Supplimentary Table 1:  List of proteins identidified with ≥ 2 distinct peptides. The proteins identified are listed in sequence Control Unterated, CPT (Camptothecine) treated, and Hingenbet (HI) (Balanities E.)  treated.
	Sample Name
	Distinct Summed
MS/MS Search
Score
	% AA
Coverage
	Mean
Peptide
Spectral
Intensity
	Protein Molecular weight
(Dalton)
	Distinct peptide No.
	Uniprot ID
	Protein Name

	Control Untreated
	376.07
	1.7
	826
	3845228
	37
	Q8WZ42
	Titin

	Control Untreated
	128.85
	7.2
	1480
	300351.7
	12
	Q9UQ35
	Repetitive serine/arginine matrix protein 2

	Control Untreated
	122.94
	14.4
	5890
	139935.9
	11
	P02452
	Collagen alpha-1(I) chain

	Control Untreated
	155.89
	3.7
	25600
	812883.5
	11
	Q7Z5P9
	Mucin-19

	Control Untreated
	113.35
	2.1
	621
	990583.7
	10
	P20929
	Nebulin

	Control Untreated
	95.19
	2.4
	504
	807831.2
	10
	Q8NDH2
	Leucine-rich repeat transmembrane protein CCDC168

	Control Untreated
	91.85
	2.6
	1130
	629603.7
	9
	Q09666
	Neuroblast differentiation-associated protein AHNAK

	Control Untreated
	100.58
	6.4
	1190
	293584.3
	9
	Q14315
	Filamin-C

	Control Untreated
	90.15
	2
	484
	786355.8
	9
	Q5CZC0
	Fibrous sheath-interacting protein 2

	Control Untreated
	88.5
	4
	641
	297845.7
	9
	Q9UMN6
	Histone-lysine N-methyltransferase 2B

	Control Untreated
	71.11
	8.4
	496
	187065.4
	8
	O60346
	Leucine-rich repeat-containing protein phosphatase 1 (PH domain)

	Control Untreated
	103.65
	6.2
	461
	296184.1
	8
	Q02388
	Collagen alpha-1(VII) chain

	Control Untreated
	77.93
	2.5
	1320
	617759.6
	8
	Q8IVF2
	Protein AHNAK2

	Control Untreated
	84.09
	1.2
	736
	1521202
	8
	Q8WXI7
	Mucin-16

	Control Untreated
	58.73
	6.2
	577
	220051.2
	7
	A0A494C071
	DNA repair factor 4 containing the PWWP domain

	Control Untreated
	87.31
	11.7
	1180
	142866.9
	7
	P02458
	Collagen alpha-1(II) chain

	Control Untreated
	77.91
	10.4
	815
	181689.1
	7
	P12107
	Collagen alpha-1(XI) chain

	Control Untreated
	84.41
	5.7
	543
	172586.3
	7
	P13942
	Collagen alpha-2(XI) chain

	Control Untreated
	74.81
	2.6
	629
	482683.6
	7
	Q12955
	Ankyrin-3

	Control Untreated
	87.74
	21.4
	865
	65347.3
	7
	Q96B18
	Dapper homolog 3

	Control Untreated
	72.5
	2.8
	2210
	417566.9
	7
	Q96JG9
	Zinc finger protein 469

	Control Untreated
	74.57
	5.1
	6250
	248823.5
	6
	A6NMZ7
	Collagen alpha-6(VI) chain

	Control Untreated
	75.44
	4.5
	1100
	316168
	6
	O15417
	Trinucleotide repeat-containing gene 18 protein

	Control Untreated
	69.67
	5.1
	1780
	256692.5
	6
	O75165
	DnaJ homolog subfamily C member 13

	Control Untreated
	67.98
	5.2
	1230
	246112.4
	6
	O95996
	Adenomatous polyposis coli protein 2

	Control Untreated
	75.97
	7.9
	2420
	161749
	6
	P02462
	Collagen alpha-1(IV) chain

	Control Untreated
	60.76
	7.9
	678
	163178.9
	6
	Q01955
	Collagen alpha-3(IV) chain

	Control Untreated
	58.87
	3.5
	557
	317778.9
	6
	Q02224
	Centromere-associated protein E

	Control Untreated
	67.65
	8.4
	678
	165001.9
	6
	Q14031
	Collagen alpha-6(IV) chain

	Control Untreated
	85.44
	10
	770
	128433.1
	6
	Q5T8A7
	Regulatory subunit 26 of Protein phosphatase 1 

	Control Untreated
	54.59
	2.5
	824
	299790.8
	6
	Q6UB99
	protein 11 that contains Ankyrin repeat domain

	Control Untreated
	80.32
	15.2
	504
	88896.1
	6
	Q6ZVC0
	Adapter 1 for neuronal tyrosine-phosphorylated phosphoinositide-3-kinase

	Control Untreated
	59.73
	4.6
	752
	187744.8
	6
	Q8IZC6
	Collagen alpha-1(XXVII) chain

	Control Untreated
	76.21
	6.6
	932
	162169.4
	6
	Q8NFW1
	Collagen alpha-1(XXII) chain

	Control Untreated
	53.73
	1.4
	576
	802304.8
	6
	Q8WXH0
	Nesprin-2

	Control Untreated
	40.99
	13
	608
	60517.3
	6
	Q96T92
	Insulinoma-associated protein 2

	Control Untreated
	48.19
	7.2
	1710
	178663.9
	6
	Q9UM73
	ALK tyrosine kinase receptor

	Control Untreated
	52.29
	3
	974
	418572.9
	6
	Q9UPA5
	Protein bassoon

	Control Untreated
	53.04
	5.7
	485
	181960.4
	5
	A2VDJ0
	Transmembrane protein 131-like

	Control Untreated
	56.18
	4.3
	567
	206102.3
	5
	E9PAV3
	Muscle-specific version of nascent polypeptide-associated complex subunit alpha

	Control Untreated
	59.58
	6.1
	697
	157635.6
	5
	O14802
	Subunit RPC1 of DNA-directed RNA polymerase III 

	Control Untreated
	34.19
	3.8
	744
	205443
	5
	O15015
	Zinc finger protein 646

	Control Untreated
	39.23
	3.8
	7410
	304146
	5
	O15018
	PDZ domain-containing protein 2

	Control Untreated
	60.17
	2.6
	495
	412282.1
	5
	O15230
	Laminin subunit alpha-5

	Control Untreated
	65.43
	14.5
	2950
	74437
	5
	O15231
	Zinc finger protein 185

	Control Untreated
	44.33
	11.2
	505
	66511.3
	5
	O43781
	Tyrosine-phosphorylation-regulated kinase 3 with dual specificity

	Control Untreated
	47.13
	11.6
	530
	68818.7
	5
	O60279
	Sushi domain-containing protein 5

	Control Untreated
	56.01
	2.9
	439
	292466.7
	5
	O75417
	DNA polymerase theta

	Control Untreated
	44.46
	3.3
	553
	262353.2
	5
	O95180
	T-type calcium channel subunit alpha-1H which is voltage-dependent

	Control Untreated
	65.87
	2.8
	1350
	533836.7
	5
	O95714
	HERC2 E3 ubiquitin-protein ligase

	Control Untreated
	72.47
	7.5
	512
	139817
	5
	P02461
	Collagen alpha-1(III) chain

	Control Untreated
	60.45
	5.8
	593
	168748.2
	5
	P08572
	Collagen alpha-2(IV) chain

	Control Untreated
	48.5
	7.7
	501
	113756.7
	5
	P0CJ78
	Zinc finger protein 865

	Control Untreated
	64.76
	4.7
	1110
	198787.4
	5
	P0DJD1
	GRIP domain-containing and RANBP2-like protein 2

	Control Untreated
	60.23
	6.2
	622
	169321
	5
	P10070
	Zinc finger protein GLI2

	Control Untreated
	51.15
	3.5
	524
	313808.5
	5
	P25054
	Adenomatous polyposis coli protein

	Control Untreated
	46.26
	5.7
	756
	165860.3
	5
	P53420
	Collagen alpha-4(IV) chain

	Control Untreated
	50.49
	7.7
	501
	121357
	5
	P59923
	Zinc finger protein 445

	Control Untreated
	44.77
	0.9
	459
	865781.3
	5
	Q03001
	Dystonin

	Control Untreated
	50.08
	3.7
	824
	194595.9
	5
	Q05707
	Collagen alpha-1(XIV) chain

	Control Untreated
	59.37
	6.4
	496
	177605.1
	5
	Q13796
	Protein Shroom2

	Control Untreated
	43.78
	3
	517
	227202.2
	5
	Q14008
	Cytoskeleton-associated protein 5

	Control Untreated
	48.16
	8.8
	643
	111662.6
	5
	Q15042
	Rab3 GTPase-activating protein catalytic subunit

	Control Untreated
	54.85
	3.1
	553
	262780.3
	5
	Q4AC94
	C2 domain-containing protein 3

	Control Untreated
	51.95
	1
	507
	880145.1
	5
	Q5VST9
	Obscurin

	Control Untreated
	60.85
	5.8
	456
	169174.9
	5
	Q6AHZ1
	Zinc finger protein 518A

	Control Untreated
	57.18
	2.5
	11600
	283297.9
	5
	Q86YZ3
	Hornerin

	Control Untreated
	62.17
	4.4
	521
	287377.7
	5
	Q8IUG5
	Unconventional myosin-XVIIIb

	Control Untreated
	59.19
	3.5
	515
	268353.4
	5
	Q8NG31
	Outer kinetochore KNL1 complex subunit KNL1

	Control Untreated
	61.38
	3.9
	1100
	308259.4
	5
	Q8TD26
	Chromodomain-helicase-DNA-binding protein 6

	Control Untreated
	52.83
	6.5
	9380
	166366.2
	5
	Q8TER5
	Rho guanine nucleotide exchange factor 40

	Control Untreated
	37.58
	2.9
	563
	223779.6
	5
	Q96PE2
	Rho guanine nucleotide exchange factor 17

	Control Untreated
	36.83
	4.5
	368
	166958.6
	5
	Q96RY7
	Intraflagellar transport protein 140 homolog

	Control Untreated
	55.48
	2.3
	512
	403267.9
	5
	Q96T58
	Msx2-interacting protein

	Control Untreated
	55.94
	12.9
	898
	85627.6
	5
	Q9H4M7
	Family A member 4 that contains the Pleckstrin homology domain

	Control Untreated
	40.34
	5.4
	543
	139895
	5
	Q9H7N4
	Splicing factor, arginine/serine-rich 19

	Control Untreated
	49.49
	6.4
	460
	142359.9
	5
	Q9HAZ2
	Histone-lysine N-methyltransferase PRDM16

	Control Untreated
	69.69
	2.8
	1340
	482389.4
	5
	Q9NYQ8
	Protocadherin Fat 2

	Control Untreated
	57.51
	2.9
	516
	282806.7
	5
	Q9P281
	BAH and Protein 1 that contains  coiled-coil domain

	Control Untreated
	61.34
	1.6
	1820
	522153.7
	5
	Q9P2P6
	StAR-related lipid transfer protein 9

	Control Untreated
	55.29
	4.7
	609
	164135.1
	5
	Q9Y4B4
	Helicase ARIP4

	Control Untreated
	57.43
	3.7
	1460
	233643.7
	5
	Q9Y4K1
	Protein 1 containing Beta/gamma crystallin domain

	Control Untreated
	52.36
	4.8
	607
	224037.4
	5
	Q9Y623
	Myosin-4

	Control Untreated
	50.81
	1.9
	714
	562515
	5
	Q9Y6V0
	Protein piccolo

	Control Untreated
	41.79
	12.8
	686
	64080
	4
	A2A3L6
	Tetratricopeptide repeat protein 24

	Control Untreated
	42.62
	1.2
	511
	384118.5
	4
	A4UGR9
	Protein 2 containing Xin actin-binding repeat

	Control Untreated
	42.42
	3.2
	576
	295534.6
	4
	A6H8Y1
	Transcription factor TFIIIB component B'' homolog

	Control Untreated
	40.55
	21.4
	537
	39452.5
	4
	A6NLJ0
	protein 4B
C2 calcium-dependent domain-containing 

	Control Untreated
	36.35
	7.2
	918
	65647.6
	4
	A6NNA2
	Serine/arginine repetitive matrix protein 3

	Control Untreated
	51.91
	9
	4960
	95373
	4
	A8MVX0
	Rho guanine nucleotide exchange factor 33

	Control Untreated
	50.41
	4.2
	685
	291974.2
	4
	A8TX70
	Collagen alpha-5(VI) chain

	Control Untreated
	31.99
	13.3
	568
	50452.4
	4
	D6RGX4
	Putative protein FAM90A26

	Control Untreated
	43.18
	3.6
	1100
	191097.9
	4
	D6RIA3
	Uncharacterized protein C4orf54

	Control Untreated
	42.94
	12.5
	458
	48904.5
	4
	O14763
	Tumor necrosis factor receptor superfamily member 10B

	Control Untreated
	35.04
	5.2
	480
	127482.3
	4
	O14917
	Protocadherin-17

	Control Untreated
	43.07
	4
	847
	152443.5
	4
	O15014
	Zinc finger protein 609

	Control Untreated
	46.21
	5.4
	604
	173207
	4
	O15061
	Synemin

	Control Untreated
	47.27
	6.3
	562
	143933.5
	4
	O60307
	Microtubule-associated serine/threonine-protein kinase 3

	Control Untreated
	39.24
	2.6
	458
	239401.5
	4
	O75923
	Dysferlin

	Control Untreated
	26.04
	4.2
	542
	110568
	4
	O94762
	ATP-dependent DNA helicase Q5

	Control Untreated
	41.25
	6.5
	422
	141691.3
	4
	O95428
	Papilin

	Control Untreated
	48.14
	3.6
	634
	256522.6
	4
	O95477
	Phospholipid-transporting ATPase ABCA1

	Control Untreated
	41.81
	1.4
	2960
	516961.4
	4
	P04114
	Apolipoprotein B-100

	Control Untreated
	46.78
	1.8
	531
	452399
	4
	P08F94
	Fibrocystin

	Control Untreated
	40.73
	19.6
	2260
	49598.8
	4
	P0CG40
	Transcription factor Sp9

	Control Untreated
	37.11
	3.1
	3810
	214073.2
	4
	P10586
	Receptor-type tyrosine-protein phosphatase F

	Control Untreated
	33.37
	5
	533
	109775.6
	4
	P12110
	Collagen alpha-2(VI) chain

	Control Untreated
	39.22
	2.6
	606
	345374.6
	4
	P12111
	Collagen alpha-3(VI) chain

	Control Untreated
	44.9
	14.1
	512
	49936.4
	4
	P14136
	Glial fibrillary acidic protein

	Control Untreated
	58.99
	3.1
	2090
	435276.2
	4
	P20930
	Filaggrin

	Control Untreated
	49.66
	24.2
	1930
	33897.7
	4
	P22087
	rRNA 2'-O-methyltransferase fibrillarin

	Control Untreated
	39.01
	1.2
	499
	465397.9
	4
	P22105
	Tenascin-X

	Control Untreated
	45.61
	3.5
	378
	246497.5
	4
	P24821
	Tenascin

	Control Untreated
	37.37
	1.9
	1290
	360912.4
	4
	P46013
	Proliferation marker protein Ki-67

	Control Untreated
	52.97
	2.1
	582
	396684.3
	4
	P46939
	Utrophin

	Control Untreated
	55.34
	6.3
	453
	127738.5
	4
	P48552
	Nuclear receptor-interacting protein 1

	Control Untreated
	38.58
	12.8
	524
	73294.7
	4
	P49848
	Transcription initiation factor TFIID subunit 6

	Control Untreated
	48.73
	9.4
	815
	77799.7
	4
	P52272
	Heterogeneous nuclear ribonucleoprotein M

	Control Untreated
	44.76
	5.5
	26900
	126922.3
	4
	P52333
	Tyrosine-protein kinase JAK3

	Control Untreated
	45.58
	2.8
	1970
	222134.6
	4
	P59510
	A disintegrin and metalloproteinase with thrombospondin motifs 20

	Control Untreated
	48.85
	6
	901
	134991.8
	4
	Q00722
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-2

	Control Untreated
	46.52
	11.4
	1140
	68762.3
	4
	Q01844
	RNA-binding protein EWS

	Control Untreated
	47.23
	6.9
	825
	104434.3
	4
	Q02779
	Mitogen-activated protein kinase kinase kinase 10

	Control Untreated
	46.38
	4.7
	1760
	192658.2
	4
	Q12756
	Kinesin-like protein KIF1A

	Control Untreated
	50.48
	27.1
	500
	35893.3
	4
	Q13825
	Methylglutaconyl-CoA hydratase, mitochondrial

	Control Untreated
	50.25
	11.7
	494
	58402.4
	4
	Q13884
	Beta-1-syntrophin

	Control Untreated
	43.85
	2.1
	952
	311253.2
	4
	Q14571
	Inositol 1,4,5-trisphosphate-gated calcium channel ITPR2

	Control Untreated
	35.8
	2.8
	550
	227803.2
	4
	Q14676
	Mediator of DNA damage checkpoint protein 1

	Control Untreated
	40.79
	5.3
	514
	176944.8
	4
	Q149M9
	NACHT domain- and WD repeat-containing protein 1

	Control Untreated
	36.24
	3.7
	499
	145575
	4
	Q14CM0
	FERM and PDZ domain-containing protein 4

	Control Untreated
	45.72
	1.2
	1380
	533778
	4
	Q15149
	Plectin

	Control Untreated
	29.81
	1.2
	3210
	558136.8
	4
	Q15413
	Ryanodine receptor 3

	Control Untreated
	63.11
	28.8
	4310
	55783
	4
	Q15464
	SH2 domain-containing adapter protein B

	Control Untreated
	29.62
	1.1
	440
	559693.9
	4
	Q2LD37
	Bridge-like lipid transfer protein family member 1

	Control Untreated
	39.26
	7.5
	584
	103322.4
	4
	Q2TAC2
	Coiled-coil domain-containing protein 57

	Control Untreated
	41.18
	4.1
	864
	206010.6
	4
	Q4ZHG4
	Fibronectin type III domain-containing protein 1

	Control Untreated
	48.9
	11.3
	685
	64680.4
	4
	Q5GH72
	XK-related protein 7

	Control Untreated
	48.31
	3.3
	688
	237557.4
	4
	Q5H9R4
	Armadillo repeat-containing X-linked protein 4

	Control Untreated
	33.46
	5
	502
	118437.5
	4
	Q5JRX3
	Presequence protease, mitochondrial

	Control Untreated
	44.75
	2.6
	590
	289749.1
	4
	Q5S007
	Leucine-rich repeat serine/threonine-protein kinase 2

	Control Untreated
	48.1
	10.2
	573
	84794.8
	4
	Q5T3J3
	Ligand-dependent nuclear receptor-interacting factor 1

	Control Untreated
	45.67
	1
	698
	580905.4
	4
	Q5T4S7
	E3 ubiquitin-protein ligase UBR4

	Control Untreated
	49.06
	12.6
	3390
	63823
	4
	Q5T619
	Zinc finger protein 648

	Control Untreated
	50.72
	3
	694
	276628.8
	4
	Q5UIP0
	Telomere-associated protein RIF1

	Control Untreated
	47.76
	2.5
	875
	352521.4
	4
	Q5VT06
	Centrosome-associated protein 350

	Control Untreated
	52.63
	13.6
	37400
	85104.9
	4
	Q5XG87
	Terminal nucleotidyltransferase 4A

	Control Untreated
	50.95
	18.5
	720
	58119.8
	4
	Q5XKE5
	Keratin, type II cytoskeletal 79

	Control Untreated
	46.56
	7
	394
	114214.8
	4
	Q69YH5
	Cell division cycle-associated protein 2

	Control Untreated
	43.48
	3.8
	478
	197687.5
	4
	Q6P0Q8
	Microtubule-associated serine/threonine-protein kinase 2

	Control Untreated
	42.15
	2
	8440
	274907.6
	4
	Q6P2Q9
	Pre-mRNA-processing-splicing factor 8

	Control Untreated
	48.14
	11.6
	797
	60596.8
	4
	Q6UWP8
	Suprabasin

	Control Untreated
	48.6
	4.4
	567
	127633.5
	4
	Q6ZRV2
	Protein FAM83H

	Control Untreated
	47.44
	6.8
	560
	137328.5
	4
	Q6ZU35
	Capping protein-inhibiting regulator of actin dynamics

	Control Untreated
	49.13
	4.4
	714
	199755.7
	4
	Q702N8
	Xin actin-binding repeat-containing protein 1

	Control Untreated
	42.85
	8
	600
	102679.8
	4
	Q7KZF4
	Staphylococcal nuclease domain-containing protein 1

	Control Untreated
	44.02
	2.5
	619
	307210.6
	4
	Q7Z333
	Probable helicase senataxin

	Control Untreated
	53.69
	9.4
	16200
	92558.7
	4
	Q7Z3E5
	LisH domain-containing protein ARMC9

	Control Untreated
	40.37
	2.8
	697
	228836.5
	4
	Q7Z406
	Myosin-14

	Control Untreated
	24.39
	3.7
	560
	170474.5
	4
	Q7Z460
	CLIP-associating protein 1

	Control Untreated
	38.24
	1.6
	560
	485818.9
	4
	Q7Z6Z7
	E3 ubiquitin-protein ligase HUWE1

	Control Untreated
	44.58
	5.7
	526
	111080.6
	4
	Q86T82
	Ubiquitin carboxyl-terminal hydrolase 37

	Control Untreated
	41.98
	3.8
	2780
	106604.8
	4
	Q86VM9
	Zinc finger CCCH domain-containing protein 18

	Control Untreated
	42.29
	3.4
	476
	242853.9
	4
	Q86YW9
	Mediator of RNA polymerase II transcription subunit 12-like protein

	Control Untreated
	35.69
	11.5
	613
	49818.4
	4
	Q8IV32
	Coiled-coil domain-containing protein 71

	Control Untreated
	30.25
	3.7
	690
	191753.9
	4
	Q8IVF5
	Rho guanine nucleotide exchange factor TIAM2

	Control Untreated
	38.71
	2.7
	588
	285617.3
	4
	Q8IWT3
	Cullin-9

	Control Untreated
	37.11
	3.2
	2910
	234983
	4
	Q8IYD8
	Fanconi anemia group M protein

	Control Untreated
	36.23
	13
	469
	61880.9
	4
	Q8IZ73
	Pseudouridylate synthase RPUSD2

	Control Untreated
	54.7
	2.4
	568
	235152.9
	4
	Q8IZD9
	Dedicator of cytokinesis protein 3

	Control Untreated
	44.65
	2
	606
	399758.5
	4
	Q8IZQ1
	WD repeat and FYVE domain-containing protein 3

	Control Untreated
	50.89
	3.4
	484
	163333.5
	4
	Q8N2Y8
	AP-4 complex accessory subunit RUSC2

	Control Untreated
	47.03
	6.9
	842
	84574.1
	4
	Q8N568
	Serine/threonine-protein kinase DCLK2

	Control Untreated
	23.07
	8.9
	2230
	70133.5
	4
	Q8N7J2
	APC membrane recruitment protein 2

	Control Untreated
	41.99
	2.4
	684
	212922.9
	4
	Q8N7Z5
	Ankyrin repeat domain-containing protein 31

	Control Untreated
	38.57
	6.3
	661
	116900.4
	4
	Q8NB46
	Serine/threonine-protein phosphatase 6 regulatory ankyrin repeat subunit C

	Control Untreated
	37.26
	1.5
	754
	496093.1
	4
	Q8NCM8
	Cytoplasmic dynein 2 heavy chain 1

	Control Untreated
	37.75
	3.6
	5740
	211092.3
	4
	Q8NDV7
	Trinucleotide repeat-containing gene 6A protein

