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Supplemental Figure 1. Association of immune cell densities in the tumor core (TC) stroma with overall survival.Kaplan-Meier analysis shows no significant correlation of patient overall survival with the densities of (A) CD68⁺, (B) CD163⁺, (C) CD8⁺, (D) CD20⁺, (E) CD66b⁺, and (F) FOXP3⁺ cells.
[image: TC 实质 预后]
Supplemental Figure 2. Association of immune cell densities in the tumor core (TC) parenchyma with overall survival. Kaplan-Meier analysis shows no significant correlation of patient overall survival with the densities of (A) CD68⁺, (B) CD163⁺, (C) CD8⁺, (D) CD20⁺, (E) CD66b⁺, and (F) FOXP3⁺ cells.
[image: IM stroma 预后]
Supplemental Figure 3. Association of immune cell densities in the invasive margin (IM) stroma with overall survival. Kaplan-Meier analysis shows no significant correlation of patient overall survival with the densities of (A) CD68⁺, (B) CD163⁺, (C) CD8⁺, (D) CD20⁺, (E) CD66b⁺, and (F) FOXP3⁺ cells.
[image: IM 实质 预后]
Supplemental Figure 4. Association of immune cell densities in the invasive margin (IM) parenchyma with overall survival. Kaplan-Meier analysis shows no significant correlation of patient overall survival with the densities of (A) CD68⁺, (B) CD163⁺, (C) CD8⁺, (D) CD20⁺, (E) CD66b⁺, and (F) FOXP3⁺ cells.
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