0.295

	Intercept
	-3.295
	-2.884
	1.002
	0.000

	Slope
	1.685
	1.108
	1.546
	1.000

	Eavg
	0.242
	0.243
	0.014
	0.008

	E90
	0.461
	0.503
	0.011
	0.020

	Emax
	0.477
	0.564
	0.378
	0.240

	Oropouche
	
	
	
	

	C (ROC)
	0.958
	0.897
	0.958
	0.896

	R2
	-2.251
	-2.510
	0.439
	0.297

	Intercept
	-4.019
	-3.242
	1.328
	-0.007

	Slope
	1.534
	0.930
	1.664
	0.996

	Eavg
	0.193
	0.194
	0.011
	0.002

	E90
	0.563
	0.585
	0.021
	0.005

	Emax
	0.693
	0.776
	0.361
	0.045

	C (ROC) = c statistic or area under the ROC curve; Eavg = average error; Train = dataset split used in development; Test = dataset split used in external validation; E90 = percentile 90 of prediction error; Emax = maximum prediction error. Scaled predictions were obtained from the Platt (logistic) method