	Control Untreated
	49.38
	1.6
	860
	548606
	4
	Q8NEZ4
	Histone-lysine N-methyltransferase 2C

	Control Untreated
	57.18
	2.8
	1380
	330269
	4
	Q8NFP9
	Neurobeachin

	Control Untreated
	41.91
	9
	448
	51174.7
	4
	Q8TCB0
	Interferon-induced protein 44

	Control Untreated
	36.43
	1.2
	688
	505449.3
	4
	Q8TDW7
	Protocadherin Fat 3

	Control Untreated
	41.43
	8.7
	663
	91892.7
	4
	Q8TF30
	WASP homolog-associated protein with actin, membranes and microtubules

	Control Untreated
	45.48
	7.2
	540
	87036.4
	4
	Q8TF39
	Zinc finger protein 483

	Control Untreated
	58.08
	4
	641
	218451.1
	4
	Q8TF72
	Protein Shroom3

	Control Untreated
	44.36
	3.7
	459
	234309.1
	4
	Q92614
	Unconventional myosin-XVIIIa

	Control Untreated
	26.72
	4.2
	29300
	184269.8
	4
	Q92766
	Ras-responsive element-binding protein 1

	Control Untreated
	40.93
	3.9
	511
	140386.6
	4
	Q92833
	Protein Jumonji

	Control Untreated
	57.67
	8
	795
	120765.7
	4
	Q96JA1
	Leucine-rich repeats and immunoglobulin-like domains protein 1

	Control Untreated
	59.09
	1.5
	564
	518305.9
	4
	Q96JB1
	Dynein axonemal heavy chain 8

	Control Untreated
	37.52
	4.8
	532
	135687.4
	4
	Q96JH7
	Deubiquitinating protein VCPIP1

	Control Untreated
	39.34
	1.9
	570
	396830.7
	4
	Q96PZ7
	CUB and sushi domain-containing protein 1

	Control Untreated
	38.45
	1
	375
	623648.2
	4
	Q96RW7
	Hemicentin-1

	Control Untreated
	34.19
	8.7
	20200
	30293.6
	4
	Q9BXJ5
	Complement C1q tumor necrosis factor-related protein 2

	Control Untreated
	38.85
	3.5
	478
	155244.2
	4
	Q9BXM0
	Periaxin

	Control Untreated
	31.76
	9.3
	551
	65169.1
	4
	Q9BXS0
	Collagen alpha-1(XXV) chain

	Control Untreated
	37.88
	7.8
	487
	94552.3
	4
	Q9BYN7
	Zinc finger protein 341

	Control Untreated
	54.42
	5.7
	500
	122310.6
	4
	Q9C0H5
	Rho GTPase-activating protein 39

	Control Untreated
	49.02
	7.2
	477
	97058.2
	4
	Q9C0K0
	B-cell lymphoma/leukemia 11B

	Control Untreated
	47.14
	10.3
	515
	75404.4
	4
	Q9H6R3
	Acyl-CoA synthetase short-chain family member 3, mitochondrial

	Control Untreated
	48.75
	4.2
	570
	161671.9
	4
	Q9H6S0
	3'-5' RNA helicase YTHDC2

	Control Untreated
	38.04
	9.5
	1600
	94827.1
	4
	Q9H8H2
	ATP-dependent DNA helicase DDX31

	Control Untreated
	37.95
	3.3
	556
	292339.6
	4
	Q9HCK8
	Chromodomain-helicase-DNA-binding protein 8

	Control Untreated
	40.14
	1.7
	1730
	419481.1
	4
	Q9NRC6
	Spectrin beta chain, non-erythrocytic 5

	Control Untreated
	31.94
	4.9
	1540
	63088
	4
	Q9NYP3
	Protein downstream neighbor of Son

	Control Untreated
	36.02
	3.6
	1280
	164836.3
	4
	Q9NYV4
	Cyclin-dependent kinase 12

	Control Untreated
	35.52
	1.3
	562
	526822
	4
	Q9NZJ4
	Sacsin

	Control Untreated
	37.13
	5.9
	562
	107492.4
	4
	Q9P206
	NHS-like protein 3

	Control Untreated
	49.84
	4.4
	554
	229367.3
	4
	Q9P219
	Protein Daple

	Control Untreated
	55.6
	7.9
	1310
	113622.3
	4
	Q9P232
	Contactin-3

	Control Untreated
	41.03
	3.4
	491
	225243.5
	4
	Q9P2E3
	NFX1-type zinc finger-containing protein 1

	Control Untreated
	31.5
	7.1
	7060
	67538.3
	4
	Q9UBP0
	Spastin

	Control Untreated
	27.27
	4.2
	533
	139443.7
	4
	Q9UBZ9
	DNA repair protein REV1

	Control Untreated
	45.53
	1.4
	2840
	513069.3
	4
	Q9UFH2
	Dynein axonemal heavy chain 17

	Control Untreated
	46.39
	10.4
	776
	85680.5
	4
	Q9UHB6
	LIM domain and actin-binding protein 1

	Control Untreated
	39.82
	7
	1040
	106968.3
	4
	Q9UHL9
	General transcription factor II-I repeat domain-containing protein 1

	Control Untreated
	47.88
	2.5
	428
	397852.7
	4
	Q9UKN7
	Unconventional myosin-XV

	Control Untreated
	49.54
	6.8
	2640
	114763.6
	4
	Q9ULE3
	DENN domain-containing protein 2A

	Control Untreated
	34.55
	3.7
	333
	197210.7
	4
	Q9ULI4
	Kinesin-like protein KIF26A

	Control Untreated
	55.64
	3.5
	3250
	188158.8
	4
	Q9ULL0
	Acrosomal protein KIAA1210

	Control Untreated
	34.82
	4
	628
	167136.6
	4
	Q9ULL8
	Protein Shroom4

	Control Untreated
	37.8
	0.9
	962
	843541.7
	4
	Q9UPN3
	Microtubule-actin cross-linking factor 1, isoforms 1/2/3/4/5

	Control Untreated
	49.28
	3.3
	697
	250910.2
	4
	Q9Y2F5
	Little elongation complex subunit 1

	Control Untreated
	46.83
	4.8
	858
	108980
	4
	Q9Y2H0
	Disks large-associated protein 4

	Control Untreated
	43.58
	3.3
	2030
	195936.7
	4
	Q9Y4F3
	Meiosis regulator and mRNA stability factor 1

	Control Untreated
	29
	4
	504
	172255.5
	4
	Q9Y4F5
	Centrosomal protein of 170 kDa protein B

	Control Untreated
	43.08
	2.2
	417
	273947.6
	4
	Q9Y4G6
	Talin-2

	Control Untreated
	33.7
	2.5
	1070
	225753.7
	4
	Q9Y566
	SH3 and multiple ankyrin repeat domains protein 1

	Control Untreated
	49.01
	3.9
	635
	222904
	4
	Q9Y5Y9
	Sodium channel protein type 10 subunit alpha

	Control Untreated
	34.94
	7
	692
	91213.8
	4
	Q9Y6A5
	Transforming acidic coiled-coil-containing protein 3

	Control Untreated
	30.48
	4.1
	1790
	165621.9
	3
	A0JNW5
	Bridge-like lipid transfer protein family member 3B

	Control Untreated
	33.85
	3.7
	623
	163805
	3
	A2PYH4
	Probable ATP-dependent DNA helicase HFM1

	Control Untreated
	38.19
	17.3
	2270
	17989.3
	3
	A2RUQ5
	Uncharacterized protein TMEM132E-DT

	Control Untreated
	25.55
	2.7
	737
	155251.6
	3
	A4D1E1
	Zinc finger protein 804B

	Control Untreated
	27.56
	3
	813
	86311.4
	3
	A6NEL2
	Ankyrin repeat domain-containing protein SOWAHB

	Control Untreated
	40.66
	4
	2980
	141364.5
	3
	A6NGG8
	Photoreceptor cilium actin regulator

	Control Untreated
	28.61
	5.6
	539
	74306.6
	3
	A8MVM7
	Putative uncharacterized protein ENSP00000382790

	Control Untreated
	24.74
	1.6
	532
	295096.7
	3
	B2RTY4
	Unconventional myosin-IXa

	Control Untreated
	35.91
	7.7
	514
	73709.2
	3
	O00116
	Alkyldihydroxyacetonephosphate synthase, peroxisomal

	Control Untreated
	30.04
	11.1
	557
	51286.3
	3
	O00220
	Tumor necrosis factor receptor superfamily member 10A

	Control Untreated
	24.31
	6.5
	530
	69559.3
	3
	O00327
	Basic helix-loop-helix ARNT-like protein 1

	Control Untreated
	27.42
	3.9
	552
	121188.6
	3
	O00329
	Phosphatidylinositol 4,5-bisphosphate 3-kinase catalytic subunit delta isoform

	Control Untreated
	25.61
	6.2
	571
	82878.4
	3
	O00471
	Exocyst complex component 5

	Control Untreated
	31.77
	9.3
	641
	62148
	3
	O00748
	Cocaine esterase

	Control Untreated
	28.8
	1.3
	2030
	278532.8
	3
	O00763
	Acetyl-CoA carboxylase 2

	Control Untreated
	33.49
	7.6
	525
	83896.1
	3
	O14867
	Transcription regulator protein BACH1

	Control Untreated
	23.98
	2.7
	475
	209165.9
	3
	O14981
	TATA-binding protein-associated factor 172

	Control Untreated
	29.11
	2.5
	773
	286317.4
	3
	O15021
	Microtubule-associated serine/threonine-protein kinase 4

	Control Untreated
	24.16
	7.5
	475
	75274.3
	3
	O15037
	Protein KHNYN

	Control Untreated
	39.68
	2
	612
	340551
	3
	O15050
	TPR and ankyrin repeat-containing protein 1

	Control Untreated
	36.59
	15.9
	675
	47509
	3
	O15105
	Mothers against decapentaplegic homolog 7

	Control Untreated
	23.3
	5.8
	470
	96590.9
	3
	O15265
	Ataxin-7

	Control Untreated
	31.94
	13
	1500
	39381.1
	3
	O15480
	Melanoma-associated antigen B3

	Control Untreated
	33.28
	2
	425
	335976
	3
	O43149
	Zinc finger ZZ-type and EF-hand domain-containing protein 1

	Control Untreated
	28.18
	3.6
	496
	143891.4
	3
	O43933
	Peroxisomal ATPase PEX1

	Control Untreated
	42.77
	5.5
	74700
	176361.4
	3
	O60241
	Adhesion G protein-coupled receptor B2

	Control Untreated
	32.96
	2
	612
	256666.6
	3
	O60287
	Nucleolar pre-ribosomal-associated protein 1

	Control Untreated
	26.66
	2.7
	644
	228291.3
	3
	O60293
	Zinc finger C3H1 domain-containing protein

	Control Untreated
	46.34
	15.7
	1210
	75567.9
	3
	O60504
	Vinexin

	Control Untreated
	37.21
	4.7
	851
	173758.1
	3
	O75094
	Slit homolog 3 protein

	Control Untreated
	36.92
	4.7
	496
	84128.2
	3
	O75106
	Amine oxidase [copper-containing] 2

	Control Untreated
	33.76
	6.4
	1200
	141859.9
	3
	O75122
	CLIP-associating protein 2

	Control Untreated
	22.78
	5.5
	464
	117152.8
	3
	O75362
	Zinc finger protein 217

	Control Untreated
	28.43
	2.1
	466
	321004.1
	3
	O75691
	Small subunit processome component 20 homolog

	Control Untreated
	20.6
	15.5
	54600
	26245.1
	3
	O75934
	Pre-mRNA-splicing factor SPF27

	Control Untreated
	42.57
	6
	669
	147530.9
	3
	O94966
	Ubiquitin carboxyl-terminal hydrolase 19

	Control Untreated
	41.05
	5.1
	496
	117671.2
	3
	O94988
	Protein FAM13A

	Control Untreated
	31.22
	2.3
	825
	249567.7
	3
	O95425
	Supervillin

	Control Untreated
	31.1
	4.4
	639
	122593.1
	3
	O95466
	Formin-like protein 1

	Control Untreated
	29.62
	1.6
	520
	380826.2
	3
	O95613
	Pericentrin

	Control Untreated
	38.79
	4.2
	649
	140845
	3
	O95622
	Adenylate cyclase type 5

	Control Untreated
	52.35
	8.9
	8250
	88588.3
	3
	O95672
	Endothelin-converting enzyme-like 1

	Control Untreated
	40.67
	3.5
	623
	180325.5
	3
	O95785
	Protein Wiz

	Control Untreated
	39.47
	11.3
	465
	73244.1
	3
	O95936
	Eomesodermin homolog

	Control Untreated
	24.68
	1.7
	644
	311802.4
	3
	P01266
	Thyroglobulin

	Control Untreated
	36.01
	13.1
	1650
	33116.5
	3
	P02686
	Myelin basic protein

	Control Untreated
	44.43
	7.2
	480
	80685.1
	3
	P05165
	Propionyl-CoA carboxylase alpha chain, mitochondrial

	Control Untreated
	45.02
	11.9
	1010
	68987.3
	3
	P06276
	Cholinesterase

	Control Untreated
	29.19
	4.2
	841
	129825
	3
	P08123
	Collagen alpha-2(I) chain

	Control Untreated
	28.2
	12
	541
	44105.2
	3
	P08727
	Keratin, type I cytoskeletal 19

	Control Untreated
	43.62
	4.6
	783
	167678.4
	3
	P09884
	DNA polymerase alpha catalytic subunit

	Control Untreated
	14.93
	4.3
	28900
	74024.4
	3
	P0DKX0
	Zinc finger protein 728

	Control Untreated
	21.76
	4.4
	15800
	49955.5
	3
	P0DOX5
	Immunoglobulin gamma-1 heavy chain

	Control Untreated
	31.28
	12.5
	1720
	26722.8
	3
	P0DSO1
	Protein FAM246C

	Control Untreated
	33.67
	12.5
	1690
	69508.9
	3
	P10515
	Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial

	Control Untreated
	30.46
	2.4
	594
	175123.7
	3
	P11388
	DNA topoisomerase 2-alpha

	Control Untreated
	36.23
	10.2
	911
	82008.9
	3
	P11678
	Eosinophil peroxidase

	Control Untreated
	37.03
	11.1
	5450
	54127.1
	3
	P14317
	Hematopoietic lineage cell-specific protein

	Control Untreated
	20.5
	7.6
	503
	64759.2
	3
	P14866
	Heterogeneous nuclear ribonucleoprotein L

	Control Untreated
	27.72
	5
	624
	99738.8
	3
	P15498
	Proto-oncogene vav

	Control Untreated
	23.86
	1.2
	527
	334221.3
	3
	P15924
	Desmoplakin

	Control Untreated
	23.16
	2.4
	273000
	152648.7
	3
	P17948
	Vascular endothelial growth factor receptor 1

	Control Untreated
	28.36
	10.8
	474
	50536.5
	3
	P18031
	Tyrosine-protein phosphatase non-receptor type 1

	Control Untreated
	24.13
	6.3
	1770
	76670.1
	3
	P19338
	Nucleolin

	Control Untreated
	37.87
	1.7
	2070
	322961
	3
	P21359
	Neurofibromin

	Control Untreated
	26.74
	2.1
	917
	216136.1
	3
	P21675
	Transcription initiation factor TFIID subunit 1

	Control Untreated
	35.84
	1.4
	971
	570870.9
	3
	P21817
	Ryanodine receptor 1

	Control Untreated
	21.87
	14.5
	510
	28216.8
	3
	P23560
	Neurotrophic factor BDNF precursor form

	Control Untreated
	33.64
	8.3
	552
	79196.4
	3
	P24723
	Protein kinase C eta type

	Control Untreated
	36.21
	2.1
	41100
	346548.9
	3
	P25391
	Laminin subunit alpha-1

	Control Untreated
	32.1
	15.5
	480
	35642.6
	3
	P27216
	Annexin A13

	Control Untreated
	30.84
	5.2
	495
	73340.1
	3
	P30203
	T-cell differentiation antigen CD6

	Control Untreated
	32.74
	9.1
	507
	72280.8
	3
	P30291
	Wee1-like protein kinase

	Control Untreated
	22.4
	8.4
	508
	54219.5
	3
	P30307
	M-phase inducer phosphatase 3

	Control Untreated
	36.4
	3.2
	564
	166700.6
	3
	P30414
	NK-tumor recognition protein

	Control Untreated
	34.03
	20
	526
	33327
	3
	P35030
	Trypsin-3

	Control Untreated
	34.52
	22.1
	628
	38070
	3
	P35247
	Pulmonary surfactant-associated protein D

	Control Untreated
	30.41
	6.7
	598
	74526.2
	3
	P35663
	Cylicin-1

	Control Untreated
	19.95
	4.2
	486
	107000.9
	3
	P36776
	Lon protease homolog, mitochondrial

	Control Untreated
	24.26
	3
	548
	142288.1
	3
	P39059
	Collagen alpha-1(XV) chain

	Control Untreated
	33.99
	5.4
	508
	102302.9
	3
	P42261
	Glutamate receptor 1

	Control Untreated
	33.48
	9
	790
	99446.9
	3
	P42262
	Glutamate receptor 2

	Control Untreated
	32.59
	2.8
	481
	159366.5
	3
	P43146
	Netrin receptor DCC

	Control Untreated
	40.98
	2.4
	1290
	285035.1
	3
	P46100
	Transcriptional regulator ATRX

	Control Untreated
	29.84
	1.2
	917
	271827.6
	3
	P46821
	Microtubule-associated protein 1B

	Control Untreated
	32.2
	2.1
	706
	229315.4
	3
	P48634
	Protein PRRC2A

	Control Untreated
	33.02
	1.7
	1240
	360658.8
	3
	P49454
	Centromere protein F

	Control Untreated
	43.44
	1.7
	327
	321783.7
	3
	P50851
	Lipopolysaccharide-responsive and beige-like anchor protein

	Control Untreated
	35.13
	6.3
	695
	83297.5
	3
	P51003
	Poly(A) polymerase alpha

	Control Untreated
	24.63
	1.4
	515
	388559.4
	3
	P51587
	Breast cancer type 2 susceptibility protein

	Control Untreated
	31.78
	6.4
	536
	84076.8
	3
	P51812
	Ribosomal protein S6 kinase alpha-3

	Control Untreated
	23.46
	2.8
	603
	145624
	3
	P51816
	AF4/FMR2 family member 2

	Control Untreated
	30.76
	4.2
	524
	132217.9
	3
	P51825
	AF4/FMR2 family member 1

	Control Untreated
	44.66
	14.2
	613
	58217.1
	3
	P51956
	Serine/threonine-protein kinase Nek3

	Control Untreated
	29.25
	3
	580
	162040.1
	3
	P53355
	Death-associated protein kinase 1

	Control Untreated
	23.82
	4.2
	641
	103959
	3
	P55786
	Puromycin-sensitive aminopeptidase

	Control Untreated
	31.79
	1.7
	1410
	243509.7
	3
	P56715
	Oxygen-regulated protein 1

	Control Untreated
	19.99
	4.6
	597
	75319.5
	3
	P57075
	Ubiquitin-associated and SH3 domain-containing protein A

	Control Untreated
	44.36
	8.5
	1140
	92350.8
	3
	P57078
	Receptor-interacting serine/threonine-protein kinase 4

	Control Untreated
	35.82
	6.6
	582
	104034.7
	3
	P57103
	Sodium/calcium exchanger 3

	Control Untreated
	34.63
	1
	613
	558101.4
	3
	P58107
	Epiplakin

	Control Untreated
	32.54
	2.7
	575
	258392.4
	3
	P78363
	Retinal-specific phospholipid-transporting ATPase ABCA4

	Control Untreated
	36.6
	3.6
	1360
	127680.5
	3
	P78524
	DENN domain-containing protein 2B

	Control Untreated
	28.88
	1.1
	587
	467940.8
	3
	P98161
	Polycystin-1

	Control Untreated
	26.45
	6
	432
	91324.5
	3
	Q00839
	Heterogeneous nuclear ribonucleoprotein U

	Control Untreated
	33.66
	12.3
	517
	47261.3
	3
	Q01094
	Transcription factor E2F1

	Control Untreated
	43.66
	3.7
	424
	114772.6
	3
	Q02413
	Desmoglein-1

	Control Untreated
	37.75
	20.6
	1720
	49154
	3
	Q02556
	Interferon regulatory factor 8

	Control Untreated
	29.88
	4.5
	706
	127995.8
	3
	Q02763
	Angiopoietin-1 receptor

	Control Untreated
	31.74
	1.3
	543
	436321.1
	3
	Q03164
	Histone-lysine N-methyltransferase 2A

	Control Untreated
	32.04
	2
	584
	222503.5
	3
	Q05BV3
	Echinoderm microtubule-associated protein-like 5

	Control Untreated
	34.17
	13
	568
	47490
	3
	Q06945
	Transcription factor SOX-4

	Control Untreated
	28.25
	3.7
	545
	159574.3
	3
	Q07092
	Collagen alpha-1(XVI) chain

	Control Untreated
	27.36
	4.8
	461
	104777.7
	3
	Q07617
	Sperm-associated antigen 1

	Control Untreated
	24.68
	1.5
	795
	264194.7
	3
	Q07864
	DNA polymerase epsilon catalytic subunit A

	Control Untreated
	35.92
	6.3
	982
	115593.5
	3
	Q07912
	Activated CDC42 kinase 1

	Control Untreated
	35.17
	6.3
	837
	81415.7
	3
	Q08945
	FACT complex subunit SSRP1

	Control Untreated
	40.45
	6.6
	483
	111223.5
	3
	Q0P6D6
	Coiled-coil domain-containing protein 15

	Control Untreated
	38.11
	2.3
	1200
	241209.8
	3
	Q12789
	General transcription factor 3C polypeptide 1

	Control Untreated
	28.91
	3.7
	490
	128022
	3
	Q12809
	Voltage-gated inwardly rectifying potassium channel KCNH2

	Control Untreated
	38.22
	4.4
	1980
	94187.4
	3
	Q12852
	Mitogen-activated protein kinase kinase kinase 12

	Control Untreated
	29.47
	5.9
	552
	105219
	3
	Q12872
	Splicing factor, suppressor of white-apricot homolog

	Control Untreated
	33.28
	2.2
	1590
	228128.1
	3
	Q12873
	Chromodomain-helicase-DNA-binding protein 3

	Control Untreated
	22.47
	5
	535
	98166.6
	3
	Q12979
	Active breakpoint cluster region-related protein

	Control Untreated
	41.15
	2.2
	1590
	259340.3
	3
	Q13023
	A-kinase anchor protein 6

	Control Untreated
	25.38
	2.6
	838
	191251.2
	3
	Q13029
	PR domain zinc finger protein 2

	Control Untreated
	29.2
	5.1
	728
	81120.1
	3
	Q13144
	Translation initiation factor eIF2B subunit epsilon

	Control Untreated
	31.31
	7.4
	462
	98432
	3
	Q13415
	Origin recognition complex subunit 1

	Control Untreated
	29.34
	10.1
	599
	58405
	3
	Q13425
	Beta-2-syntrophin

	Control Untreated
	27.75
	2.7
	554
	159198.9
	3
	Q13464
	Rho-associated protein kinase 1

	Control Untreated
	39.96
	6.9
	558
	104550.3
	3
	Q13620
	Cullin-4B

	Control Untreated
	35.57
	18.8
	565
	38031.1
	3
	Q13642
	Four and a half LIM domains protein 1

	Control Untreated
	20.47
	3.9
	508
	134853.3
	3
	Q13753
	Laminin subunit gamma-2

	Control Untreated
	43.67
	6.7
	511
	81489.4
	3
	Q14003
	Voltage-gated potassium channel KCNC3

	Control Untreated
	14.96
	2
	568
	165662
	3
	Q14004
	Cyclin-dependent kinase 13

	Control Untreated
	30.96
	3.6
	508
	156199
	3
	Q14202
	Zinc finger MYM-type protein 3

