Table S2 KEGG pathway enrichment of the identified DAPs in four groups based on Mfuzz analysis
	Mfuzz Groups
	Expression patterns
	Protein Number
	Pathway ID
	KEGG Description
	Ratio in study
	Ratio in pop
	[bookmark: OLE_LINK7]P-value

	1
	Continuously increased in a time-dependent manner
	18
	map00520
	Amino sugar and nucleotide sugar metabolism
	18/465
	31/1812
	0.000114352720605

	
	
	17
	map00030
	Pentose phosphate pathway
	17/465
	35/1812
	0.00269355447082

	
	
	20
	map00270
	Cysteine and methionine metabolism
	20/465
	46/1812
	0.00588760618583

	
	
	18
	map00480
	Glutathione metabolism
	18/465
	42/1812
	0.0105386959904

	
	
	9
	map00920
	Sulfur metabolism
	9/465
	17/1812
	0.01

	
	
	7
	map00040
	Pentose and glucuronate interconversions
	7/465
	12/1812
	0.0161904982904

	
	
	16
	map00260
	Glycine, serine and threonine metabolism
	16/465
	39/1812
	0.0245448573975

	
	
	21
	map00710
	Carbon fixation in photosynthetic organisms
	21/465
	56/1812
	0.0317446127472

	
	
	6
	map00900
	Terpenoid backbone biosynthesis
	6/465
	11/1812
	0.0383016464228

	
	
	14
	map00500
	Starch and sucrose metabolism
	14/465
	35/1812
	0.0429903250089

	
	
	9
	map00240
	Pyrimidine metabolism
	9/465
	20/1812
	0.0468134303505

	2
	Continuously decreased in a time-dependent manner
	38
	map03010
	Ribosome
	38/366
	128/1812
	0.00518195851271

	
	
	3
	map03440
	Homologous recombination
	3/366
	4/1812
	0.0278192079724

	
	
	4
	map00730
	Thiamine metabolism
	4/366
	7/1812
	0.03

	3
	Gradually increased then decreased 
	23
	map00020
	Citrate cycle (TCA cycle)
	23/758
	36/1812
	0.00584018593801

	
	
	67
	map03010
	Ribosome
	67/758
	128/1812
	0.00833743857228

	
	
	9
	map00380
	Tryptophan metabolism
	9/758
	12/1812
	0.0208154075665

	
	
	41
	map03040
	Spliceosome
	41/758
	77/1812
	0.0258205448029

	
	
	32
	map00190
	Oxidative phosphorylation
	32/758
	59/1812
	0.0344112197368

	
	
	16
	map03015
	mRNA surveillance pathway
	16/758
	27/1812
	0.0501139125172

	4
	Gradually decreased then increased
	4
	map00051
	Fructose and mannose metabolism
	4/82
	21/1812
	0.0129392403181

	
	
	5
	map03018
	RNA degradation
	5/82
	37/1812
	0.02

	
	
	2
	map00510
	N-Glycan biosynthesis
	2/82
	6/1812
	0.0269541773778

	
	
	6
	map00710
	Carbon fixation in photosynthetic organisms
	6/82
	56/1812
	0.0378770014542

	
	
	5
	map00480
	Glutathione metabolism
	5/82
	42/1812
	0.0382820796561

	
	
	2
	map00780
	Biotin metabolism
	2/82
	8/1812
	0.0474375664627

	
	
	4
	map00520
	Amino sugar and nucleotide sugar metabolism
	4/82
	31/1812
	0.0483175853646