	Control Untreated
	48.02
	4.5
	1080
	140167.9
	3
	Q14562
	ATP-dependent RNA helicase DHX8

	Control Untreated
	17.69
	5.2
	1010
	116017.4
	3
	Q14993
	Collagen alpha-1(XIX) chain

	Control Untreated
	28.71
	7.6
	1070
	41249.7
	3
	Q15050
	Ribosome biogenesis regulatory protein homolog

	Control Untreated
	30.25
	2.9
	12100
	187857.6
	3
	Q15058
	Kinesin-like protein KIF14

	Control Untreated
	27.2
	2.6
	490
	135602.3
	3
	Q15147
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-4

	Control Untreated
	29.17
	7.3
	535
	95797.9
	3
	Q15398
	Disks large-associated protein 5

	Control Untreated
	30.37
	2.7
	504
	169445
	3
	Q15648
	Mediator of RNA polymerase II transcription subunit 1

	Control Untreated
	30.56
	1.4
	771
	286573.8
	3
	Q15652
	Probable JmjC domain-containing histone demethylation protein 2C

	Control Untreated
	30.75
	1
	693
	539122.1
	3
	Q15751
	Probable E3 ubiquitin-protein ligase HERC1

	Control Untreated
	22.19
	4
	562
	102348.3
	3
	Q15849
	Urea transporter 2

	Control Untreated
	26.5
	5.9
	601
	87215.4
	3
	Q16549
	Proprotein convertase subtilisin/kexin type 7

	Control Untreated
	51.27
	9.3
	707
	71496.5
	3
	Q16822
	Phosphoenolpyruvate carboxykinase [GTP], mitochondrial

	Control Untreated
	42.55
	10.3
	1190
	99458.2
	3
	Q1XH10
	SKI/DACH domain-containing protein 1

	Control Untreated
	32.21
	3.2
	437
	136934.1
	3
	Q27J81
	Inverted formin-2

	Control Untreated
	32.63
	4.2
	731
	118682.8
	3
	Q2KHT3
	Protein CLEC16A

	Control Untreated
	25.44
	2.4
	446
	279240.5
	3
	Q2M2H8
	Probable maltase-glucoamylase 2

	Control Untreated
	27.16
	12.1
	602
	30271
	3
	Q2MKA7
	R-spondin-1

	Control Untreated
	36.11
	5.7
	1240
	142070.4
	3
	Q2NKX8
	DNA excision repair protein ERCC-6-like

	Control Untreated
	19.24
	0.7
	1240
	404940.1
	3
	Q4LDE5
	Sushi, von Willebrand factor type A, EGF and pentraxin domain-containing protein 1

	Control Untreated
	21.4
	9
	415
	69756.5
	3
	Q4VX76
	Synaptotagmin-like protein 3

	Control Untreated
	31.9
	8.7
	521
	69018.7
	3
	Q4VXU2
	Polyadenylate-binding protein 1-like

	Control Untreated
	21.84
	11
	490
	55956.3
	3
	Q53LP3
	Ankyrin repeat domain-containing protein SOWAHC

	Control Untreated
	34.83
	3.2
	636
	209908
	3
	Q53TS8
	Cation channel sperm-associated targeting subunit tau

	Control Untreated
	33.68
	3.4
	534
	96826.2
	3
	Q5C9Z4
	Nucleolar MIF4G domain-containing protein 1

	Control Untreated
	38.95
	2.4
	508
	245975.5
	3
	Q5H8C1
	FRAS1-related extracellular matrix protein 1

	Control Untreated
	21.94
	3.5
	827
	179885.4
	3
	Q5JPB2
	Zinc finger protein 831

	Control Untreated
	27.18
	2.5
	1000
	197359.9
	3
	Q5JV73
	FERM and PDZ domain-containing protein 3

	Control Untreated
	25.71
	4.5
	725
	94451
	3
	Q5T0F9
	Coiled-coil and C2 domain-containing protein 1B

	Control Untreated
	32.89
	4.3
	463
	115253.5
	3
	Q5T0W9
	Protein FAM83B

	Control Untreated
	26.45
	2.4
	459
	218827.5
	3
	Q5T5U3
	Rho GTPase-activating protein 21

	Control Untreated
	32.94
	1.9
	476
	342291.8
	3
	Q5TBA9
	Protein furry homolog

	Control Untreated
	29.66
	4.5
	1680
	125971.7
	3
	Q5TCZ1
	SH3 and PX domain-containing protein 2A

	Control Untreated
	27.11
	3.6
	692
	170057.9
	3
	Q5TGY3
	Transcription factor Gibbin

	Control Untreated
	34.38
	5.1
	865
	199471.5
	3
	Q5VT25
	Serine/threonine-protein kinase MRCK alpha

	Control Untreated
	30.31
	2.8
	479
	179024.3
	3
	Q5VV67
	Peroxisome proliferator-activated receptor gamma coactivator-related protein 1

	Control Untreated
	29.53
	5.3
	988
	113877.2
	3
	Q5VVW2
	GTPase-activating Rap/Ran-GAP domain-like protein 3

	Control Untreated
	41.1
	3.2
	531
	215046
	3
	Q5VZ89
	DENN domain-containing protein 4C

	Control Untreated
	25.17
	3.7
	535
	152809.3
	3
	Q5VZK9
	F-actin-uncapping protein LRRC16A

	Control Untreated
	26.94
	5.2
	1740
	82427.3
	3
	Q5W0B1
	ORC ubiquitin ligase 1

	Control Untreated
	41.62
	16.6
	529
	21444.5
	3
	Q5XKK7
	Protein FAM219B

	Control Untreated
	34.95
	5.9
	1880
	154460.4
	3
	Q63HR2
	Tensin-2

	Control Untreated
	38.06
	9.8
	539
	67432.2
	3
	Q66K64
	DDB1- and CUL4-associated factor 15

	Control Untreated
	30.53
	5.2
	497
	75711.5
	3
	Q68D10
	Protein SPT2 homolog

	Control Untreated
	21.14
	2
	1220
	225914.8
	3
	Q68DN1
	Spermatogenesis-associated protein 31H1

	Control Untreated
	38.52
	3.9
	1140
	145933.7
	3
	Q68DX3
	FERM and PDZ domain-containing protein 2

	Control Untreated
	24.44
	7.6
	522
	48545.6
	3
	Q6DN72
	Fc receptor-like protein 6

	Control Untreated
	41.76
	9.7
	453
	71446.2
	3
	Q6ISB3
	Grainyhead-like protein 2 homolog

	Control Untreated
	33.26
	1.8
	849
	318099.5
	3
	Q6KC79
	Nipped-B-like protein

	Control Untreated
	35.83
	7.1
	687
	104460
	3
	Q6P1N0
	Coiled-coil and C2 domain-containing protein 1A

	Control Untreated
	29.75
	4.2
	506
	123907.4
	3
	Q6PKG0
	La-related protein 1

	Control Untreated
	36.81
	6.9
	1100
	74499.4
	3
	Q6UXI7
	Vitrin

	Control Untreated
	22.68
	1.7
	506
	293114.8
	3
	Q6WRI0
	Immunoglobulin superfamily member 10

	Control Untreated
	39.09
	11.4
	402
	28424.9
	3
	Q6Y1H2
	Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 2

	Control Untreated
	23.31
	1.3
	555
	335491.3
	3
	Q6ZQQ6
	WD repeat-containing protein 87

	Control Untreated
	29.96
	1
	351
	360016.3
	3
	Q6ZR08
	Dynein axonemal heavy chain 12

	Control Untreated
	30.78
	4.5
	479
	59953.8
	3
	Q6ZS86
	Glycerol kinase 5

	Control Untreated
	31.06
	2.7
	495
	199223.7
	3
	Q6ZVL6
	UPF0606 protein KIAA1549L

	Control Untreated
	24.68
	6
	629
	88061.6
	3
	Q709F0
	Acyl-CoA dehydrogenase family member 11

	Control Untreated
	41.34
	8.4
	523
	80737.1
	3
	Q70CQ1
	Ubiquitin carboxyl-terminal hydrolase 49

	Control Untreated
	43.59
	4
	469
	189724.2
	3
	Q70EL1
	Ubiquitin carboxyl-terminal hydrolase 54

	Control Untreated
	35.13
	4.4
	570
	124119.2
	3
	Q70EL4
	Ubiquitin carboxyl-terminal hydrolase 43

	Control Untreated
	42.71
	4.1
	606
	157843.1
	3
	Q711Q0
	Cardiac-enriched FHL2-interacting protein

	Control Untreated
	27.49
	6
	736
	108571.2
	3
	Q76M96
	Coiled-coil domain-containing protein 80

	Control Untreated
	34.56
	5.5
	512
	117873.5
	3
	Q7L014
	Probable ATP-dependent RNA helicase DDX46

	Control Untreated
	28.47
	10.8
	4650
	55218.5
	3
	Q7LGC8
	Carbohydrate sulfotransferase 3

	Control Untreated
	37.94
	4.6
	295
	115968
	3
	Q7RTR2
	NLR family CARD domain-containing protein 3

	Control Untreated
	37.72
	5.5
	663
	103196.3
	3
	Q7Z2K8
	G protein-regulated inducer of neurite outgrowth 1

	Control Untreated
	26.44
	1.3
	10800
	282124
	3
	Q7Z2Y8
	Interferon-induced very large GTPase 1

	Control Untreated
	28.12
	3.3
	565
	130532.9
	3
	Q7Z392
	Trafficking protein particle complex subunit 11

	Control Untreated
	34.01
	6.8
	6220
	111304.5
	3
	Q7Z6P3
	Ras-related protein Rab-44

	Control Untreated
	28.72
	1.7
	1800
	270021.9
	3
	Q7Z7A1
	Centriolin

	Control Untreated
	25.92
	2.1
	451
	240032.3
	3
	Q86TB3
	Alpha-protein kinase 2

	Control Untreated
	23.53
	3.3
	1350
	148915.5
	3
	Q86UK5
	Limbin

	Control Untreated
	30.9
	1.6
	520
	398401.1
	3
	Q86UP3
	Zinc finger homeobox protein 4

	Control Untreated
	26.68
	0.9
	733
	580884.1
	3
	Q86UQ4
	ATP-binding cassette sub-family A member 13

	Control Untreated
	31.37
	3.2
	510
	190267.4
	3
	Q86UR5
	Regulating synaptic membrane exocytosis protein 1

	Control Untreated
	29.15
	4.2
	491
	108641
	3
	Q86UT6
	NLR family member X1

	Control Untreated
	34.71
	3.9
	455
	157526.3
	3
	Q86UU0
	B-cell CLL/lymphoma 9-like protein

	Control Untreated
	36.36
	3.4
	594
	161421.4
	3
	Q86VH2
	Kinesin-like protein KIF27

	Control Untreated
	24.48
	6.2
	735
	83523.8
	3
	Q86VS8
	Protein Hook homolog 3

	Control Untreated
	37.5
	2.7
	544
	252448.3
	3
	Q86VV8
	Rotatin

	Control Untreated
	30.94
	5.6
	491
	103258.6
	3
	Q86XP3
	ATP-dependent RNA helicase DDX42

	Control Untreated
	31.73
	6.3
	518
	108423.1
	3
	Q86Y38
	Xylosyltransferase 1

	Control Untreated
	36.56
	7.7
	489
	82666.8
	3
	Q8IU68
	Transmembrane channel-like protein 8

	Control Untreated
	46.66
	3
	545
	257126.9
	3
	Q8IVL0
	Neuron navigator 3

	Control Untreated
	28.52
	8.7
	461
	47349.9
	3
	Q8IWB7
	WD repeat and FYVE domain-containing protein 1

	Control Untreated
	24.84
	3.8
	526
	135657.7
	3
	Q8IWY9
	Codanin-1

	Control Untreated
	29.57
	5.1
	586
	106540.7
	3
	Q8IX07
	Zinc finger protein ZFPM1

	Control Untreated
	29.24
	4.9
	2940
	103422.9
	3
	Q8IXZ2
	Zinc finger CCCH domain-containing protein 3

	Control Untreated
	24.91
	3.3
	576
	111211.2
	3
	Q8IY85
	EF-hand calcium-binding domain-containing protein 13

	Control Untreated
	34.56
	10.1
	534
	63882.9
	3
	Q8IYJ2
	Uncharacterized protein C10orf67, mitochondrial

	Control Untreated
	32.97
	2.9
	1180
	114346.8
	3
	Q8IYT8
	Serine/threonine-protein kinase ULK2

	Control Untreated
	35
	3.3
	554
	195644.2
	3
	Q8IZH2
	5'-3' exoribonuclease 1

	Control Untreated
	30.05
	1.3
	567
	413444.1
	3
	Q8IZT6
	Abnormal spindle-like microcephaly-associated protein

	Control Untreated
	24.08
	6
	519
	91009.4
	3
	Q8N5U6
	E3 ubiquitin-protein ligase RNF10

	Control Untreated
	27.71
	4.2
	666
	80393.9
	3
	Q8N7M2
	Zinc finger protein 283

	Control Untreated
	42.63
	8.8
	498
	83053
	3
	Q8N9T8
	Protein KRI1 homolog

	Control Untreated
	23.32
	2.3
	422
	193433.9
	3
	Q8N9V7
	Protein TOPAZ1

	Control Untreated
	28.52
	2.3
	429
	252846.8
	3
	Q8NB66
	Protein unc-13 homolog C

	Control Untreated
	41.08
	7.2
	674
	71886.7
	3
	Q8NC74
	RBBP8 N-terminal-like protein

	Control Untreated
	36.77
	1.3
	688
	551583.9
	3
	Q8NDA2
	Hemicentin-2

	Control Untreated
	29.71
	4.7
	1780
	97489
	3
	Q8NDT2
	Putative RNA-binding protein 15B

	Control Untreated
	25.83
	2.8
	510
	129759.1
	3
	Q8NEN9
	PDZ domain-containing protein 8

	Control Untreated
	33.38
	2.7
	759
	203209.9
	3
	Q8NEY1
	Neuron navigator 1

	Control Untreated
	35.98
	2.6
	260
	245023.1
	3
	Q8NFD5
	AT-rich interactive domain-containing protein 1B

	Control Untreated
	40.7
	4.1
	678
	119452.8
	3
	Q8NFZ0
	F-box DNA helicase 1

	Control Untreated
	44.33
	17.1
	750
	49697.1
	3
	Q8NHJ6
	Leukocyte immunoglobulin-like receptor subfamily B member 4

	Control Untreated
	23.12
	3.8
	526
	125123.8
	3
	Q8NHU6
	Tudor domain-containing protein 7

	Control Untreated
	37.78
	2.7
	323
	197163.3
	3
	Q8NI35
	InaD-like protein

	Control Untreated
	30.32
	6.1
	519
	103477.4
	3
	Q8NI77
	Kinesin-like protein KIF18A

	Control Untreated
	20.79
	10
	569
	47173
	3
	Q8TAS1
	Serine/threonine-protein kinase Kist

	Control Untreated
	19.68
	0.7
	454
	463449.8
	3
	Q8TCU4
	Centrosome-associated protein ALMS1

	Control Untreated
	33.88
	8.3
	532
	74387.3
	3
	Q8TCX5
	Rhophilin-1

	Control Untreated
	31.93
	2.5
	7450
	226284.6
	3
	Q8TD84
	Cell adhesion molecule DSCAML1

	Control Untreated
	34.71
	4.5
	814
	98878.3
	3
	Q8TDD1
	ATP-dependent RNA helicase DDX54

	Control Untreated
	19.87
	3.7
	729
	103292.8
	3
	Q8TDI7
	Transmembrane channel-like protein 2

	Control Untreated
	35.06
	3.2
	965
	165594.8
	3
	Q8TEK3
	Histone-lysine N-methyltransferase, H3 lysine-79 specific

	Control Untreated
	19.6
	1.7
	4740
	206020.3
	3
	Q8TEM1
	Nuclear pore membrane glycoprotein 210

	Control Untreated
	27.87
	4.6
	580
	125843.5
	3
	Q8TES7
	Fas-binding factor 1

	Control Untreated
	22.12
	2.8
	530
	180960.1
	3
	Q8TEU7
	Rap guanine nucleotide exchange factor 6

	Control Untreated
	20.97
	8.3
	2520
	55226.9
	3
	Q8WTR8
	Netrin-5

	Control Untreated
	34.35
	5.7
	435
	110174.4
	3
	Q8WTW3
	Conserved oligomeric Golgi complex subunit 1

	Control Untreated
	41.39
	2.9
	4130
	159111.4
	3
	Q8WWL7
	G2/mitotic-specific cyclin-B3

	Control Untreated
	28.78
	4.4
	1090
	113656.8
	3
	Q8WWM7
	Ataxin-2-like protein

	Control Untreated
	30.05
	4.6
	644
	137252
	3
	Q8WXS8
	A disintegrin and metalloproteinase with thrombospondin motifs 14

	Control Untreated
	34.22
	1
	490
	464687.9
	3
	Q8WXX0
	Dynein axonemal heavy chain 7

	Control Untreated
	15.37
	4.7
	928
	71627.6
	3
	Q8WYA1
	Basic helix-loop-helix ARNT-like protein 2

	Control Untreated
	32.86
	1.9
	947
	254376.5
	3
	Q8WYP5
	Protein ELYS

	Control Untreated
	18.96
	4
	623
	113854
	3
	Q92502
	StAR-related lipid transfer protein 8

	Control Untreated
	26.16
	2.1
	521
	290036.4
	3
	Q92508
	Piezo-type mechanosensitive ion channel component 1

	Control Untreated
	34.43
	3.5
	803
	172786.5
	3
	Q92547
	DNA topoisomerase 2-binding protein 1

	Control Untreated
	31.62
	2.3
	522
	295101.2
	3
	Q92616
	Stalled ribosome sensor GCN1

	Control Untreated
	35.66
	4.4
	464
	125924.3
	3
	Q92619
	Rho GTPase-activating protein 45

	Control Untreated
	26.77
	0.9
	4050
	569692.3
	3
	Q92736
	Ryanodine receptor 2

	Control Untreated
	49.88
	14.9
	59600
	90882.9
	3
	Q92796
	Disks large homolog 3

	Control Untreated
	33.66
	11.9
	524
	50647.5
	3
	Q93099
	Homogentisate 1,2-dioxygenase

	Control Untreated
	43.57
	2.4
	606
	272819.5
	3
	Q96AY4
	Tetratricopeptide repeat protein 28

	Control Untreated
	26.16
	2.9
	452
	153094
	3
	Q96HA7
	Tonsoku-like protein

	Control Untreated
	28.36
	1.6
	2070
	231436.7
	3
	Q96HP0
	Dedicator of cytokinesis protein 6

	Control Untreated
	26.61
	3.6
	527
	135592.7
	3
	Q96J92
	Serine/threonine-protein kinase WNK4

	Control Untreated
	33.08
	5.6
	502
	90067.4
	3
	Q96JM3
	Chromosome alignment-maintaining phosphoprotein 1

	Control Untreated
	27.57
	1.6
	564
	340463.2
	3
	Q96JP2
	Unconventional myosin-XVB

	Control Untreated
	37.08
	5
	623
	118151.1
	3
	Q96KR1
	Zinc finger RNA-binding protein

	Control Untreated
	29.03
	2.4
	491
	190799.8
	3
	Q96KV7
	WD repeat-containing protein 90

	Control Untreated
	36.01
	5.5
	536
	110423.9
	3
	Q96KW2
	POM121-like protein 2

	Control Untreated
	29.1
	1.6
	379
	344909.2
	3
	Q96L91
	E1A-binding protein p400

	Control Untreated
	34.03
	3.8
	514
	182722.5
	3
	Q96L96
	Alpha-protein kinase 3

	Control Untreated
	35.18
	4.8
	504
	106657.4
	3
	Q96MK2
	RIPOR family member 3

	Control Untreated
	29.19
	10.9
	684
	67469.1
	3
	Q96MW7
	Tigger transposable element-derived protein 1

	Control Untreated
	39.23
	2.6
	2200
	244439.1
	3
	Q96N67
	Dedicator of cytokinesis protein 7

	Control Untreated
	35.87
	4.4
	484
	163843.1
	3
	Q96P48
	Arf-GAP with Rho-GAP domain, ANK repeat and PH domain-containing protein 1

	Control Untreated
	22.81
	3.1
	44200
	111608.4
	3
	Q96PE3
	Inositol polyphosphate-4-phosphatase type I A

	Control Untreated
	37.36
	3.2
	572
	189713.2
	3
	Q96PN6
	Adenylate cyclase type 10

	Control Untreated
	32.72
	3.3
	1360
	149251.3
	3
	Q96PV0
	Ras/Rap GTPase-activating protein SynGAP

	Control Untreated
	27.31
	1.3
	485
	414601.1
	3
	Q96Q15
	Serine/threonine-protein kinase SMG1

	Control Untreated
	35.01
	3.8
	1560
	185455.9
	3
	Q96Q42
	Alsin

	Control Untreated
	33.78
	3.1
	926
	209620.3
	3
	Q96QE3
	ATPase family AAA domain-containing protein 5

	Control Untreated
	35.25
	14.2
	1260
	45196
	3
	Q96QZ0
	Pannexin-3

	Control Untreated
	30.45
	2.3
	14600
	221542.7
	3
	Q99466
	Neurogenic locus notch homolog protein 4

	Control Untreated
	33.87
	5.2
	642
	125470.2
	3
	Q99490
	Arf-GAP with GTPase, ANK repeat and PH domain-containing protein 2

	Control Untreated
	38.93
	8.2
	436
	73400.1
	3
	Q99501
	GAS2-like protein 1

	Control Untreated
	39.41
	1.9
	507
	334338.7
	3
	Q99715
	Collagen alpha-1(XII) chain

	Control Untreated
	37.52
	8
	465
	63088.6
	3
	Q99755
	Phosphatidylinositol 4-phosphate 5-kinase type-1 alpha

	Control Untreated
	38.61
	6.6
	493
	59879.1
	3
	Q99832
	T-complex protein 1 subunit eta

	Control Untreated
	34.34
	2.1
	551
	293679.7
	3
	Q99973
	Telomerase protein component 1

	Control Untreated
	32.51
	5.5
	612
	115416.1
	3
	Q9BPX3
	Condensin complex subunit 3

	Control Untreated
	28.14
	15.9
	672
	18476.2
	3
	Q9BQ61
	Telomerase RNA component interacting RNase

	Control Untreated
	23.32
	8
	389
	62298.3
	3
	Q9BW71
	HIRA-interacting protein 3

	Control Untreated
	35.42
	3.1
	524
	154292.4
	3
	Q9BWH6
	RNA polymerase II-associated protein 1

	Control Untreated
	25.13
	3
	622
	177347.3
	3
	Q9BX26
	Synaptonemal complex protein 2

	Control Untreated
	29.05
	3.8
	12000
	101121.1
	3
	Q9BXP5
	Serrate RNA effector molecule homolog

	Control Untreated
	23.28
	2.3
	528
	200294.9
	3
	Q9BYP7
	Serine/threonine-protein kinase WNK3

	Control Untreated
	38.18
	2.4
	542
	290615.4
	3
	Q9BYW2
	Histone-lysine N-methyltransferase SETD2

	Control Untreated
	28.26
	6.1
	572
	63307.1
	3
	Q9BZ23
	Pantothenate kinase 2, mitochondrial

	Control Untreated
	30.71
	2.2
	474
	272167.1
	3
	Q9BZC7
	ATP-binding cassette sub-family A member 2

	Control Untreated
	36.27
	3.7
	489
	159109.5
	3
	Q9C0A6
	Histone-lysine N-methyltransferase SETD5

	Control Untreated
	41.1
	4.9
	5330
	125729.4
	3
	Q9C0D6
	FH2 domain-containing protein 1

	Control Untreated
	28.26
	5.3
	753
	113484.2
	3
	Q9C0E4
	Glutamate receptor-interacting protein 2

	Control Untreated
	39.26
	5.8
	706
	104769.2
	3
	Q9H0K1
	Serine/threonine-protein kinase SIK2

	Control Untreated
	26.14
	1.4
	481
	264280.7
	3
	Q9H2D6
	TRIO and F-actin-binding protein

	Control Untreated
	31.87
	9.1
	477
	81367.2
	3
	Q9H3C7
	Gametogenetin-binding protein 2

	Control Untreated
	42.16
	17.3
	11800
	55614.2
	3
	Q9H579
	Protein MROH8

	Control Untreated
	33.93
	2.1
	801
	224430.8
	3
	Q9H6A9
	Pecanex-like protein 3

	Control Untreated
	23.28
	2.9
	438
	216331.8
	3
	Q9H7D0
	Dedicator of cytokinesis protein 5

	Control Untreated
	40.3
	4.8
	599
	97591.5
	3
	Q9H8M5
	Metal transporter CNNM2

	Control Untreated
	17.85
	3.4
	432
	152052.7
	3
	Q9HCK4
	Roundabout homolog 2

	Control Untreated
	25.97
	4.5
	588
	69646
	3
	Q9HDB5
	Neurexin-3-beta

	Control Untreated
	40.34
	4.3
	706
	117469.2
	3
	Q9NPP4
	NLR family CARD domain-containing protein 4

	Control Untreated
	31.75
	5.1
	650
	94133.5
	3
	Q9NPR2
	Semaphorin-4B

	Control Untreated
	41.2
	12.1
	49300
	68431
	3
	Q9NQB0
	Transcription factor 7-like 2

	Control Untreated
	33.55
	1
	504
	536535.4
	3
	Q9NR09
	Dual E2 ubiquitin-conjugating enzyme/E3 ubiquitin-protein ligase BIRC6

	Control Untreated
	43.57
	2.1
	970
	314255.7
	3
	Q9NR99
	Matrix-remodeling-associated protein 5

	Control Untreated
	26.53
	4.3
	715
	120222.5
	3
	Q9NS56
	E3 ubiquitin-protein ligase Topors

	Control Untreated
	24.88
	1.4
	466
	312232.2
	3
	Q9NT68
	Teneurin-2

	Control Untreated
	30.32
	9.2
	825
	63034.1
	3
	Q9NUG4
	Cerebral cavernous malformations 2 protein-like

	Control Untreated
	34.93
	8.5
	744
	80843.2
	3
	Q9NUT2
	Mitochondrial potassium channel ATP-binding subunit

	Control Untreated
	41.08
	14.3
	838
	55171.4
	3
	Q9NWQ4
	G patch domain-containing protein 2-like

	Control Untreated
	33.56
	9.8
	292
	64868.9
	3
	Q9NXB0
	Tectonic-like complex member MKS1

	Control Untreated
	31.71
	5
	732
	106234.3
	3
	Q9NYF8
	Bcl-2-associated transcription factor 1

	Control Untreated
	33.28
	1.6
	586
	334558.1
	3
	Q9NYQ6
	Cadherin EGF LAG seven-pass G-type receptor 1

	Control Untreated
	29.88
	1.4
	2150
	535172.7
	3
	Q9NZR2
	Low-density lipoprotein receptor-related protein 1B

	Control Untreated
	36.94
	21.6
	518
	28121
	3
	Q9P0L0
	Vesicle-associated membrane protein-associated protein A

	Control Untreated
	23.96
	1
	530
	511112.3
	3
	Q9P225
	Dynein axonemal heavy chain 2

	Control Untreated
	31.53
	3.9
	402
	173713.6
	3
	Q9P265
	Disco-interacting protein 2 homolog B

	Control Untreated
	45.65
	4.2
	3590
	127112.1
	3
	Q9P2H0
	Centrosomal protein of 126 kDa

	Control Untreated
	44.74
	11.9
	29800
	88717.9
	3
	Q9P2H3
	Intraflagellar transport protein 80 homolog

	Control Untreated
	23.47
	3.3
	756
	119311.3
	3
	Q9UBC5
	Unconventional myosin-Ia

	Control Untreated
	19.68
	3.7
	2560
	75378.2
	3
	Q9UDV7
	Zinc finger protein 282

	Control Untreated
	28.3
	2.7
	608
	213250.7
	3
	Q9UGU0
	Transcription factor 20

	Control Untreated
	26.53
	3.9
	982
	127856.3
	3
	Q9UHB7
	AF4/FMR2 family member 4

	Control Untreated
	40.11
	5
	835
	143743.4
	3
	Q9UHF7
	Zinc finger transcription factor Trps1

	Control Untreated
	35.64
	4.2
	498
	155797.2
	3
	Q9UHN6
	Cell surface hyaluronidase CEMIP2

	Control Untreated
	34.34
	10.9
	526
	56452.6
	3
	Q9UI12
	V-type proton ATPase subunit H

	Control Untreated
	32.69
	4.3
	755
	129696.4
	3
	Q9UJF2
	Ras GTPase-activating protein nGAP

	Control Untreated
	24.41
	6.3
	561
	80036.7
	3
	Q9UKA1
	F-box/LRR-repeat protein 5

	Control Untreated
	24.3
	6.8
	513
	93292.9
	3
	Q9UKN8
	General transcription factor 3C polypeptide 4

	Control Untreated
	35.82
	11.3
	544
	55556.7
	3
	Q9UKZ1
	CCR4-NOT transcription complex subunit 11

	Control Untreated
	31.1
	8.7
	908
	63761.9
	3
	Q9ULM6
	CCR4-NOT transcription complex subunit 6

	Control Untreated
	30.88
	11.2
	527
	56960.5
	3
	Q9ULR3
	Protein phosphatase 1H

	Control Untreated
	22.79
	5.3
	621
	86279.1
	3
	Q9ULW0
	Targeting protein for Xklp2

	Control Untreated
	25.95
	9.7
	3330
	47073.5
	3
	Q9ULX3
	RNA-binding protein NOB1

	Control Untreated
	34.68
	3.8
	462
	141393.5
	3
	Q9UMZ2
	Synergin gamma

	Control Untreated
	28.29
	4.4
	794
	118946
	3
	Q9UPP1
	Histone lysine demethylase PHF8

	Control Untreated
	39.56
	3.7
	707
	194854.6
	3
	Q9UPQ9
	Trinucleotide repeat-containing gene 6B protein

	Control Untreated
	39.51
	7.3
	475
	107007.7
	3
	Q9UPV9
	Trafficking kinesin-binding protein 1

	Control Untreated
	24.58
	4.1
	650
	112946.6
	3
	Q9UQ05
	Voltage-gated delayed rectifier potassium channel KCNH4

	Control Untreated
	30.06
	5.8
	399
	116427.6
	3
	Q9Y233
	cAMP and cAMP-inhibited cGMP 3',5'-cyclic phosphodiesterase 10A

	Control Untreated
	35.61
	4
	559
	118908.3
	3
	Q9Y283
	Inversin

	Control Untreated
	32.77
	8.2
	4510
	84068.6
	3
	Q9Y2K1
	Zinc finger and BTB domain-containing protein 1

	Control Untreated
	31.61
	5.3
	420
	108720.9
	3
	Q9Y2W1
	Thyroid hormone receptor-associated protein 3

	Control Untreated
	31.41
	8.1
	467
	60090.6
	3
	Q9Y2X3
	Nucleolar protein 58

	Control Untreated
	44.5
	6.7
	523
	72940.9
	3
	Q9Y3Z3
	Deoxynucleoside triphosphate triphosphohydrolase SAMHD1

	Control Untreated
	26.67
	2
	361
	341655.1
	3
	Q9Y485
	DmX-like protein 1

	Control Untreated
	23.74
	4.5
	519
	80381.7
	3
	Q9Y496
	Kinesin-like protein KIF3A

	Control Untreated
	39.99
	4.2
	606
	119372.5
	3
	Q9Y4F1
	FERM, ARHGEF and pleckstrin domain-containing protein 1

	Control Untreated
	39.28
	4.2
	433
	120482.1
	3
	Q9Y5B9
	FACT complex subunit SPT16

	Control Untreated
	27.35
	6.1
	534
	87747.4
	3
	Q9Y5Z7
	Host cell factor 2

	Control Untreated
	30.19
	4.2
	398
	115779.7
	3
	Q9Y6L7
	Tolloid-like protein 2

	Control Untreated
	47.58
	1.2
	525
	596825.2
	3
	Q9Y6R7
	IgGFc-binding protein

	Control Untreated
	16.01
	2.9
	1430
	175746.2
	3
	Q9Y6X0
	SET-binding protein

	Control Untreated
	20.33
	14.8
	833
	21142.3
	2
	A0A1B0GTL2
	Uncharacterized protein C20orf204

	Control Untreated
	27.53
	3.4
	9690
	130358.3
	2
	A0A1B0GUW6
	Uncharacterized protein SPEM3

	Control Untreated
	29.48
	16.6
	772
	25239
	2
	A0A1B0GVG4
	Coiled-coil domain-containing protein 194

	Control Untreated
	28.9
	18
	424
	25640.7
	2
	A0A3B3IS91
	POLG alternative reading frame

	Control Untreated
	7.88
	2.7
	2770
	48458.8
	2
	A0A494C086
	Putative speedy protein E21

	Control Untreated
	18.55
	1.1
	632
	240041.4
	2
	A0AVI2
	Fer-1-like protein 5

	Control Untreated
	13.4
	3.5
	6440
	94792
	2
	A0AVK6
	Transcription factor E2F8

	Control Untreated
	15.61
	1.7
	1460
	72152.1
	2
	A0MZ66
	Shootin-1

	Control Untreated
	23.1
	5.6
	485
	91244.5
	2
	A1A5B4
	Anoctamin-9

	Control Untreated
	25.07
	5.5
	448
	55085.2
	2
	A1L020
	RNA-binding protein MEX3A

	Control Untreated
	20.57
	1.5
	797
	168193.1
	2
	A1L4H1
	Soluble scavenger receptor cysteine-rich domain-containing protein SSC5D

	Control Untreated
	13.77
	2.6
	562
	84269.3
	2
	A2AJT9
	BCLAF1 and THRAP3 family member 3

	Control Untreated
	21.96
	1.6
	550
	215847.5
	2
	A3KMH1
	von Willebrand factor A domain-containing protein 8

	Control Untreated
	19.16
	2.5
	562
	154994.1
	2
	A3KN83
	Protein strawberry notch homolog 1

	Control Untreated
	13.91
	1.2
	2110
	200896.4
	2
	A4D0S4
	Laminin subunit beta-4

	Control Untreated
	23.27
	5.5
	522
	69309.4
	2
	A5D8V7
	Outer dynein arm-docking complex subunit 3

	Control Untreated
	19.2
	6.2
	1300
	54544.6
	2
	A6NCL7
	Ankyrin repeat domain-containing protein 33B

	Control Untreated
	21.24
	6.1
	626
	59487.5
	2
	A6NEE1
	Pleckstrin homology domain-containing family D member 1

	Control Untreated
	17.92
	4
	500
	68113.6
	2
	A6NGE4
	DDB1- and CUL4-associated factor 8-like protein 1

	Control Untreated
	17.87
	7.7
	478
	34859.8
	2
	A6NHQ2
	RNA 2'-O-methyltransferase FBLL1

	Control Untreated
	22.43
	4.7
	448
	67908.4
	2
	A6NK75
	Zinc finger protein 98

	Control Untreated
	25.66
	7.7
	361
	64383.2
	2
	A6NKL6
	Transmembrane protein 200C

	Control Untreated
	25.59
	6.4
	489
	59441.6
	2
	A6NKX4
	Putative solute carrier family 22 member 31

	Control Untreated
	24.07
	20.6
	2500
	21010.2
	2
	A6NLP5
	Tetratricopeptide repeat protein 36

	Control Untreated
	28.44
	8.9
	478
	34546.9
	2
	A6NM36
	Leucine-rich repeat-containing protein 30

	Control Untreated
	28.01
	5.4
	1270
	94855.5
	2
	A6NNC1
	Putative POM121-like protein 1-like

	Control Untreated
	22.61
	13.8
	568
	30745.3
	2
	A8MTA8
	Ciliary microtubule inner protein 2B

	Control Untreated
	19.09
	5.1
	502
	73396.3
	2
	A8MTY0
	Zinc finger protein 724

	Control Untreated
	13.98
	5.3
	391
	55305.3
	2
	A8MUU9
	Putative uncharacterized protein ENSP00000383309

	Control Untreated
	22.28
	3.2
	496
	116320.5
	2
	A8MW92
	PHD finger protein 20-like protein 1

	Control Untreated
	24.42
	11.1
	458
	47631.5
	2
	B2RXF5
	Zinc finger and BTB domain-containing protein 42

	Control Untreated
	15.74
	9
	492
	35739.2
	2
	B3EWF7
	Laforin, isoform 9

	Control Untreated
	23.92
	2
	528
	224627.6
	2
	B5MCY1
	Tudor domain-containing protein 15

	Control Untreated
	18.02
	12.8
	522
	23456.8
	2
	C9J302
	Uncharacterized protein C4orf51

	Control Untreated
	23.04
	4.4
	1130
	74051.9
	2
	C9JLR9
	Zinc finger translocation-associated protein

	Control Untreated
	18.12
	12.6
	506
	39904.6
	2
	C9JTQ0
	Ankyrin repeat domain-containing protein 63

	Control Untreated
	19.05
	2.1
	1700
	202356.5
	2
	M0R2J8
	Doublecortin domain-containing protein 1

	Control Untreated
	17.89
	3.1
	510
	125583.7
	2
	O00160
	Unconventional myosin-If

	Control Untreated
	25.63
	5.8
	5090
	61708.7
	2
	O00257
	E3 SUMO-protein ligase CBX4

	Control Untreated
	18.92
	3.1
	552
	90829.2
	2
	O00423
	Echinoderm microtubule-associated protein-like 1

	Control Untreated
	22.59
	6.5
	1060
	82389.2
	2
	O00429
	Dynamin-1-like protein

	Control Untreated
	20.63
	0.3
	514
	294551.9
	2
	O00507
	Ubiquitin carboxyl-terminal hydrolase 9Y

	Control Untreated
	11.1
	1
	646
	284156.4
	2
	O00555
	Voltage-dependent P/Q-type calcium channel subunit alpha-1A

	Control Untreated
	9.91
	3.2
	517
	63690.1
	2
	O00634
	Netrin-3

	Control Untreated
	16.76
	3.8
	464
	110183.7
	2
	O14490
	Disks large-associated protein 1

	Control Untreated
	17.08
	1.5
	582
	176978
	2
	O14514
	Adhesion G protein-coupled receptor B1

	Control Untreated
	22.38
	5.9
	601
	79231.8
	2
	O14641
	Segment polarity protein dishevelled homolog DVL-2

	Control Untreated
	21.19
	2.4
	576
	134792.2
	2
	O14654
	Insulin receptor substrate 4

	Control Untreated
	20.8
	5.8
	483
	73367.2
	2
	O14744
	Protein arginine N-methyltransferase 5

	Control Untreated
	16.77
	2.8
	463
	124127.1
	2
	O14776
	Transcription elongation regulator 1

	Control Untreated
	23.15
	3.4
	1240
	111619.8
	2
	O14983
	Sarcoplasmic/endoplasmic reticulum calcium ATPase 1

	Control Untreated
	11.19
	1.8
	674
	118746.2
	2
	O15042
	U2 snRNP-associated SURP motif-containing protein

	Control Untreated
	18.9
	6.8
	558
	60925.2
	2
	O15049
	NEDD4-binding protein 3

	Control Untreated
	27.7
	2.8
	748
	178283.6
	2
	O15054
	Lysine-specific demethylase 6B

	Control Untreated
	17.77
	2.9
	480
	129419
	2
	O15068
	Guanine nucleotide exchange factor DBS

	Control Untreated
	29.64
	4.3
	588
	114675.4
	2
	O15084
	Serine/threonine-protein phosphatase 6 regulatory ankyrin repeat subunit A

	Control Untreated
	16.67
	3.8
	496
	85613.7
	2
	O15117
	FYN-binding protein 1

	Control Untreated
	30
	6.3
	478
	78356.1
	2
	O15226
	NF-kappa-B-repressing factor

	Control Untreated
	19.39
	4.2
	473
	76390.7
	2
	O15234
	Protein CASC3

	Control Untreated
	26.52
	4.9
	880
	67415.7
	2
	O15297
	Protein phosphatase 1D

	Control Untreated
	22.93
	6.2
	470
	70249.7
	2
	O15350
	Tumor protein p73

	Control Untreated
	22.1
	3.4
	380
	121019.9
	2
	O15397
	Importin-8

	Control Untreated
	17
	1.8
	488
	145175.9
	2
	O15399
	Glutamate receptor ionotropic, NMDA 2D

	Control Untreated
	12.06
	2.3
	640
	150436.8
	2
	O15439
	ATP-binding cassette sub-family C member 4

	Control Untreated
	15.84
	2
	629
	161741.5
	2
	O15440
	ATP-binding cassette sub-family C member 5

	Control Untreated
	16.87
	11.4
	464
	44578.7
	2
	O15466
	Alpha-2,8-sialyltransferase 8E

	Control Untreated
	24.96
	17
	568
	22115
	2
	O15499
	Homeobox protein goosecoid-2

	Control Untreated
	22.57
	13.3
	2390
	30385.6
	2
	O15503
	Insulin-induced gene 1 protein

	Control Untreated
	29.17
	2
	518
	195926.1
	2
	O43151
	Methylcytosine dioxygenase TET3

	Control Untreated
	21.02
	8.3
	482
	30853.9
	2
	O43240
	Kallikrein-10

	Control Untreated
	16.8
	2.4
	497
	141659.4
	2
	O43314
	Inositol hexakisphosphate and diphosphoinositol-pentakisphosphate kinase 2

	Control Untreated
	17.72
	4.2
	438
	91482.9
	2
	O43374
	Ras GTPase-activating protein 4

	Control Untreated
	23.61
	4
	1030
	114209.9
	2
	O43424
	Glutamate receptor ionotropic, delta-2

	Control Untreated
	25.3
	2.9
	552
	177790.2
	2
	O43432
	Eukaryotic translation initiation factor 4 gamma 3

	Control Untreated
	24.19
	4.4
	614
	96986.9
	2
	O43526
	Potassium voltage-gated channel subfamily KQT member 2

	Control Untreated
	30.75
	20
	4290
	12917.4
	2
	O43555
	Progonadoliberin-2

	Control Untreated
	23.35
	2.9
	534
	130841.7
	2
	O43861
	Probable phospholipid-transporting ATPase IIB

	Control Untreated
	28.77
	2.6
	462
	116988.8
	2
	O43897
	Tolloid-like protein 1

	Control Untreated
	25.32
	2.9
	616
	116921.7
	2
	O60284
	Suppression of tumorigenicity 18 protein

	Control Untreated
	14.61
	1.7
	142
	195918.6
	2
	O60292
	Signal-induced proliferation-associated 1-like protein 3

	Control Untreated
	15.52
	4.7
	526
	72303
	2
	O60299
	Leucine zipper putative tumor suppressor 3

	Control Untreated
	13.41
	1.7
	1840
	182055.4
	2
	O60303
	Katanin-interacting protein

	Control Untreated
	24.83
	1.7
	1200
	169910.4
	2
	O60312
	Phospholipid-transporting ATPase VA

	Control Untreated
	7.28
	2.5
	6280
	112199.2
	2
	O60313
	Dynamin-like GTPase OPA1, mitochondrial

	Control Untreated
	18.33
	3.2
	2090
	103855.6
	2
	O60337
	E3 ubiquitin-protein ligase MARCHF6

	Control Untreated
	24.23
	3
	468
	148158.3
	2
	O60343
	TBC1 domain family member 4

	Control Untreated
	31.72
	6
	1770
	106198
	2
	O60462
	Neuropilin-2

	Control Untreated
	18.95
	1.1
	554
	407515.3
	2
	O60494
	Cubilin

	Control Untreated
	25.63
	5.1
	428
	94443.4
	2
	O60658
	High affinity cAMP-specific and IBMX-insensitive 3',5'-cyclic phosphodiesterase 8A

	Control Untreated
	28.99
	16.5
	1730
	22295.5
	2
	O60682
	Musculin

	Control Untreated
	25.66
	4.6
	644
	108738.6
	2
	O60716
	Catenin delta-1

	Control Untreated
	30.63
	15
	948
	12937.5
	2
	O60739
	Eukaryotic translation initiation factor 1b

	Control Untreated
	24.6
	4
	1320
	99421.9
	2
	O60741
	Potassium/sodium hyperpolarization-activated cyclic nucleotide-gated channel 1

	Control Untreated
	11.66
	5.7
	544
	40257.1
	2
	O60755
	Galanin receptor type 3

	Control Untreated
	24.36
	6.4
	852
	58129.5
	2
	O60832
	H/ACA ribonucleoprotein complex subunit DKC1

	Control Untreated
	19.15
	5.5
	502
	69898.1
	2
	O75022
	Leukocyte immunoglobulin-like receptor subfamily B member 3

	Control Untreated
	18.67
	5.2
	416
	78274.6
	2
	O75112
	LIM domain-binding protein 3

	Control Untreated
	13.76
	1.1
	5250
	162038.1
	2
	O75116
	Rho-associated protein kinase 2

	Control Untreated
	22.09
	1.8
	550
	182915.1
	2
	O75140
	GATOR1 complex protein DEPDC5

	Control Untreated
	17.25
	1.1
	2140
	210023.9
	2
	O75147
	Obscurin-like protein 1

	Control Untreated
	15.06
	0.9
	538
	271117.9
	2
	O75376
	Nuclear receptor corepressor 1

	Control Untreated
	22.28
	4
	760
	111786.7
	2
	O75448
	Mediator of RNA polymerase II transcription subunit 24

	Control Untreated
	29.62
	8.4
	862
	66838.7
	2
	O75529
	TAF5-like RNA polymerase II p300/CBP-associated factor-associated factor 65 kDa subunit 5L

	Control Untreated
	27.1
	1.2
	28200
	521785.7
	2
	O75592
	E3 ubiquitin-protein ligase MYCBP2

	Control Untreated
	20.46
	8.4
	1560
	43103.6
	2
	O75678
	Ret finger protein-like 2

	Control Untreated
	23.49
	5.6
	506
	42246.4
	2
	O75781
	Paralemmin-1

	Control Untreated
	20.79
	2.3
	476
	154012.3
	2
	O75976
	Carboxypeptidase D

	Control Untreated
	22.29
	5.9
	556
	53387.2
	2
	O76013
	Keratin, type I cuticular Ha6

	Control Untreated
	21.53
	5.8
	632
	69964.2
	2
	O76031
	ATP-dependent clpX-like chaperone, mitochondrial

	Control Untreated
	29.91
	4.3
	1710
	116679.5
	2
	O76041
	Nebulette

	Control Untreated
	25.72
	3.8
	491
	133210.5
	2
	O94812
	BAI1-associated protein 3

	Control Untreated
	20.9
	3.9
	400
	76450.7
	2
	O94850
	Dendrin

	Control Untreated
	25.27
	4.4
	536
	125246.4
	2
	O94875
	Sorbin and SH3 domain-containing protein 2

	Control Untreated
	17.12
	1.9
	411000
	76888.9
	2
	O94892
	Zinc finger protein 432

	Control Untreated
	27.57
	2.6
	4400
	185623.3
	2
	O94964
	Microtubule cross-linking factor 2

	Control Untreated
	17.79
	1.9
	784
	198019.2
	2
	O94986
	Centrosomal protein of 152 kDa

	Control Untreated
	31.14
	3.9
	2250
	92908.3
	2
	O94989
	Rho guanine nucleotide exchange factor 15

	Control Untreated
	21.75
	2.7
	507
	101509.2
	2
	O95049
	Tight junction protein ZO-3

	Control Untreated
	20.5
	1.9
	582
	113236.6
	2
	O95197
	Reticulon-3

	Control Untreated
	23.41
	1.6
	1030
	210550.5
	2
	O95248
	Myotubularin-related protein 5

	Control Untreated
	25.24
	4.1
	782
	90927.5
	2
	O95294
	RasGAP-activating-like protein 1

	Control Untreated
	25.71
	4.5
	776
	136167.1
	2
	O95347
	Structural maintenance of chromosomes protein 2

	Control Untreated
	29.79
	10.9
	2760
	68841.9
	2
	O95391
	Pre-mRNA-splicing factor SLU7

	Control Untreated
	15.83
	11.7
	1160
	27915.1
	2
	O95475
	Homeobox protein SIX6

	Control Untreated
	22.68
	9.7
	546
	43178.2
	2
	O95684
	Centrosomal protein 43

	Control Untreated
	19.53
	13.8
	1390
	24287.4
	2
	O95750
	Fibroblast growth factor 19

	Control Untreated
	24.73
	5.4
	676
	95537.8
	2
	O95757
	Heat shock 70 kDa protein 4L

	Control Untreated
	17.16
	5.3
	472
	63466.4
	2
	O95793
	Double-stranded RNA-binding protein Staufen homolog 1

	Control Untreated
	22.11
	3.1
	1140
	107008.4
	2
	O95886
	Disks large-associated protein 3

	Control Untreated
	21.67
	12.6
	548
	36973.3
	2
	P00338
	L-lactate dehydrogenase A chain

	Control Untreated
	20.62
	6.7
	520
	51737.2
	2
	P01730
	T-cell surface glycoprotein CD4

	Control Untreated
	13.82
	4
	23400
	50233.1
	2
	P01860
	Immunoglobulin heavy constant gamma 3

	Control Untreated
	17.83
	15
	530
	26949.5
	2
	P02746
	Complement C1q subcomponent subunit B

	Control Untreated
	24.44
	1.4
	713
	275909.8
	2
	P02751
	Fibronectin

	Control Untreated
	20.92
	8.2
	571
	66956.6
	2
	P03372
	Estrogen receptor

	Control Untreated
	13.43
	8.3
	620
	38941.8
	2
	P04083
	Annexin A1

	Control Untreated
	23.69
	7.9
	539
	66208.7
	2
	P04264
	Keratin, type II cytoskeletal 1

	Control Untreated
	20.28
	18.7
	508
	17944.2
	2
	P05161
	Ubiquitin-like protein ISG15

	Control Untreated
	19.54
	2.4
	1080
	145877.5
	2
	P05997
	Collagen alpha-2(V) chain

	Control Untreated
	19.96
	8.1
	696
	49507.6
	2
	P06280
	Alpha-galactosidase A

	Control Untreated
	17.31
	2.6
	461
	107013.3
	2
	P06400
	Retinoblastoma-associated protein

	Control Untreated
	17.9
	2.3
	492
	172185.3
	2
	P07814
	Bifunctional glutamate/proline--tRNA ligase

	Control Untreated
	24.8
	2
	462
	205280.9
	2
	P07942
	Laminin subunit beta-1

	Control Untreated
	15.67
	4.7
	680
	68221
	2
	P08195
	Amino acid transporter heavy chain SLC3A2

	Control Untreated
	12.83
	5.1
	618
	60112.3
	2
	P08631
	Tyrosine-protein kinase HCK

	Control Untreated
	24.2
	4.6
	448
	115675.4
	2
	P08648
	Integrin alpha-5

	Control Untreated
	21.32
	9
	588
	51273.4
	2
	P08913
	Alpha-2A adrenergic receptor

	Control Untreated
	16.14
	8.3
	436
	47977.1
	2
	P09543
	2',3'-cyclic-nucleotide 3'-phosphodiesterase

	Control Untreated
	12.36
	2.8
	1110
	125049.8
	2
	P09619
	Platelet-derived growth factor receptor beta

	Control Untreated
	9.28
	6.6
	482
	39254.5
	2
	P0C7T7
	Putative uncharacterized protein FRMD6-AS1

	Control Untreated
	24.23
	11.2
	782
	40655
	2
	P0CF75
	Endogenous Bornavirus-like nucleoprotein 1

	Control Untreated
	31.58
	5.7
	4150
	122934.8
	2
	P0CG38
	POTE ankyrin domain family member I

	Control Untreated
	19.46
	6.2
	607
	44974
	2
	P0DPA2
	V-set and immunoglobulin domain-containing protein 8

	Control Untreated
	23.24
	4.4
	536
	79390.3
	2
	P10244
	Myb-related protein B

	Control Untreated
	15.5
	10.5
	510
	21864.9
	2
	P10412
	Histone H1.4

	Control Untreated
	25.99
	6.1
	1640
	56622.5
	2
	P10632
	Cytochrome P450 2C8

	Control Untreated
	14.57
	1.3
	528
	224984.7
	2
	P11055
	Myosin-3

	Control Untreated
	22.97
	2.1
	512
	199979.2
	2
	P11137
	Microtubule-associated protein 2

	Control Untreated
	22.35
	9.4
	1140
	39575
	2
	P11177
	Pyruvate dehydrogenase E1 component subunit beta, mitochondrial

	Control Untreated
	27.21
	3.5
	716
	91180.5
	2
	P11387
	DNA topoisomerase 1

	Control Untreated
	17.91
	7.8
	458
	64587
	2
	P12035
	Keratin, type II cytoskeletal 3

	Control Untreated
	24.05
	5.5
	692
	60347.2
	2
	P12931
	Proto-oncogene tyrosine-protein kinase Src

	Control Untreated
	26.3
	6.5
	780
	71435.4
	2
	P13196
	5-aminolevulinate synthase, non-specific, mitochondrial

	Control Untreated
	26.79
	6.3
	1070
	70939.5
	2
	P13521
	Secretogranin-2

	Control Untreated
	32.3
	6.3
	1090
	116323.9
	2
	P13612
	Integrin alpha-4

	Control Untreated
	18.39
	6.3
	229
	79032.6
	2
	P15621
	Zinc finger protein 44

	Control Untreated
	18.02
	9
	570
	25083.5
	2
	P16035
	Metalloproteinase inhibitor 2

	Control Untreated
	24.93
	2.3
	490
	205872.1
	2
	P16144
	Integrin beta-4

	Control Untreated
	16.3
	11.7
	492
	22349.5
	2
	P16402
	Histone H1.3

	Control Untreated
	23.27
	15.4
	506
	21930.9
	2
	P16455
	Methylated-DNA--protein-cysteine methyltransferase

	Control Untreated
	20.54
	4
	11200
	95263.8
	2
	P16591
	Tyrosine-protein kinase Fer

	Control Untreated
	20.71
	4.6
	660
	73584.3
	2
	P17039
	Zinc finger protein 30

	Control Untreated
	20.61
	2.8
	641
	119878.2
	2
	P17040
	Zinc finger and SCAN domain-containing protein 20

	Control Untreated
	33.21
	2.3
	540
	124367.7
	2
	P18206
	Vinculin

	Control Untreated
	12.62
	10
	479
	24121.2
	2
	P19429
	Troponin I, cardiac muscle

	Control Untreated
	18.57
	2.3
	688
	101843.7
	2
	P19827
	Inter-alpha-trypsin inhibitor heavy chain H1

	Control Untreated
	24.75
	4.1
	286
	116394.1
	2
	P20023
	Complement receptor type 2

	Control Untreated
	24.65
	9.7
	13300
	22224.6
	2
	P20290
	Transcription factor BTF3

	Control Untreated
	22.5
	19
	544
	21542.9
	2
	P20809
	Interleukin-11

	Control Untreated
	21.92
	2.9
	596
	142091
	2
	P21439
	Phosphatidylcholine translocator ABCB4

	Control Untreated
	18.81
	3.4
	1060
	91894.6
	2
	P21580
	Tumor necrosis factor alpha-induced protein 3

	Control Untreated
	21.21
	3.5
	334
	151518.9
	2
	P21860
	Receptor tyrosine-protein kinase erbB-3

	Control Untreated
	22.77
	5.3
	504
	81199.3
	2
	P22079
	Lactoperoxidase

	Control Untreated
	21.43
	3.7
	610
	105098.2
	2
	P22670
	MHC class II regulatory factor RFX1

	Control Untreated
	24.28
	6.6
	496
	76262.2
	2
	P23246
	Splicing factor, proline- and glutamine-rich

	Control Untreated
	20.84
	5.5
	510
	52457.6
	2
	P23416
	Glycine receptor subunit alpha-2

	Control Untreated
	21.22
	4.2
	512
	93881.5
	2
	P23508
	Colorectal mutant cancer protein

	Control Untreated
	14.4
	19.8
	392
	13417.4
	2
	P23582
	C-type natriuretic peptide

	Control Untreated
	28.04
	7.8
	527
	51578.5
	2
	P23677
	Inositol-trisphosphate 3-kinase A

	Control Untreated
	29.42
	10.9
	550
	27780.7
	2
	P23946
	Chymase

	Control Untreated
	24.64
	6.2
	352
	45168.2
	2
	P25490
	Transcriptional repressor protein YY1

	Control Untreated
	23.02
	8
	453
	30334.9
	2
	P26842
	CD27 antigen

	Control Untreated
	17.6
	6.2
	512
	58930.6
	2
	P27037
	Activin receptor type-2A

	Control Untreated
	21.73
	6.4
	694
	68764.6
	2
	P27694
	Replication protein A 70 kDa DNA-binding subunit

	Control Untreated
	24.45
	1.6
	485
	245318.5
	2
	P27708
	Multifunctional protein CAD

	Control Untreated
	23.24
	3.5
	502
	121516.3
	2
	P27816
	Microtubule-associated protein 4

	Control Untreated
	21.98
	4.8
	1070
	103230.2
	2
	P27987
	Inositol-trisphosphate 3-kinase B

	Control Untreated
	22.91
	9.8
	372
	28650.9
	2
	P28074
	Proteasome subunit beta type-5

	Control Untreated
	30.49
	14.8
	107000
	44004.7
	2
	P28336
	Neuromedin-B receptor

	Control Untreated
	19.97
	1.7
	473
	123287.2
	2
	P28370
	Probable global transcription activator SNF2L1

	Control Untreated
	20.96
	2.8
	373
	133847.8
	2
	P28715
	DNA excision repair protein ERCC-5

	Control Untreated
	37.78
	7.3
	409
	56564.7
	2
	P28838
	Cytosol aminopeptidase

	Control Untreated
	22.09
	1.9
	646
	162182
	2
	P29400
	Collagen alpha-5(IV) chain

	Control Untreated
	20.71
	2.2
	1240
	83399
	2
	P29728
	2'-5'-oligoadenylate synthase 2

	Control Untreated
	27.65
	17.9
	1620
	22233.1
	2
	P30043
	Flavin reductase (NADPH)

	Control Untreated
	25.02
	8.3
	1210
	62228.4
	2
	P30613
	Pyruvate kinase PKLR

	Control Untreated
	23.37
	3.1
	494
	162985.2
	2
	P30622
	CAP-Gly domain-containing linker protein 1

	Control Untreated
	19.53
	5.2
	478
	66434
	2
	P31152
	Mitogen-activated protein kinase 4

	Control Untreated
	14.34
	1.2
	512
	271273.5
	2
	P31629
	Transcription factor HIVEP2

	Control Untreated
	22.57
	12
	666
	56084.8
	2
	P31749
	RAC-alpha serine/threonine-protein kinase

	Control Untreated
	17.91
	3.8
	1490
	63265.8
	2
	P31948
	Stress-induced-phosphoprotein 1

	Control Untreated
	23.11
	3
	973
	109400.8
	2
	P32418
	Sodium/calcium exchanger 1

	Control Untreated
	24.12
	7
	522
	68443
	2
	P32455
	Guanylate-binding protein 1

	Control Untreated
	20.33
	2.9
	526
	87869.1
	2
	P33151
	Cadherin-5

	Control Untreated
	11.43
	4.9
	500
	83082.8
	2
	P33992
	DNA replication licensing factor MCM5

	Control Untreated
	18.39
	5.5
	358
	53652.2
	2
	P34896
	Serine hydroxymethyltransferase, cytosolic

	Control Untreated
	28.09
	8.7
	482
	56448.4
	2
	P34897
	Serine hydroxymethyltransferase, mitochondrial

	Control Untreated
	16.86
	2.1
	524
	160880.4
	2
	P35125
	Ubiquitin carboxyl-terminal hydrolase 6

	Control Untreated
	23.05
	3.3
	1500
	128765.8
	2
	P35251
	Replication factor C subunit 1

	Control Untreated
	18.09
	10
	509
	43458.5
	2
	P35414
	Apelin receptor

	Control Untreated
	21.14
	1.6
	374
	332889.1
	2
	P35555
	Fibrillin-1

	Control Untreated
	17.63
	1.9
	558
	227783.5
	2
	P35579
	Myosin-9

	Control Untreated
	19.36
	1.5
	574
	229964.9
	2
	P35580
	Myosin-10

	Control Untreated
	22.06
	12.7
	555
	24829.2
	2
	P35625
	Metalloproteinase inhibitor 3

	Control Untreated
	16.19
	9.3
	500
	53653.1
	2
	P35637
	RNA-binding protein FUS

	Control Untreated
	23.86
	5.1
	534
	73137.3
	2
	P35789
	Zinc finger protein 93

	Control Untreated
	31.63
	5
	710
	99532.1
	2
	P35913
	Rod cGMP-specific 3',5'-cyclic phosphodiesterase subunit beta

	Control Untreated
	18.51
	7.2
	501
	44708.6
	2
	P36507
	Dual specificity mitogen-activated protein kinase kinase 2

	Control Untreated
	26.46
	7.1
	494
	62742.5
	2
	P36508
	Zinc finger protein 76

	Control Untreated
	16.51
	1.9
	504
	122699.8
	2
	P36956
	Sterol regulatory element-binding protein 1

	Control Untreated
	20.86
	10.3
	506
	48627.9
	2
	P37268
	Squalene synthase

	Control Untreated
	24.65
	2.8
	457
	131639.8
	2
	P38570
	Integrin alpha-E

	Control Untreated
	14.5
	4.1
	637
	73964.5
	2
	P38646
	Stress-70 protein, mitochondrial

	Control Untreated
	25.67
	2.1
	701
	179496.6
	2
	P39060
	Collagen alpha-1(XVIII) chain

	Control Untreated
	22.92
	2.6
	648
	164641
	2
	P39880
	Homeobox protein cut-like 1

	Control Untreated
	22.42
	14.7
	704
	23633.9
	2
	P40429
	Large ribosomal subunit protein uL13

	Control Untreated
	14.34
	2.4
	554
	128490.8
	2
	P40818
	Ubiquitin carboxyl-terminal hydrolase 8

	Control Untreated
	20.23
	9.1
	520
	35959.1
	2
	P40926
	Malate dehydrogenase, mitochondrial

	Control Untreated
	16.03
	3.3
	608
	80670.9
	2
	P41182
	B-cell lymphoma 6 protein

	Control Untreated
	29.21
	2.7
	500
	178398.7
	2
	P41229
	Lysine-specific demethylase 5C

	Control Untreated
	24.2
	1.3
	432
	290940.5
	2
	P42345
	Serine/threonine-protein kinase mTOR

	Control Untreated
	19.79
	4.6
	574
	99281.5
	2
	P42566
	Epidermal growth factor receptor substrate 15

	Control Untreated
	22.86
	5.5
	656
	48678
	2
	P42696
	RNA-binding protein 34

	Control Untreated
	23.19
	2.9
	532
	72576
	2
	P43121
	Cell surface glycoprotein MUC18

	Control Untreated
	27.83
	6
	880
	71312.8
	2
	P43155
	Carnitine O-acetyltransferase

	Control Untreated
	23.6
	4.7
	573
	105482.9
	2
	P43246
	DNA mismatch repair protein Msh2

	Control Untreated
	29.54
	4.6
	1820
	89642.5
	2
	P46087
	28S rRNA (cytosine(4447)-C(5))-methyltransferase

	Control Untreated
	25.96
	7.6
	1640
	47440.1
	2
	P47972
	Neuronal pentraxin-2

	Control Untreated
	23.22
	8.8
	381
	46452
	2
	P48426
	Phosphatidylinositol 5-phosphate 4-kinase type-2 alpha

	Control Untreated
	23.88
	2.5
	534
	177892.1
	2
	P48681
	Nestin

	Control Untreated
	24.3
	10.8
	497
	40471.9
	2
	P48741
	Putative heat shock 70 kDa protein 7

	Control Untreated
	20.02
	5.8
	510
	63261.7
	2
	P49190
	Parathyroid hormone 2 receptor

	Control Untreated
	15.49
	25.6
	502
	13520.9
	2
	P49207
	Large ribosomal subunit protein eL34

	Control Untreated
	23.6
	12.5
	448
	33553.6
	2
	P49247
	Ribose-5-phosphate isomerase

	Control Untreated
	33.17
	7.7
	1380
	61103.4
	2
	P49368
	T-complex protein 1 subunit gamma

	Control Untreated
	19.36
	6.1
	554
	59056.6
	2
	P49419
	Alpha-aminoadipic semialdehyde dehydrogenase

	Control Untreated
	19.38
	6
	510
	61775.2
	2
	P49448
	Glutamate dehydrogenase 2, mitochondrial

	Control Untreated
	24.03
	4.6
	932
	59289.7
	2
	P49591
	Serine--tRNA ligase, cytoplasmic

	Control Untreated
	23.94
	2.8
	776
	131220.8
	2
	P49641
	Alpha-mannosidase 2x

	Control Untreated
	20.26
	10.3
	490
	47599.5
	2
	P49674
	Casein kinase I isoform epsilon

	Control Untreated
	25.85
	8.1
	16100
	85483.6
	2
	P49747
	Cartilage oligomeric matrix protein

	Control Untreated
	14.44
	2.2
	484
	155533.1
	2
	P49790
	Nuclear pore complex protein Nup153

	Control Untreated
	26.6
	4.1
	439
	114388.3
	2
	P49916
	DNA ligase 3

	Control Untreated
	20.82
	9.7
	375
	21881.4
	2
	P50461
	Cysteine and glycine-rich protein 3

	Control Untreated
	15.51
	3.5
	683
	55878.4
	2
	P50607
	Tubby protein homolog

	Control Untreated
	21.25
	11.5
	460
	39323
	2
	P50613
	Cyclin-dependent kinase 7

	Control Untreated
	25.7
	6.8
	740
	58436.7
	2
	P50991
	T-complex protein 1 subunit delta

	Control Untreated
	20.54
	29.4
	570
	11164.4
	2
	P51397
	Death-associated protein 1

	Control Untreated
	17.34
	3.7
	86000
	52610.9
	2
	P51608
	Methyl-CpG-binding protein 2

	Control Untreated
	14.39
	1.1
	517
	210725.7
	2
	P51610
	Host cell factor 1

	Control Untreated
	21.18
	6.4
	270
	72859.8
	2
	P51693
	Amyloid beta precursor like protein 1

	Control Untreated
	15.73
	5.4
	498
	60209.6
	2
	P51815
	Zinc finger protein 75D

	Control Untreated
	15.18
	4.1
	1410
	50419.4
	2
	P51878
	Caspase-5

	Control Untreated
	22.5
	2
	520
	189106.5
	2
	P52179
	Myomesin-1

	Control Untreated
	22.11
	4.7
	486
	120183.8
	2
	P52732
	Kinesin-like protein KIF11

	Control Untreated
	18.83
	4.2
	676
	77256.8
	2
	P52742
	Zinc finger protein 135

	Control Untreated
	29.9
	5.2
	1020
	92665.7
	2
	P52756
	RNA-binding protein 5

	Control Untreated
	16.58
	1.9
	1040
	198716.8
	2
	P52948
	Nuclear pore complex protein Nup98-Nup96

	Control Untreated
	21.78
	9.6
	534
	30448.7
	2
	P52954
	Transcription factor LBX1

	Control Untreated
	17.81
	3.7
	756
	36648.5
	2
	P53597
	Succinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial

	Control Untreated
	22.63
	5.6
	508
	73600
	2
	P53671
	LIM domain kinase 2

	Control Untreated
	19.64
	2.5
	534
	189137.5
	2
	P53675
	Clathrin heavy chain 2

	Control Untreated
	14.05
	1.5
	608
	118726.6
	2
	P53708
	Integrin alpha-8

	Control Untreated
	22.97
	10
	1350
	42110.6
	2
	P53778
	Mitogen-activated protein kinase 12

	Control Untreated
	20.22
	4.3
	474
	39921
	2
	P53990
	IST1 homolog

	Control Untreated
	23.1
	3.2
	620
	140700.6
	2
	P54098
	DNA polymerase subunit gamma-1

	Control Untreated
	30.3
	3.2
	842
	160709.2
	2
	P54132
	RecQ-like DNA helicase BLM

	Control Untreated
	24.05
	8.8
	754
	54759.2
	2
	P54284
	Voltage-dependent L-type calcium channel subunit beta-3

	Control Untreated
	20.47
	1.7
	456
	166406.7
	2
	P54296
	Myomesin-2

	Control Untreated
	17.33
	5.4
	484
	62889.1
	2
	P54646
	5'-AMP-activated protein kinase catalytic subunit alpha-2

	Control Untreated
	29.45
	1.8
	1640
	203109.5
	2
	P55268
	Laminin subunit beta-2

	Control Untreated
	21.75
	5.7
	1730
	49375.2
	2
	P55317
	Hepatocyte nuclear factor 3-alpha

	Control Untreated
	21.57
	9.5
	486
	49548
	2
	P55795
	Heterogeneous nuclear ribonucleoprotein H2

	Control Untreated
	27.44
	12.2
	1160
	33571.1
	2
	P55851
	Dicarboxylate carrier SLC25A8

	Control Untreated
	28.35
	7.1
	1240
	49576.7
	2
	P56270
	Myc-associated zinc finger protein

	Control Untreated
	14.67
	5.1
	534
	80425.8
	2
	P57058
	Hormonally up-regulated neu tumor-associated kinase

	Control Untreated
	20.15
	3.2
	456
	131979.1
	2
	P57071
	PR domain zinc finger protein 15

	Control Untreated
	21.79
	8.5
	672
	54892.1
	2
	P58004
	Sestrin-2

	Control Untreated
	15.22
	5.3
	522
	85333
	2
	P58215
	Lysyl oxidase homolog 3

	Control Untreated
	9.86
	3.2
	48200
	54292.8
	2
	P58335
	Anthrax toxin receptor 2

	Control Untreated
	26.29
	2.6
	522
	182636.2
	2
	P58397
	A disintegrin and metalloproteinase with thrombospondin motifs 12

	Control Untreated
	18.43
	4.1
	565
	81775.7
	2
	P58743
	Prestin

	Control Untreated
	12.33
	4.5
	487
	100249.5
	2
	P59044
	NACHT, LRR and PYD domains-containing protein 6

	Control Untreated
	15.54
	2.7
	614
	122567
	2
	P59046
	NACHT, LRR and PYD domains-containing protein 12

	Control Untreated
	27.43
	10.9
	510
	19243.3
	2
	P60323
	Nanos homolog 3

	Control Untreated
	17.22
	17.6
	628
	13486.6
	2
	P60866
	Small ribosomal subunit protein uS10

	Control Untreated
	25.24
	7.6
	4570
	47826.7
	2
	P61158
	Actin-related protein 3

	Control Untreated
	23.26
	27.4
	14200
	10931.5
	2
	P61604
	10 kDa heat shock protein, mitochondrial

	Control Untreated
	21.9
	12.5
	490
	37158.3
	2
	P61964
	WD repeat-containing protein 5

	Control Untreated
	26.29
	3
	544
	167063.6
	2
	P63135
	Endogenous retrovirus group K member 7 Pol protein

	Control Untreated
	21.14
	9.5
	584
	40599.7
	2
	P78310
	Coxsackievirus and adenovirus receptor

	Control Untreated
	23.81
	9.8
	419
	47855.8
	2
	P78368
	Casein kinase I isoform gamma-2

	Control Untreated
	31.87
	1.6
	1960
	395227
	2
	P78509
	Reelin

	Control Untreated
	25.51
	0.8
	591
	474044.1
	2
	P78527
	DNA-dependent protein kinase catalytic subunit

	Control Untreated
	27.92
	5.9
	1130
	81161.3
	2
	P78563
	Double-stranded RNA-specific editase 1

	Control Untreated
	20.21
	1.1
	1750
	194622
	2
	P82987
	ADAMTS-like protein 3

	Control Untreated
	22.06
	10.8
	682
	31659.2
	2
	P98066
	Tumor necrosis factor-inducible gene 6 protein

	Control Untreated
	16.2
	0.4
	476
	540719.3
	2
	P98164
	Low-density lipoprotein receptor-related protein 2

	Control Untreated
	21.72
	4
	501
	107757.1
	2
	P98174
	FYVE, RhoGEF and PH domain-containing protein 1

	Control Untreated
	9.46
	2.2
	573
	103873.1
	2
	P98175
	RNA-binding protein 10

	Control Untreated
	14.18
	7.7
	453
	53968.7
	2
	P98177
	Forkhead box protein O4

	Control Untreated
	24.35
	2.4
	558
	142064.7
	2
	Q00341
	Vigilin

	Control Untreated
	24.04
	7
	1210
	38951.5
	2
	Q00796
	Sorbitol dehydrogenase

	Control Untreated
	21.04
	3.4
	457
	86297.8
	2
	Q01826
	DNA-binding protein SATB1

	Control Untreated
	11.68
	6.1
	2000
	52196.6
	2
	Q01850
	Cerebellar degeneration-related protein 2

	Control Untreated
	20.99
	4.9
	708
	54981.7
	2
	Q02078
	Myocyte-specific enhancer factor 2A

	Control Untreated
	17.97
	14.4
	601
	21841.7
	2
	Q02539
	Histone H1.1

	Control Untreated
	11.64
	4.1
	1140
	84119.2
	2
	Q02809
	Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1

	Control Untreated
	20.57
	2.2
	578
	192048.9
	2
	Q02952
	A-kinase anchor protein 12

	Control Untreated
	16.24
	1.4
	508
	169554.2
	2
	Q03468
	DNA excision repair protein ERCC-6

	Control Untreated
	20.24
	6.9
	624
	66213.8
	2
	Q03692
	Collagen alpha-1(X) chain

	Control Untreated
	16.16
	1.3
	547
	176229.6
	2
	Q04637
	Eukaryotic translation initiation factor 4 gamma 1

	Control Untreated
	16.74
	3
	824
	72905.7
	2
	Q04756
	Hepatocyte growth factor activator

	Control Untreated
	28.57
	8.2
	2720
	50811.6
	2
	Q05639
	Elongation factor 1-alpha 2

	Control Untreated
	21.65
	5.1
	1030
	71546.8
	2
	Q05D60
	Deuterosome assembly protein 1

	Control Untreated
	13.49
	3.7
	1160
	68580.1
	2
	Q06124
	Tyrosine-protein phosphatase non-receptor type 11

	Control Untreated
	23.54
	10.5
	367
	36585.8
	2
	Q06136
	3-ketodihydrosphingosine reductase

	Control Untreated
	34.83
	3.4
	772
	150311.6
	2
	Q06278
	Aldehyde oxidase

	Control Untreated
	25.5
	10
	480
	28893.7
	2
	Q06323
	Proteasome activator complex subunit 1

	Control Untreated
	24.88
	7.9
	358
	51807.8
	2
	Q06546
	GA-binding protein alpha chain

	Control Untreated
	20.82
	5.4
	1980
	59293.4
	2
	Q07001
	Acetylcholine receptor subunit delta

	Control Untreated
	13.26
	0.4
	1080
	523482.6
	2
	Q07954
	Prolow-density lipoprotein receptor-related protein 1

	Control Untreated
	32.76
	21.2
	116000
	35377.1
	2
	Q08257
	Quinone oxidoreductase

	Control Untreated
	19.57
	7.4
	1050
	45627.7
	2
	Q08495
	Dematin

	Control Untreated
	16.13
	3.7
	560
	135844.3
	2
	Q09MP3
	RAD51-associated protein 2

	Control Untreated
	26.53
	6
	707
	64659
	2
	Q0D2K2
	Kelch-like protein 30

	Control Untreated
	27.57
	7.1
	598
	65473.3
	2
	Q10471
	Polypeptide N-acetylgalactosaminyltransferase 2

	Control Untreated
	15.06
	2.3
	565
	177994.4
	2
	Q12774
	Rho guanine nucleotide exchange factor 5

	Control Untreated
	17
	2.9
	786
	85453
	2
	Q12815
	Tastin

	Control Untreated
	26.26
	3.6
	568
	144797.7
	2
	Q12816
	Trophinin

	Control Untreated
	14.87
	1
	8840
	340995.1
	2
	Q12830
	Nucleosome-remodeling factor subunit BPTF

	Control Untreated
	21.18
	22.1
	370
	21158.4
	2
	Q12870
	Transcription factor 15

	Control Untreated
	16.49
	2.3
	536
	166591.8
	2
	Q12879
	Glutamate receptor ionotropic, NMDA 2A

	Control Untreated
	22.23
	6.5
	446
	48731.6
	2
	Q12894
	Interferon-related developmental regulator 2

	Control Untreated
	16.75
	2.2
	616
	147136.9
	2
	Q12913
	Receptor-type tyrosine-protein phosphatase eta

	Control Untreated
	23.31
	8.6
	528
	39788.5
	2
	Q12926
	ELAV-like protein 2

	Control Untreated
	20.34
	2.6
	326
	127630.1
	2
	Q12965
	Unconventional myosin-Ie

	Control Untreated
	28.96
	3.1
	458
	103266.2
	2
	Q13002
	Glutamate receptor ionotropic, kainate 2

	Control Untreated
	28.91
	2.1
	446
	178817.2
	2
	Q13009
	Rho guanine nucleotide exchange factor TIAM1

	Control Untreated
	21.31
	2.3
	480
	173940.2
	2
	Q13017
	Rho GTPase-activating protein 5

	Control Untreated
	12.24
	0.8
	1560
	171849.1
	2
	Q13018
	Secretory phospholipase A2 receptor

	Control Untreated
	29.37
	7.6
	988
	81707.7
	2
	Q13061
	Triadin

	Control Untreated
	19.06
	4.9
	455
	89808.8
	2
	Q13105
	Zinc finger and BTB domain-containing protein 17

	Control Untreated
	18.35
	5.2
	596
	51290.3
	2
	Q13106
	Zinc finger protein 154

	Control Untreated
	22.93
	3.2
	466
	123239.4
	2
	Q13127
	RE1-silencing transcription factor

	Control Untreated
	13.78
	9.9
	518
	30767.5
	2
	Q13162
	Peroxiredoxin-4

	Control Untreated
	33.55
	4
	3490
	166521
	2
	Q13233
	Mitogen-activated protein kinase kinase kinase 1

	Control Untreated
	24.19
	1.2
	470
	355759
	2
	Q13315
	Serine-protein kinase ATM

	Control Untreated
	19
	3.2
	502
	100332.4
	2
	Q13342
	Nuclear body protein SP140

	Control Untreated
	23.32
	9.3
	759
	38676.5
	2
	Q13351
	Krueppel-like factor 1

	Control Untreated
	21.29
	5.3
	617
	61459
	2
	Q13362
	Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit gamma isoform

	Control Untreated
	23.49
	2.4
	586
	119684.7
	2
	Q13367
	AP-3 complex subunit beta-2

	Control Untreated
	26.79
	4.9
	2630
	152331.5
	2
	Q13428
	Treacle protein

	Control Untreated
	24.24
	7.6
	556
	51724.7
	2
	Q13451
	Peptidyl-prolyl cis-trans isomerase FKBP5

	Control Untreated
	14.28
	1.1
	2520
	244993.9
	2
	Q13459
	Unconventional myosin-IXb

	Control Untreated
	17.71
	6.3
	528
	73094
	2
	Q13470
	Non-receptor tyrosine-protein kinase TNK1

	Control Untreated
	15.6
	5.4
	476
	40553.9
	2
	Q13477
	Mucosal addressin cell adhesion molecule 1

	Control Untreated
	15.86
	2.3
	544
	117327.1
	2
	Q13523
	Serine/threonine-protein kinase PRP4 homolog

	Control Untreated
	13.79
	3.6
	488
	110430.9
	2
	Q13563
	Polycystin-2

	Control Untreated
	15.66
	2.8
	5490
	136241
	2
	Q13615
	Phosphatidylinositol-3,5-bisphosphate 3-phosphatase MTMR3

	Control Untreated
	20.88
	2.4
	744
	89499.2
	2
	Q13618
	Cullin-3

	Control Untreated
	24.25
	6.4
	490
	88192.2
	2
	Q13619
	Cullin-4A

	Control Untreated
	28.13
	2.8
	532
	162082.3
	2
	Q13635
	Protein patched homolog 1

	Control Untreated
	24.23
	3
	568
	130200.6
	2
	Q13683
	Integrin alpha-7

	Control Untreated
	13.63
	2.5
	534
	121287.1
	2
	Q13905
	Rap guanine nucleotide exchange factor 1

	Control Untreated
	16.83
	4.7
	653
	65358
	2
	Q14055
	Collagen alpha-2(IX) chain

	Control Untreated
	28
	8.2
	83900
	97782
	2
	Q14118
	Dystroglycan 1

	Control Untreated
	20.8
	2.6
	496
	172480.8
	2
	Q14146
	Unhealthy ribosome biogenesis protein 2 homolog

	Control Untreated
	24.41
	3.2
	466
	129258.4
	2
	Q14147
	Probable ATP-dependent RNA helicase DHX34

	Control Untreated
	21
	3.2
	597
	84164.4
	2
	Q14244
	Ensconsin

	Control Untreated
	14.13
	5
	11400
	61756.2
	2
	Q14247
	Src substrate cortactin

	Control Untreated
	19.58
	9.2
	542
	31570.4
	2
	Q14493
	Histone RNA hairpin-binding protein

	Control Untreated
	30.34
	2.2
	631
	229332
	2
	Q14524
	Sodium channel protein type 5 subunit alpha

	Control Untreated
	23.37
	32.1
	430
	14917.6
	2
	Q14657
	EKC/KEOPS complex subunit LAGE3

	Control Untreated
	11.96
	1.6
	454
	256263
	2
	Q14667
	Bridge-like lipid transfer protein family member 2

	Control Untreated
	16.96
	1.5
	37800
	222369.5
	2
	Q14669
	E3 ubiquitin-protein ligase TRIP12

	Control Untreated
	23.4
	2.7
	523
	134688.2
	2
	Q14679
	Tubulin monoglutamylase TTLL4

	Control Untreated
	25.73
	2.5
	463
	143857.9
	2
	Q14683
	Structural maintenance of chromosomes protein 1A

	Control Untreated
	25
	1.8
	262
	210066.3
	2
	Q14690
	Protein RRP5 homolog

	Control Untreated
	25.63
	4.5
	764
	107328.4
	2
	Q14697
	Neutral alpha-glucosidase AB

	Control Untreated
	15.23
	1.5
	724
	204176.9
	2
	Q14767
	Latent-transforming growth factor beta-binding protein 2

	Control Untreated
	19.95
	5.6
	548
	56422
	2
	Q14781
	Chromobox protein homolog 2

	Control Untreated
	23.12
	7.1
	758
	56165
	2
	Q14814
	Myocyte-specific enhancer factor 2D

	Control Untreated
	25.34
	5.2
	271
	100760.1
	2
	Q14832
	Metabotropic glutamate receptor 3

	Control Untreated
	28.48
	4.4
	554
	96188.7
	2
	Q14934
	Nuclear factor of activated T-cells, cytoplasmic 4

	Control Untreated
	30.53
	4.7
	1180
	64663.1
	2
	Q14956
	Transmembrane glycoprotein NMB

	Control Untreated
	27.5
	2.3
	462
	222047.2
	2
	Q14966
	Zinc finger protein 638

	Control Untreated
	14.13
	1.1
	382
	239339.3
	2
	Q14980
	Nuclear mitotic apparatus protein 1

	Control Untreated
	20.06
	1.8
	530
	192925.8
	2
	Q14999
	Cullin-7

	Control Untreated
	21.05
	2
	500
	123162.5
	2
	Q14C87
	Transmembrane protein 132D

	Control Untreated
	15.73
	4.6
	350
	56040.5
	2
	Q14CB8
	Rho GTPase-activating protein 19

	Control Untreated
	14.32
	2.7
	518
	113203.2
	2
	Q14CX7
	N-alpha-acetyltransferase 25, NatB auxiliary subunit

	Control Untreated
	24.47
	7.9
	536
	32364.3
	2
	Q15014
	Mortality factor 4-like protein 2

	Control Untreated
	12.04
	2.3
	874
	51684.7
	2
	Q15054
	DNA polymerase delta subunit 3

	Control Untreated
	29.8
	5.3
	2500
	79825.3
	2
	Q15059
	Bromodomain-containing protein 3

	Control Untreated
	9.87
	4
	720
	48519.8
	2
	Q15084
	Protein disulfide-isomerase A6

	Control Untreated
	18.33
	5.4
	627
	72388
	2
	Q15326
	Zinc finger MYND domain-containing protein 11

	Control Untreated
	28.55
	3.3
	687
	103505.6
	2
	Q15361
	Transcription termination factor 1

	Control Untreated
	20.59
	3.4
	581
	103096.3
	2
	Q15424
	Scaffold attachment factor B1

	Control Untreated
	25.59
	3.9
	470
	114817.1
	2
	Q15431
	Synaptonemal complex protein 1

	Control Untreated
	9.34
	4.7
	462
	59763.6
	2
	Q15554
	Telomeric repeat-binding factor 2

	Control Untreated
	14.49
	4.3
	558
	68557
	2
	Q15637
	Splicing factor 1

	Control Untreated
	20.8
	4.6
	546
	51770.4
	2
	Q15654
	Thyroid receptor-interacting protein 6

	Control Untreated
	21.36
	2.2
	510
	213449.8
	2
	Q15746
	Myosin light chain kinase, smooth muscle

	Control Untreated
	16.87
	1.1
	1370
	357078
	2
	Q15772
	Striated muscle preferentially expressed protein kinase

	Control Untreated
	20.7
	8
	1540
	28204
	2
	Q15773
	Myeloid leukemia factor 2

	Control Untreated
	17.08
	1.2
	4860
	196273.9
	2
	Q15811
	Intersectin-1

	Control Untreated
	25.31
	0.5
	508
	409090.1
	2
	Q15911
	Zinc finger homeobox protein 3

	Control Untreated
	24.55
	6.9
	555
	62474.4
	2
	Q15942
	Zyxin

	Control Untreated
	19.43
	8.5
	528
	41643.1
	2
	Q15973
	Zinc finger protein 124

	Control Untreated
	29.53
	7.9
	526
	69292.9
	2
	Q16134
	Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial

	Control Untreated
	22.97
	35.8
	566
	14287.6
	2
	Q16143
	Beta-synuclein

	Control Untreated
	22.63
	2.6
	1170
	128220.8
	2
	Q16531
	DNA damage-binding protein 1

	Control Untreated
	18.42
	2.5
	700
	135335.8
	2
	Q16720
	Plasma membrane calcium-transporting ATPase 3

	Control Untreated
	21.49
	11.5
	426
	30464.8
	2
	Q16740
	ATP-dependent Clp protease proteolytic subunit, mitochondrial

	Control Untreated
	19.37
	3.9
	409
	136691.2
	2
	Q16760
	Diacylglycerol kinase delta

	Control Untreated
	20.08
	1.1
	1140
	375855.4
	2
	Q16787
	Laminin subunit alpha-3

	Control Untreated
	21.72
	7.6
	534
	57110.4
	2
	Q16851
	UTP--glucose-1-phosphate uridylyltransferase

	Control Untreated
	31.09
	7.5
	31500
	60406.8
	2
	Q16875
	6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase 3

	Control Untreated
	17.19
	6.1
	480
	71861
	2
	Q16881
	Thioredoxin reductase 1, cytoplasmic

	Control Untreated
	31.56
	4.7
	619
	120760.6
	2
	Q17R98
	Zinc finger protein 827

	Control Untreated
	21.76
	1.4
	349
	176349
	2
	Q17RW2
	Collagen alpha-1(XXIV) chain

	Control Untreated
	13.66
	3.9
	480
	53837.7
	2
	Q18PE1
	Protein Dok-7

	Control Untreated
	11.19
	2.2
	512
	145804.7
	2
	Q1MSJ5
	Centrosome and spindle pole-associated protein 1

	Control Untreated
	22.41
	16.1
	415
	26966.5
	2
	Q1ZZU3
	DNA repair protein SWI5 homolog

	Control Untreated
	22.74
	2.8
	604
	152367.9
	2
	Q29RF7
	Sister chromatid cohesion protein PDS5 homolog A

	Control Untreated
	15.2
	2
	569
	190710.4
	2
	Q2KHR3
	Glutamine and serine-rich protein 1

	Control Untreated
	21.03
	2.1
	520
	151497.3
	2
	Q2M1P5
	Kinesin-like protein KIF7

	Control Untreated
	20.91
	2.2
	440
	158351.5
	2
	Q2M1Z3
	Rho GTPase-activating protein 31

	Control Untreated
	25.85
	4.5
	2340
	78203.6
	2
	Q2M218
	Zinc finger protein 630

	Control Untreated
	23.74
	3.5
	704
	137059.4
	2
	Q2NKJ3
	CST complex subunit CTC1

	Control Untreated
	13.51
	1.4
	464
	213219.4
	2
	Q2PPJ7
	Ral GTPase-activating protein subunit alpha-2

	Control Untreated
	19.47
	1.1
	5410
	215024.3
	2
	Q2TAZ0
	Autophagy-related protein 2 homolog A

	Control Untreated
	27.27
	5
	616
	104355.7
	2
	Q2TBE0
	CWF19-like protein 2

	Control Untreated
	28.17
	5.3
	325
	82260.2
	2
	Q2TV78
	Putative macrophage stimulating 1-like protein

	Control Untreated
	27.15
	7.8
	502
	51798.2
	2
	Q2VIR3
	Eukaryotic translation initiation factor 2 subunit 3B

	Control Untreated
	21.38
	3.9
	412
	106891.1
	2
	Q2VWA4
	SKI family transcriptional corepressor 2

	Control Untreated
	24.24
	2.6
	564
	127929.4
	2
	Q2VWP7
	Protogenin

	Control Untreated
	17.21
	3
	742
	73483.5
	2
	Q3KP66
	Innate immunity activator protein

	Control Untreated
	24.69
	5.1
	484
	93160.6
	2
	Q3KQU3
	MAP7 domain-containing protein 1

	Control Untreated
	16.06
	5.2
	624
	73744.2
	2
	Q3KQV3
	Zinc finger protein 792

	Control Untreated
	19.32
	4.6
	535
	89357.9
	2
	Q3KR16
	Pleckstrin homology domain-containing family G member 6

	Control Untreated
	27.68
	8.5
	664
	59288.4
	2
	Q3LXA3
	Triokinase/FMN cyclase

	Control Untreated
	16.39
	4.1
	698
	60984.8
	2
	Q3MIT2
	tRNA pseudouridine synthase Pus10

	Control Untreated
	16.27
	11.4
	502
	31237
	2
	Q3SX64
	Protein CIMAP1D

	Control Untreated
	26.23
	7.8
	568
	57804
	2
	Q3SY84
	Keratin, type II cytoskeletal 71

	Control Untreated
	14.25
	2.1
	676
	204850.4
	2
	Q460N5
	Protein mono-ADP-ribosyltransferase PARP14

	Control Untreated
	26.54
	5
	4210
	61116.9
	2
	Q49A26
	Cytokine-like nuclear factor N-PAC

	Control Untreated
	25.83
	6.8
	440
	59774.9
	2
	Q49A92
	Uncharacterized protein C8orf34

	Control Untreated
	30.84
	8.9
	428
	62321.1
	2
	Q49AA0
	Zinc finger protein 69 homolog

	Control Untreated
	12.82
	4.3
	533
	67687.1
	2
	Q49AN0
	Cryptochrome-2

	Control Untreated
	28.5
	4.5
	462
	100441.3
	2
	Q4FZB7
	Histone-lysine N-methyltransferase KMT5B

	Control Untreated
	19.15
	4.9
	671
	50002.6
	2
	Q4G0N4
	NAD kinase 2, mitochondrial

	Control Untreated
	20.2
	0.8
	488
	581301.6
	2
	Q4G0P3
	Hydrocephalus-inducing protein homolog

	Control Untreated
	32.54
	4.8
	490
	112089.6
	2
	Q4G0T1
	Scavenger receptor cysteine-rich domain-containing protein SCART1

	Control Untreated
	26.35
	5.3
	276
	84895.3
	2
	Q4J6C6
	Prolyl endopeptidase-like

	Control Untreated
	21.79
	4.4
	666
	87710.7
	2
	Q4KMP7
	TBC1 domain family member 10B

	Control Untreated
	17.66
	1.7
	717
	191330.6
	2
	Q4KWH8
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta-1

	Control Untreated
	16.77
	2.5
	622
	135809.9
	2
	Q4VNC1
	Probable cation-transporting ATPase 13A4

	Control Untreated
	16.04
	7.8
	511
	52133.7
	2
	Q53EL6
	Programmed cell death protein 4

	Control Untreated
	27.97
	3.9
	646
	135053.9
	2
	Q53EP0
	Fibronectin type III domain-containing protein 3B

	Control Untreated
	26.47
	9.4
	445
	49217.8
	2
	Q53EU6
	Glycerol-3-phosphate acyltransferase 3

	Control Untreated
	25.23
	10.9
	500
	39859.4
	2
	Q53GG5
	PDZ and LIM domain protein 3

	Control Untreated
	27.53
	4.8
	807
	80405.3
	2
	Q53GS7
	mRNA export factor GLE1

	Control Untreated
	15.01
	1.9
	2540
	134800.6
	2
	Q587J7
	Putative ATP-dependent RNA helicase TDRD12

	Control Untreated
	13.14
	1.1
	532
	240304.5
	2
	Q58EX2
	Protein sidekick-2

	Control Untreated
	11.87
	2.3
	674
	94218.3
	2
	Q59H18
	Serine/threonine-protein kinase TNNI3K

	Control Untreated
	22.21
	1.5
	515
	249437.6
	2
	Q5D862
	Filaggrin-2

	Control Untreated
	22.43
	2.9
	562
	146801.6
	2
	Q5DID0
	Uromodulin-like 1

	Control Untreated
	21
	5.8
	763
	54017.6
	2
	Q5GH77
	XK-related protein 3

	Control Untreated
	27.1
	3.3
	520
	109254.8
	2
	Q5H8A4
	GPI ethanolamine phosphate transferase 2

	Control Untreated
	26.66
	3.2
	574
	116591.2
	2
	Q5HY64
	Putative protein FAM47C

	Control Untreated
	24.96
	6.6
	226
	55817.8
	2
	Q5HY98
	Zinc finger protein 766

	Control Untreated
	26.89
	5
	868
	72270.8
	2
	Q5HYK9
	Zinc finger protein 667

	Control Untreated
	20.19
	2.8
	722
	145125.9
	2
	Q5JTH9
	RRP12-like protein

	Control Untreated
	20.83
	4.2
	562
	111764.2
	2
	Q5JWF2
	Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas

	Control Untreated
	23.99
	7.8
	429
	37481
	2
	Q5JXA9
	Signal-regulatory protein beta-2

	Control Untreated
	13.33
	1.3
	468
	158289
	2
	Q5JY77
	G-protein coupled receptor-associated sorting protein 1

	Control Untreated
	33.05
	2.8
	716
	185818.1
	2
	Q5K651
	Sterile alpha motif domain-containing protein 9

	Control Untreated
	17.59
	3.3
	618
	81977.6
	2
	Q5MCW4
	Zinc finger protein 569

	Control Untreated
	23.93
	1.9
	838
	169259.2
	2
	Q5QGS0
	Neurite extension and migration factor

	Control Untreated
	19.48
	7.3
	704
	35142.2
	2
	Q5R3K3
	Calcium homeostasis modulator protein 6

	Control Untreated
	25.79
	2.8
	481
	169147.6
	2
	Q5RHP9
	Glutamate-rich protein 3

	Control Untreated
	21.56
	4.3
	409
	81805.6
	2
	Q5SV97
	PGC-1 and ERR-induced regulator in muscle protein 1

	Control Untreated
	28.16
	2.7
	556
	160228.7
	2
	Q5SXM2
	snRNA-activating protein complex subunit 4

	Control Untreated
	22.89
	1.3
	864
	382015.9
	2
	Q5T011
	KICSTOR complex protein SZT2

	Control Untreated
	17.42
	5.8
	1120
	54305.5
	2
	Q5T089
	MORN repeat-containing protein 1

	Control Untreated
	17.2
	1.1
	1590
	261285.6
	2
	Q5T1R4
	Transcription factor HIVEP3

	Control Untreated
	21.43
	1.7
	1050
	197316.7
	2
	Q5T200
	Zinc finger CCCH domain-containing protein 13

	Control Untreated
	22.8
	2.6
	1080
	117217.5
	2
	Q5T2S8
	Outer dynein arm-docking complex subunit 2

	Control Untreated
	17.79
	4.4
	1820
	54341.3
	2
	Q5T5N4
	Uncharacterized protein C6orf118

	Control Untreated
	18.4
	1.4
	594
	214739.6
	2
	Q5T5P2
	Sickle tail protein homolog

	Control Untreated
	12.23
	1.1
	712
	179338.1
	2
	Q5T5Y3
	Calmodulin-regulated spectrin-associated protein 1

	Control Untreated
	23.54
	3.7
	592
	78834.1
	2
	Q5T6C5
	Ataxin-7-like protein 2

	Control Untreated
	15.71
	8.2
	570
	58008.6
	2
	Q5T7P8
	Synaptotagmin-6

	Control Untreated
	21.18
	2.7
	882
	136970
	2
	Q5T848
	Metabotropic glycine receptor

	Control Untreated
	18.68
	5.3
	570
	68403.1
	2
	Q5TA45
	Integrator complex subunit 11

	Control Untreated
	15.7
	2.7
	1050
	70405.1
	2
	Q5TAT6
	Collagen alpha-1(XIII) chain

	Control Untreated
	19.47
	23.7
	862
	11367.8
	2
	Q5TBE3
	Uncharacterized protein C9orf153

	Control Untreated
	18.2
	9.8
	490
	29037.9
	2
	Q5TBK1
	NEDD4-binding protein 2-like 1

	Control Untreated
	24.14
	3.4
	444
	59758.2
	2
	Q5TCH4
	Cytochrome P450 4A22

	Control Untreated
	20.69
	2
	740
	163858.8
	2
	Q5TCQ9
	Membrane-associated guanylate kinase, WW and PDZ domain-containing protein 3

	Control Untreated
	20
	2.5
	542
	133767.5
	2
	Q5TEA3
	Dynein axonemal assembly factor 9

	Control Untreated
	24.95
	5.5
	619
	78190.7
	2
	Q5TEA6
	Protein sel-1 homolog 2

	Control Untreated
	19.28
	2.8
	454
	135112.2
	2
	Q5TIE3
	von Willebrand factor A domain-containing protein 5B1

	Control Untreated
	29.57
	5.7
	2290
	104197.2
	2
	Q5U651
	Ras-interacting protein 1

	Control Untreated
	30.79
	2.7
	6450
	163327.3
	2
	Q5VTT5
	Myomesin-3

	Control Untreated
	23.12
	2.9
	510
	144341.1
	2
	Q5VU97
	VWFA and cache domain-containing protein 1

	Control Untreated
	19.92
	5.1
	486
	65795
	2
	Q5VV42
	Threonylcarbamoyladenosine tRNA methylthiotransferase

	Control Untreated
	26.14
	2.8
	494
	132592.9
	2
	Q5VWQ8
	Disabled homolog 2-interacting protein

	Control Untreated
	26.83
	2.4
	349
	173394.2
	2
	Q5VYS8
	Terminal uridylyltransferase 7

	Control Untreated
	15.89
	2
	854
	130744.2
	2
	Q5VZP5
	Serine/threonine/tyrosine-interacting-like protein 2

	Control Untreated
	11.58
	1.2
	784
	201423.1
	2
	Q5XKL5
	BTB/POZ domain-containing protein 8

	Control Untreated
	22.43
	2
	490
	147352.2
	2
	Q641Q2
	WASH complex subunit 2A

	Control Untreated
	26.5
	3.8
	536
	113179.3
	2
	Q66K74
	Microtubule-associated protein 1S

	Control Untreated
	22.9
	1.5
	336
	199041.9
	2
	Q68CP9
	AT-rich interactive domain-containing protein 2

	Control Untreated
	22.12
	1.9
	540
	158887.3
	2
	Q68DA7
	Formin-1

	Control Untreated
	11.14
	5.4
	402
	61323.4
	2
	Q68DI1
	Zinc finger protein 776

	Control Untreated
	25.28
	24.7
	46700
	33091.5
	2
	Q69YZ2
	Transmembrane protein 200B

	Control Untreated
	29.3
	14.4
	1210
	42741.2
	2
	Q6DKK2
	Tetratricopeptide repeat protein 19, mitochondrial

	Control Untreated
	16.6
	3.6
	486
	109168.3
	2
	Q6DN90
	IQ motif and SEC7 domain-containing protein 1

	Control Untreated
	16.26
	6.8
	239
	64932.2
	2
	Q6H9L7
	Isthmin-2

	Control Untreated
	13.06
	6.4
	538
	66806.3
	2
	Q6IC98
	GRAM domain-containing protein 4

	Control Untreated
	19.17
	16.6
	910
	31221.8
	2
	Q6ICL3
	Transport and Golgi organization protein 2 homolog

	Control Untreated
	23.64
	4.7
	557
	97129.2
	2
	Q6IE81
	Protein Jade-1

	Control Untreated
	29.17
	13.6
	1160
	55349.7
	2
	Q6K0P9
	Pyrin and HIN domain-containing protein 1

	Control Untreated
	20.66
	8.1
	732
	51174.2
	2
	Q6KF10
	Growth/differentiation factor 6

	Control Untreated
	19.17
	17.5
	1190
	43212.2
	2
	Q6NSI3
	Protein FAM53A

	Control Untreated
	27.8
	14.6
	454
	32904.3
	2
	Q6NXT1
	Ankyrin repeat domain-containing protein 54

	Control Untreated
	23.61
	4.4
	466
	90546.8
	2
	Q6P2D8
	X-ray radiation resistance-associated protein 1

	Control Untreated
	26.27
	4.9
	688
	82414
	2
	Q6P3R8
	Serine/threonine-protein kinase Nek5

	Control Untreated
	16.13
	3.3
	688
	87405.8
	2
	Q6P3S1
	DENN domain-containing protein 1B

	Control Untreated
	15.32
	16.3
	1470
	19748.8
	2
	Q6P4F2
	Ferredoxin-2, mitochondrial

	Control Untreated
	23.86
	5.2
	518
	87175.9
	2
	Q6P4Q7
	Metal transporter CNNM4

	Control Untreated
	19.44
	12.1
	1160
	44597.5
	2
	Q6P6C2
	RNA demethylase ALKBH5

	Control Untreated
	20.71
	3.5
	428
	109305.5
	2
	Q6P9B9
	Integrator complex subunit 5

	Control Untreated
	14.84
	2.4
	504
	134412.8
	2
	Q6PD62
	RNA polymerase-associated protein CTR9 homolog

	Control Untreated
	29.91
	6.1
	550
	76738
	2
	Q6PG37
	Zinc finger protein 790

	Control Untreated
	20.65
	2.1
	1700
	177594.1
	2
	Q6PGP7
	Superkiller complex protein 3

	Control Untreated
	21.81
	6.6
	592
	65770.7
	2
	Q6PJ61
	F-box only protein 46

	Control Untreated
	24.35
	1.7
	176000
	115500.4
	2
	Q6PJG2
	Mitotic deacetylase-associated SANT domain protein

	Control Untreated
	27.26
	7.9
	510
	69867.8
	2
	Q6S5L8
	SHC-transforming protein 4

	Control Untreated
	18.59
	5
	486
	85871
	2
	Q6SJ93
	Serine protease FAM111B

	Control Untreated
	13.48
	2
	556
	180558.1
	2
	Q6T4R5
	Actin remodeling regulator NHS

	Control Untreated
	27.63
	3.1
	468
	154176.6
	2
	Q6TFL3
	Coiled-coil domain-containing protein 171

	Control Untreated
	17.54
	3
	393
	106700.9
	2
	Q6UB35
	Monofunctional C1-tetrahydrofolate synthase, mitochondrial

	Control Untreated
	13.14
	16.2
	498
	8984.3
	2
	Q6UWN8
	Serine protease inhibitor Kazal-type 6

	Control Untreated
	28.7
	10.2
	476
	50582.5
	2
	Q6UWR7
	Glycerophosphocholine cholinephosphodiesterase ENPP6

	Control Untreated
	25.34
	6.3
	536
	54017.3
	2
	Q6UX04
	Spliceosome-associated protein CWC27 homolog

	Control Untreated
	32.06
	12.3
	2070
	50154.8
	2
	Q6UXB8
	Peptidase inhibitor 16

	Control Untreated
	27.91
	5.6
	446
	82650.7
	2
	Q6UXH9
	Inactive serine protease PAMR1

	Control Untreated
	24.47
	11
	1310
	62286.6
	2
	Q6UY01
	Leucine-rich repeat-containing protein 31

	Control Untreated
	24.1
	1
	558
	546613.5
	2
	Q6V0I7
	Protocadherin Fat 4

	Control Untreated
	20.51
	1.3
	512
	372161.3
	2
	Q6V1P9
	Protocadherin-23

	Control Untreated
	20.72
	3.1
	477
	137247
	2
	Q6VMQ6
	Activating transcription factor 7-interacting protein 1

	Control Untreated
	17.06
	2.3
	518
	105295.9
	2
	Q6VY07
	Phosphofurin acidic cluster sorting protein 1

	Control Untreated
	28.34
	4.3
	782
	115871.4
	2
	Q6ZMP0
	Thrombospondin type-1 domain-containing protein 4

	Control Untreated
	24.18
	4.8
	740
	82785.2
	2
	Q6ZMW2
	Zinc finger protein 782

	Control Untreated
	14.88
	1.8
	500
	220405.8
	2
	Q6ZMW3
	Echinoderm microtubule-associated protein-like 6

	Control Untreated
	27.23
	2.2
	515
	176261.6
	2
	Q6ZP82
	Coiled-coil domain-containing protein 141

	Control Untreated
	29.75
	3
	909
	168912
	2
	Q6ZRC1
	Uncharacterized protein C4orf50

	Control Untreated
	35.35
	6
	3650
	112154.2
	2
	Q6ZRI6
	Uncharacterized protein C15orf39

	Control Untreated
	9.05
	0.8
	482
	358110.9
	2
	Q6ZS81
	WD repeat- and FYVE domain-containing protein 4

	Control Untreated
	23.2
	17
	554
	25489.8
	2
	Q6ZS82
	Regulator of G-protein signaling 9-binding protein

	Control Untreated
	11.77
	2.3
	503
	152666.8
	2
	Q6ZSZ5
	Rho guanine nucleotide exchange factor 18

	Control Untreated
	18.72
	4.5
	486
	37289
	2
	Q6ZT52
	Protein FAM43B

	Control Untreated
	26.67
	1.1
	598
	365497.8
	2
	Q6ZTR5
	Cilia- and flagella-associated protein 47

	Control Untreated
	28.65
	2.9
	510
	149804.9
	2
	Q6ZU69
	Protein SPATA31F1

	Control Untreated
	21.66
	2.8
	518
	128640.5
	2
	Q6ZU80
	Centrosomal protein of 128 kDa

	Control Untreated
	28.33
	2.5
	692
	162696.3
	2
	Q6ZV73
	FYVE, RhoGEF and PH domain-containing protein 6

	Control Untreated
	27.61
	4.3
	440
	134226.4
	2
	Q6ZWH5
	Serine/threonine-protein kinase Nek10

	Control Untreated
	24.7
	1.1
	706
	424721.6
	2
	Q709C8
	Intermembrane lipid transfer protein VPS13C

	Control Untreated
	22.84
	0.8
	484
	409988.3
	2
	Q70CQ2
	Ubiquitin carboxyl-terminal hydrolase 34

	Control Untreated
	18.19
	5.1
	488
	72168.7
	2
	Q71H61
	Immunoglobulin-like domain-containing receptor 2

	Control Untreated
	25.62
	2.3
	1830
	320662.1
	2
	Q75N90
	Fibrillin-3

	Control Untreated
	20.89
	2.6
	606
	114569.4
	2
	Q75QN2
	Integrator complex subunit 8

	Control Untreated
	22.27
	3
	516
	132527
	2
	Q76FK4
	Nucleolar protein 8

	Control Untreated
	17.12
	1.5
	453
	180919.6
	2
	Q76N89
	E3 ubiquitin-protein ligase HECW1

	Control Untreated
	24.3
	4.1
	1010
	99340.7
	2
	Q7L1W4
	Volume-regulated anion channel subunit LRRC8D

	Control Untreated
	12.08
	10
	456
	32396.3
	2
	Q7L266
	Isoaspartyl peptidase/L-asparaginase

	Control Untreated
	28.68
	3.1
	1700
	135019.8
	2
	Q7L2E3
	ATP-dependent RNA helicase DHX30

	Control Untreated
	28.3
	8.3
	5080
	49465.1
	2
	Q7L592
	Protein arginine methyltransferase NDUFAF7, mitochondrial

	Control Untreated
	23.2
	10
	550
	36731.8
	2
	Q7L5D6
	Golgi to ER traffic protein 4 homolog

	Control Untreated
	27.07
	2.1
	2510
	193289
	2
	Q7LBC6
	Lysine-specific demethylase 3B

	Control Untreated
	21.65
	8.3
	513
	58263.7
	2
	Q7RTS7
	Keratin, type II cytoskeletal 74

	Control Untreated
	17.16
	5.4
	522
	63724.8
	2
	Q7RTZ1
	Ovochymase-2

	Control Untreated
	21.09
	2.8
	554
	179617.3
	2
	Q7Z2Y5
	Nik-related protein kinase

	Control Untreated
	14.41
	1.2
	430
	212850
	2
	Q7Z2Z1
	Treslin

	Control Untreated
	25.7
	4.8
	546
	121762.3
	2
	Q7Z3B3
	KAT8 regulatory NSL complex subunit 1

	Control Untreated
	10.7
	3.4
	608
	97610.1
	2
	Q7Z3G6
	Prickle-like protein 2

	Control Untreated
	21.04
	0.9
	6520
	414265.1
	2
	Q7Z407
	CUB and sushi domain-containing protein 3

	Control Untreated
	22.46
	1.3
	579
	198172.2
	2
	Q7Z443
	Polycystin-1-like protein 3

	Control Untreated
	22.36
	2.7
	1730
	152059.6
	2
	Q7Z494
	Nephrocystin-3

	Control Untreated
	19.05
	1.4
	886
	183544.5
	2
	Q7Z4N2
	Transient receptor potential cation channel subfamily M member 1

	Control Untreated
	27.37
	1.7
	769
	188488.1
	2
	Q7Z4S6
	Kinesin-like protein KIF21A

	Control Untreated
	24.65
	3.3
	621
	141864.6
	2
	Q7Z589
	BRCA2-interacting transcriptional repressor EMSY

	Control Untreated
	6.16
	16.6
	720
	14813.8
	2
	Q7Z5A7
	Chemokine-like protein TAFA-5

	Control Untreated
	29.6
	2.3
	210
	206315.3
	2
	Q7Z5J4
	Retinoic acid-induced protein 1

	Control Untreated
	22.78
	2
	531
	163905.6
	2
	Q7Z5J8
	Ankyrin and armadillo repeat-containing protein

	Control Untreated
	15.24
	2
	284
	182203.7
	2
	Q7Z745
	Maestro heat-like repeat-containing protein family member 2B

	Control Untreated
	20.11
	5.8
	572
	62185.6
	2
	Q7Z794
	Keratin, type II cytoskeletal 1b

	Control Untreated
	33.27
	1.7
	622
	314220.6
	2
	Q7Z7M0
	Multiple epidermal growth factor-like domains protein 8

	Control Untreated
	25.34
	2.7
	1410
	107120
	2
	Q7Z7M9
	Polypeptide N-acetylgalactosaminyltransferase 5

	Control Untreated
	17.68
	9.6
	588
	32444.1
	2
	Q86SE5
	RNA-binding Raly-like protein

	Control Untreated
	21.81
	4.5
	484
	142897.4
	2
	Q86SQ0
	Pleckstrin homology-like domain family B member 2

	Control Untreated
	25.36
	2.7
	550
	138746
	2
	Q86SQ4
	Adhesion G-protein coupled receptor G6

	Control Untreated
	21.35
	5.8
	853
	75110.7
	2
	Q86T24
	Transcriptional regulator Kaiso

	Control Untreated
	24.17
	6.4
	26100
	46906.9
	2
	Q86T26
	Transmembrane protease serine 11B

	Control Untreated
	20.5
	4.6
	648
	87190.9
	2
	Q86TB9
	Protein PAT1 homolog 1

	Control Untreated
	22.79
	2.8
	786
	108156.4
	2
	Q86TH1
	ADAMTS-like protein 2

	Control Untreated
	28.48
	7.6
	672
	71552.4
	2
	Q86TM3
	Probable ATP-dependent RNA helicase DDX53

	Control Untreated
	17.19
	4.6
	474
	63550.1
	2
	Q86UD4
	Zinc finger protein 329

	Control Untreated
	20.32
	3.9
	528
	88297.5
	2
	Q86UF2
	cTAGE family member 6

	Control Untreated
	25.37
	1.8
	883
	295570.4
	2
	Q86UK0
	Glucosylceramide transporter ABCA12

	Control Untreated
	26.21
	1.9
	671
	156557.7
	2
	Q86UP2
	Kinectin

	Control Untreated
	16.22
	6
	522
	51617.2
	2
	Q86UR1
	NADPH oxidase activator 1

	Control Untreated
	26.84
	9.4
	548
	61829.2
	2
	Q86UT5
	Na(+)/H(+) exchange regulatory cofactor NHE-RF4

	Control Untreated
	20.01
	11.6
	526
	36346.9
	2
	Q86V86
	Serine/threonine-protein kinase pim-3

	Control Untreated
	18.03
	2.3
	394
	129670.5
	2
	Q86VB7
	Scavenger receptor cysteine-rich type 1 protein M130

	Control Untreated
	8.2
	1.7
	440
	198040.3
	2
	Q86VF7
	Nebulin-related-anchoring protein

	Control Untreated
	22.31
	8.5
	1440
	82246.6
	2
	Q86VI1
	Exocyst complex component 3-like protein

	Control Untreated
	12.21
	2.5
	420
	91959.5
	2
	Q86VP1
	Tax1-binding protein 1

	Control Untreated
	20.31
	7.4
	834
	58707.2
	2
	Q86VQ1
	Glucocorticoid-induced transcript 1 protein

	Control Untreated
	21.75
	3.1
	626
	71752
	2
	Q86VQ6
	Thioredoxin reductase 3

	Control Untreated
	20.64
	8.1
	496
	52951.8
	2
	Q86VV4
	Ran-binding protein 3-like

	Control Untreated
	19.94
	2.4
	448
	208756.4
	2
	Q86WI3
	Protein NLRC5

	Control Untreated
	24.43
	6.3
	750
	53509.4
	2
	Q86WP2
	Vasculin

	Control Untreated
	18.95
	4.7
	622
	75701.4
	2
	Q86WS4
	Regulator of DNA class I crossover intermediates 1

	Control Untreated
	19.87
	4.8
	469
	65508.3
	2
	Q86X27
	Ras-specific guanine nucleotide-releasing factor RalGPS2

	Control Untreated
	26.21
	5.5
	504
	72578.7
	2
	Q86X29
	Lipolysis-stimulated lipoprotein receptor

	Control Untreated
	25.37
	6.4
	536
	52597.6
	2
	Q86X95
	Corepressor interacting with RBPJ 1

	Control Untreated
	28.18
	13.9
	446
	39351
	2
	Q86XJ0
	Calcium homeostasis modulator protein 3

	Control Untreated
	18.57
	5.1
	558
	76068.8
	2
	Q86XJ1
	GAS2-like protein 3

	Control Untreated
	24.39
	6.4
	579
	68280.1
	2
	Q86Y01
	E3 ubiquitin-protein ligase DTX1

	Control Untreated
	23.38
	3.5
	499
	121396.1
	2
	Q86Y26
	NUT family member 1

	Control Untreated
	24.57
	1.5
	666
	239050.7
	2
	Q86YA3
	5'-3' DNA helicase ZGRF1

	Control Untreated
	20.07
	4.3
	489
	80462.2
	2
	Q86YE8
	Zinc finger protein 573

	Control Untreated
	25.58
	3.3
	700
	99346.6
	2
	Q86YF9
	Cilium assembly protein DZIP1

	Control Untreated
	27.52
	22.7
	554
	20459.3
	2
	Q86YL5
	Testis development-related protein

	Control Untreated
	27.39
	4.6
	1080
	112809.3
	2
	Q86YV0
	RAS protein activator like-3

	Control Untreated
	26.37
	4.4
	584
	62599.7
	2
	Q8IU81
	Interferon regulatory factor 2-binding protein 1

	Control Untreated
	19.19
	3.8
	525
	128312.4
	2
	Q8IUD2
	ELKS/Rab6-interacting/CAST family member 1

	Control Untreated
	23.29
	8.6
	438
	32450.6
	2
	Q8IUH2
	Protein CREG2

	Control Untreated
	13.78
	7.7
	1680
	40267.6
	2
	Q8IV42
	L-seryl-tRNA(Sec) kinase

	Control Untreated
	11.14
	8.6
	631
	53622
	2
	Q8IV63
	Serine/threonine-protein kinase VRK3

	Control Untreated
	20.74
	1.6
	574
	269475
	2
	Q8IVL1
	Neuron navigator 2

	Control Untreated
	27.08
	5.7
	532
	87634.9
	2
	Q8IVU1
	Immunoglobulin superfamily DCC subclass member 3

	Control Untreated
	29.61
	2.9
	1290
	237784.1
	2
	Q8IVV2
	Lipoxygenase homology domain-containing protein 1

	Control Untreated
	12.13
	2.7
	605
	90051.5
	2
	Q8IW93
	Rho guanine nucleotide exchange factor 19

	Control Untreated
	11.56
	2.9
	642
	48963.8
	2
	Q8IWF9
	Coiled-coil domain-containing protein 83

	Control Untreated
	27.16
	1.5
	1110
	338321.5
	2
	Q8IWI9
	MAX gene-associated protein

	Control Untreated
	21.68
	2.8
	401
	113043.3
	2
	Q8IWY4
	Signal peptide, CUB and EGF-like domain-containing protein 1

	Control Untreated
	22.19
	3
	507
	121117.8
	2
	Q8IX01
	SURP and G-patch domain-containing protein 2

	Control Untreated
	14.84
	2.6
	495
	126097.4
	2
	Q8IX03
	Protein KIBRA

	Control Untreated
	30.79
	4.1
	484
	133503.3
	2
	Q8IX12
	Cell division cycle and apoptosis regulator protein 1

	Control Untreated
	21.6
	3.6
	530
	91396.1
	2
	Q8IXK0
	Polyhomeotic-like protein 2

	Control Untreated
	22.51
	7.8
	978
	77483.7
	2
	Q8IXR5
	Protein FAM178B

	Control Untreated
	18.92
	2
	5400
	199846.3
	2
	Q8IY21
	Probable ATP-dependent RNA helicase DDX60

	Control Untreated
	16.36
	5.1
	536
	72413.3
	2
	Q8IY47
	Kelch repeat and BTB domain-containing protein 2

	Control Untreated
	17.96
	6.3
	586
	63575.5
	2
	Q8IYT1
	Golgi-associated RAB2 interactor protein 4

	Control Untreated
	19.12
	7.2
	548
	38872.2
	2
	Q8N0V3
	Putative ribosome-binding factor A, mitochondrial

	Control Untreated
	21.47
	4.5
	468
	71786.9
	2
	Q8N0X2
	Sperm-associated antigen 16 protein

	Control Untreated
	15.79
	3.5
	484
	96605.1
	2
	Q8N0Z3
	Spindle and centriole-associated protein 1

	Control Untreated
	25.64
	2.6
	488
	150746.6
	2
	Q8N122
	Regulatory-associated protein of mTOR

	Control Untreated
	24.17
	2.7
	446
	185823.3
	2
	Q8N139
	ATP-binding cassette sub-family A member 6

	Control Untreated
	13.53
	4.3
	3480
	50492.8
	2
	Q8N142
	Adenylosuccinate synthetase isozyme 1

	Control Untreated
	23.67
	2.6
	490
	138253.7
	2
	Q8N157
	Jouberin

	Control Untreated
	20.97
	6.3
	456
	58725.9
	2
	Q8N159
	N-acetylglutamate synthase, mitochondrial

	Control Untreated
	18.49
	2.6
	1070
	131979.7
	2
	Q8N1G0
	Zinc finger protein 687

	Control Untreated
	23.64
	4
	870
	120118.6
	2
	Q8N1T3
	Unconventional myosin-Ih

	Control Untreated
	24.22
	2.7
	474
	193998.2
	2
	Q8N1W1
	Rho guanine nucleotide exchange factor 28

	Control Untreated
	15.55
	1.1
	554
	246518.1
	2
	Q8N201
	Integrator complex subunit 1

	Control Untreated
	30.71
	18.2
	356
	13907.9
	2
	Q8N257
	Histone H2B type 3-B

	Control Untreated
	18.16
	2.4
	443
	110847.6
	2
	Q8N283
	Ankyrin repeat domain-containing protein 35

	Control Untreated
	18.46
	5.3
	488
	26603.6
	2
	Q8N2E6
	Prosalusin

	Control Untreated
	17.34
	5.1
	468
	51895.3
	2
	Q8N2H9
	E3 ubiquitin-protein ligase pellino homolog 3

	Control Untreated
	11.4
	1.3
	503
	182560.9
	2
	Q8N2S1
	Latent-transforming growth factor beta-binding protein 4

	Control Untreated
	32
	13.6
	612
	26226.8
	2
	Q8N319
	Uncharacterized protein LINC03040

	Control Untreated
	15.07
	4.7
	700
	63747.4
	2
	Q8N323
	NXPE family member 1

	Control Untreated
	29.7
	6.7
	728
	75260.7
	2
	Q8N392
	Rho GTPase-activating protein 18

	Control Untreated
	21.4
	2.8
	860
	77171
	2
	Q8N3C7
	CAP-Gly domain-containing linker protein 4

	Control Untreated
	24.25
	8.8
	60800
	70511.4
	2
	Q8N3J3
	Homologous recombination OB-fold protein

	Control Untreated
	16.25
	0.8
	467
	451028.5
	2
	Q8N3K9
	Cardiomyopathy-associated protein 5

	Control Untreated
	11.05
	1.7
	1170
	122697.7
	2
	Q8N3T6
	Transmembrane protein 132C

	Control Untreated
	21.23
	5.2
	516
	82470.2
	2
	Q8N3Y3
	Xylosyl- and glucuronyltransferase LARGE2

	Control Untreated
	24.8
	5.6
	488
	77165.3
	2
	Q8N4N8
	Kinesin-like protein KIF2B

	Control Untreated
	14.01
	3.6
	484
	64628.5
	2
	Q8N4S0
	Coiled-coil domain-containing protein 82

	Control Untreated
	23.84
	7.7
	227
	59641
	2
	Q8N531
	F-box/LRR-repeat protein 6

	Control Untreated
	20.23
	4.3
	514
	79393.2
	2
	Q8N5C8
	TGF-beta-activated kinase 1 and MAP3K7-binding protein 3

	Control Untreated
	23.71
	5
	486
	94922.8
	2
	Q8N5H7
	SH2 domain-containing protein 3C

	Control Untreated
	31.64
	4.1
	938
	95972.4
	2
	Q8N653
	Leucine-zipper-like transcriptional regulator 1

	Control Untreated
	16.63
	5.1
	567
	62774.1
	2
	Q8N697
	Solute carrier family 15 member 4

	Control Untreated
	23.75
	1.4
	525
	199396.5
	2
	Q8N6G6
	ADAMTS-like protein 1

	Control Untreated
	14.96
	3.4
	2790
	76409.3
	2
	Q8N6Y0
	Harmonin-binding protein USHBP1

	Control Untreated
	23.58
	4.1
	484
	112213.7
	2
	Q8N766
	ER membrane protein complex subunit 1

	Control Untreated
	20.26
	5.2
	646
	41274.9
	2
	Q8N7R7
	Cyclin-Y-like protein 1

	Control Untreated
	27.95
	2.7
	4490
	94827.2
	2
	Q8N7U6
	EF-hand domain-containing family member B

	Control Untreated
	21.17
	4.6
	415
	115791.4
	2
	Q8N7X1
	RNA-binding motif protein, X-linked-like-3

	Control Untreated
	26.13
	5.5
	538
	86817.5
	2
	Q8N895
	Zinc finger protein 366

	Control Untreated
	25.4
	4.1
	666
	109427
	2
	Q8N8A2
	Serine/threonine-protein phosphatase 6 regulatory ankyrin repeat subunit B

	Control Untreated
	16.64
	2.7
	454
	91698.3
	2
	Q8N944
	APC membrane recruitment protein 3

	Control Untreated
	20.82
	2.9
	495
	130922.9
	2
	Q8N957
	Ankyrin repeat and fibronectin type-III domain-containing protein 1

	Control Untreated
	27.31
	4.1
	524
	112127.7
	2
	Q8N9B5
	Junction-mediating and -regulatory protein

	Control Untreated
	28.6
	8.9
	493
	33236
	2
	Q8N9F0
	N-acetylaspartate synthetase

	Control Untreated
	17.97
	3.8
	579
	98136.9
	2
	Q8N9H8
	Exonuclease mut-7 homolog

	Control Untreated
	32.09
	12
	331
	44916.7
	2
	Q8N9M1
	Uncharacterized protein C19orf47

	Control Untreated
	16.42
	6.2
	429
	46022.2
	2
	Q8N9N2
	Activating signal cointegrator 1 complex subunit 1

	Control Untreated
	20.82
	11.1
	19000
	25614.8
	2
	Q8N9P0
	Putative uncharacterized protein FLJ36797

	Control Untreated
	17.4
	14.8
	474
	26489.1
	2
	Q8N9Z2
	Coiled-coil domain-containing protein 71L

	Control Untreated
	20.22
	3.8
	1040
	84602.6
	2
	Q8NA31
	Telomere repeats-binding bouquet formation protein 1

	Control Untreated
	19.47
	8.3
	466
	58014.7
	2
	Q8NA69
	Stabilizer of axonemal microtubules 5

	Control Untreated
	21.63
	6.1
	557
	69738.7
	2
	Q8NAA4
	Protein Atg16l2

	Control Untreated
	15.83
	6.2
	750
	72669.5
	2
	Q8NB42
	Zinc finger protein 527

	Control Untreated
	19.4
	6.8
	495
	42750.4
	2
	Q8NBR0
	Tumor protein p53-inducible protein 13

	Control Untreated
	18.22
	3.8
	446
	79026.9
	2
	Q8NC60
	Nitric oxide-associated protein 1

	Control Untreated
	21.66
	3.9
	548
	111051
	2
	Q8ND04
	Nonsense-mediated mRNA decay factor SMG8

	Control Untreated
	20.8
	4.9
	526
	75744.6
	2
	Q8ND71
	GTPase IMAP family member 8

	Control Untreated
	18.74
	4.8
	383
	63551
	2
	Q8NDF8
	Terminal nucleotidyltransferase 4B

	Control Untreated
	16.47
	2
	530
	193805.9
	2
	Q8NDM7
	Cilia- and flagella-associated protein 43

	Control Untreated
	28.26
	4.1
	494
	97863.5
	2
	Q8NDZ2
	SUMO-interacting motif-containing protein 1

	Control Untreated
	17.36
	4
	760
	76640.5
	2
	Q8NE35
	Cytoplasmic polyadenylation element-binding protein 3

	Control Untreated
	29.07
	6.5
	470
	76773.1
	2
	Q8NEM2
	SHC SH2 domain-binding protein 1

	Control Untreated
	19.32
	3.4
	498
	98120
	2
	Q8NEN0
	Armadillo repeat-containing protein 2

	Control Untreated
	26.67
	1.7
	486
	223885.5
	2
	Q8NEV8
	Exophilin-5

	Control Untreated
	23.62
	15.3
	1020
	30413.6
	2
	Q8NF86
	Serine protease 33

	Control Untreated
	15.83
	0.2
	572
	1017743
	2
	Q8NF91
	Nesprin-1

	Control Untreated
	15.21
	1
	526
	332628.7
	2
	Q8NFC6
	Biorientation of chromosomes in cell division protein 1-like 1

	Control Untreated
	22.06
	3.5
	2760
	83778.4
	2
	Q8NFM7
	Interleukin-17 receptor D

	Control Untreated
	30.25
	5.2
	635
	91388.8
	2
	Q8NFZ4
	Neuroligin-2

	Control Untreated
	24.99
	7
	7580
	35686.1
	2
	Q8NGH8
	Olfactory receptor 56A4

	Control Untreated
	21.42
	12.6
	480
	35899
	2
	Q8NGK6
	Olfactory receptor 52I1

	Control Untreated
	10.5
	5.8
	368
	39397.4
	2
	Q8NGL6
	Olfactory receptor 4A15

	Control Untreated
	23.26
	8.8
	954
	35810.9
	2
	Q8NGR9
	Olfactory receptor 1N2

	Control Untreated
	15.71
	7.7
	502
	37316.8
	2
	Q8NH93
	Olfactory receptor 1L3

	Control Untreated
	16.51
	2.3
	396
	155065.3
	2
	Q8NHM5
	Lysine-specific demethylase 2B

	Control Untreated
	35.56
	7.8
	516
	72592.4
	2
	Q8NHV4
	Protein NEDD1

	Control Untreated
	18.7
	2.8
	687
	77457.4
	2
	Q8NI51
	Transcriptional repressor CTCFL

	Control Untreated
	27.13
	18.4
	519
	25440.4
	2
	Q8TAE8
	Large ribosomal subunit protein mL64

	Control Untreated
	19.5
	5.1
	805
	82091.3
	2
	Q8TAM1
	BBSome complex assembly protein BBS10

	Control Untreated
	18.53
	13.1
	1220
	28103.4
	2
	Q8TAT2
	Fibroblast growth factor-binding protein 3

	Control Untreated
	18.98
	4.5
	522
	109163.9
	2
	Q8TB24
	Ras and Rab interactor 3

	Control Untreated
	20.61
	6.8
	664
	64730.2
	2
	Q8TB69
	Zinc finger protein 519

	Control Untreated
	30.44
	15.8
	602
	29415.6
	2
	Q8TBF5
	Phosphatidylinositol-glycan biosynthesis class X protein

	Control Untreated
	25.58
	3.7
	992
	112608.6
	2
	Q8TBZ2
	MYCBP-associated protein

	Control Untreated
	11.53
	2.3
	797
	111159.1
	2
	Q8TC59
	Piwi-like protein 2

	Control Untreated
	23.06
	16.4
	1140
	41772.8
	2
	Q8TCT9
	Minor histocompatibility antigen H13

	Control Untreated
	23.67
	2.2
	662
	188881.6
	2
	Q8TCU6
	Phosphatidylinositol 3,4,5-trisphosphate-dependent Rac exchanger 1 protein

	Control Untreated
	17.76
	11.4
	414
	29637.2
	2
	Q8TD47
	Small ribosomal subunit protein eS4, Y isoform 2

	Control Untreated
	25.45
	0.6
	2750
	474071.8
	2
	Q8TD57
	Dynein axonemal heavy chain 3

	Control Untreated
	17.34
	1.9
	438
	125384.3
	2
	Q8TDG4
	Helicase POLQ-like

	Control Untreated
	24.48
	2.3
	470
	224643
	2
	Q8TDI0
	Chromodomain-helicase-DNA-binding protein 5

	Control Untreated
	17.51
	0.9
	691
	343172.7
	2
	Q8TDJ6
	DmX-like protein 2

	Control Untreated
	16.87
	8.6
	486
	58563.8
	2
	Q8TDR2
	Serine/threonine-protein kinase 35

	Control Untreated
	25.9
	8.3
	356
	41881.9
	2
	Q8TDS5
	Oxoeicosanoid receptor 1

	Control Untreated
	14.75
	0.9
	583
	319651.2
	2
	Q8TDX9
	Polycystin-1-like protein 1

	Control Untreated
	16.87
	4.5
	580
	101587.9
	2
	Q8TE49
	OTU domain-containing protein 7A

	Control Untreated
	14.34
	1.8
	759
	137982.2
	2
	Q8TE59
	A disintegrin and metalloproteinase with thrombospondin motifs 19

	Control Untreated
	26.89
	3.7
	3500
	107144.8
	2
	Q8TE76
	MORC family CW-type zinc finger protein 4

	Control Untreated
	16.3
	1.4
	525
	281787.5
	2
	Q8TEP8
	Centrosomal protein of 192 kDa

	Control Untreated
	24.32
	10.2
	658
	44803.7
	2
	Q8TF44
	C2 calcium-dependent domain-containing protein 4C

	Control Untreated
	31.71
	6.8
	70700
	95978.1
	2
	Q8TF61
	F-box only protein 41

	Control Untreated
	23.99
	15.1
	350
	26988.7
	2
	Q8TF63
	Dendritic cell nuclear protein 1

	Control Untreated
	15.69
	4.7
	450
	69155.4
	2
	Q8WTR4
	Glycerophosphodiester phosphodiesterase domain-containing protein 5

	Control Untreated
	11.5
	5.1
	613
	49001
	2
	Q8WU90
	Zinc finger CCCH domain-containing protein 15

	Control Untreated
	27.89
	3.8
	460
	130003.6
	2
	Q8WUM0
	Nuclear pore complex protein Nup133

	Control Untreated
	25.35
	1
	603
	342740
	2
	Q8WUY3
	Protein prune homolog 2

	Control Untreated
	16.25
	2.1
	769
	123367.3
	2
	Q8WVS4
	Cytoplasmic dynein 2 intermediate chain 1

	Control Untreated
	26.85
	4
	534
	47716.9
	2
	Q8WWW0
	Ras association domain-containing protein 5

	Control Untreated
	16.83
	1.8
	536
	151930.4
	2
	Q8WX93
	Palladin

	Control Untreated
	13.96
	2.4
	1740
	150381.5
	2
	Q8WXD9
	Caskin-1

	Control Untreated
	25.06
	2.1
	388
	118673.5
	2
	Q8WXI2
	Connector enhancer of kinase suppressor of ras 2

	Control Untreated
	20.96
	4.5
	2200
	147731
	2
	Q8WYK1
	Contactin-associated protein-like 5

	Control Untreated
	26.56
	4
	1500
	195217
	2
	Q8WZ64
	Arf-GAP with Rho-GAP domain, ANK repeat and PH domain-containing protein 2

	Control Untreated
	15.38
	13.1
	520
	22486.7
	2
	Q92522
	Histone H1.10

	Control Untreated
	15.77
	1
	1380
	208624.3
	2
	Q92538
	Golgi-specific brefeldin A-resistance guanine nucleotide exchange factor 1

	Control Untreated
	13.74
	2.1
	489
	205932.9
	2
	Q92545
	Transmembrane protein 131

	Control Untreated
	27.85
	3.5
	512
	140207.3
	2
	Q92610
	Zinc finger protein 592

	Control Untreated
	23.45
	2.7
	786
	126397.9
	2
	Q92618
	Zinc finger protein 516

	Control Untreated
	36.61
	4.4
	1200
	124075.6
	2
	Q92625
	Ankyrin repeat and SAM domain-containing protein 1A

	Control Untreated
	13.64
	5.3
	538
	67163.9
	2
	Q92630
	Dual specificity tyrosine-phosphorylation-regulated kinase 2

	Control Untreated
	22.51
	7.1
	304
	52356.5
	2
	Q92759
	General transcription factor IIH subunit 4

	Control Untreated
	19.98
	5.2
	542
	56645.1
	2
	Q92772
	Cyclin-dependent kinase-like 2

	Control Untreated
	22.54
	1.3
	456
	232912.2
	2
	Q92817
	Envoplakin

	Control Untreated
	27.63
	2.9
	664
	114411.7
	2
	Q92834
	X-linked retinitis pigmentosa GTPase regulator

	Control Untreated
	15.75
	3.7
	1410
	80955.7
	2
	Q92841
	Probable ATP-dependent RNA helicase DDX17

	Control Untreated
	22.54
	3.2
	488
	125655.3
	2
	Q92900
	Regulator of nonsense transcripts 1

	Control Untreated
	33.2
	14
	1170
	53759.5
	2
	Q92903
	Phosphatidate cytidylyltransferase 1

	Control Untreated
	14.88
	5.7
	694
	73399.3
	2
	Q92945
	Far upstream element-binding protein 2

	Control Untreated
	28.01
	5.1
	492
	112453.5
	2
	Q92974
	Rho guanine nucleotide exchange factor 2

	Control Untreated
	20.59
	3.5
	672
	74808.7
	2
	Q92994
	Transcription factor IIIB 90 kDa subunit

	Control Untreated
	26.2
	3.3
	480
	98067.1
	2
	Q92995
	Ubiquitin carboxyl-terminal hydrolase 13

	Control Untreated
	16.91
	1.4
	674
	129383.8
	2
	Q93009
	Ubiquitin carboxyl-terminal hydrolase 7

	Control Untreated
	16.34
	3.4
	449
	91524.2
	2
	Q93034
	Cullin-5

	Control Untreated
	17.68
	3.1
	509
	122857.8
	2
	Q93073
	Selenocysteine insertion sequence-binding protein 2-like

	Control Untreated
	23.8
	5.7
	546
	86048.5
	2
	Q93075
	Putative deoxyribonuclease TATDN2

	Control Untreated
	23.72
	9.7
	545
	50396.7
	2
	Q969F2
	Protein naked cuticle homolog 2

	Control Untreated
	17
	5.3
	457
	71193.2
	2
	Q969Z0
	FAST kinase domain-containing protein 4

	Control Untreated
	14.25
	1.7
	520
	130754.2
	2
	Q96AE7
	Tetratricopeptide repeat protein 17

	Control Untreated
	21.41
	9.5
	707
	41832.8
	2
	Q96AQ1
	Coiled-coil domain-containing protein 74A

	Control Untreated
	16.92
	2.9
	515
	105424.7
	2
	Q96AX9
	E3 ubiquitin-protein ligase MIB2

	Control Untreated
	17.76
	4
	655
	73296.1
	2
	Q96B97
	SH3 domain-containing kinase-binding protein 1

	Control Untreated
	23.92
	8.2
	702
	51845.3
	2
	Q96BH1
	E3 ubiquitin-protein ligase RNF25

	Control Untreated
	23.99
	1.9
	626
	251979.7
	2
	Q96BY6
	Dedicator of cytokinesis protein 10

	Control Untreated
	14.64
	6
	3640
	26410.2
	2
	Q96CF2
	Charged multivesicular body protein 4c

	Control Untreated
	21.91
	6.9
	540
	44230.6
	2
	Q96DP5
	Methionyl-tRNA formyltransferase, mitochondrial

	Control Untreated
	16.7
	0.7
	526
	524524.7
	2
	Q96DT5
	Dynein axonemal heavy chain 11

	Control Untreated
	24.82
	6.1
	1850
	29879.6
	2
	Q96EU6
	Ribosomal RNA processing protein 36 homolog

	Control Untreated
	32.11
	12.9
	484
	47084.2
	2
	Q96FA3
	E3 ubiquitin-protein ligase pellino homolog 1

	Control Untreated
	12.9
	15.5
	474
	24141.9
	2
	Q96FF7
	Uncharacterized protein MISP3

	Control Untreated
	18.92
	2.8
	511
	112888.8
	2
	Q96FS4
	Signal-induced proliferation-associated protein 1

	Control Untreated
	20.77
	7.1
	516
	68795.6
	2
	Q96G03
	Phosphopentomutase

	Control Untreated
	19.09
	4.8
	2260
	64054.5
	2
	Q96G42
	Kelch domain-containing protein 7B

	Control Untreated
	23.99
	23.9
	2440
	19739.7
	2
	Q96GI7
	Protein FAM89A

	Control Untreated
	20.19
	3.8
	504
	110844.7
	2
	Q96H55
	Unconventional myosin-XIX

	Control Untreated
	32.28
	5
	18900
	128174.4
	2
	Q96HA1
	Nuclear envelope pore membrane protein POM 121

	Control Untreated
	19.88
	4.9
	376
	68193.8
	2
	Q96HB5
	Coiled-coil domain-containing protein 120

	Control Untreated
	21.3
	8.7
	548
	48324.7
	2
	Q96HH9
	GRAM domain-containing protein 2B

	Control Untreated
	27.23
	5.6
	796
	60046
	2
	Q96HQ0
	Zinc finger protein 419

	Control Untreated
	13.61
	7.1
	790
	35943.8
	2
	Q96I27
	Zinc finger protein 625

	Control Untreated
	17.52
	4.1
	512
	88196.6
	2
	Q96IC2
	RNA exonuclease 5

	Control Untreated
	15.3
	6.8
	466
	50875
	2
	Q96J87
	CUGBP Elav-like family member 6

	Control Untreated
	24.83
	5.1
	484
	81604.3
	2
	Q96JG8
	Melanoma-associated antigen D4

	Control Untreated
	14.66
	2.3
	536
	118765.4
	2
	Q96JH8
	Ras-associating and dilute domain-containing protein

	Control Untreated
	22.33
	1.5
	520
	282856.8
	2
	Q96JI7
	Spatacsin

	Control Untreated
	24.59
	10.6
	1940
	66201.8
	2
	Q96JJ6
	Junctophilin-4

	Control Untreated
	15.85
	3.8
	1080
	64299.7
	2
	Q96JP5
	E3 ubiquitin-protein ligase ZFP91

	Control Untreated
	20.72
	1.2
	15200
	346916.2
	2
	Q96JQ0
	Protocadherin-16

	Control Untreated
	19.21
	5
	514
	52458.3
	2
	Q96K21
	Abscission/NoCut checkpoint regulator

	Control Untreated
	12.92
	1.6
	876
	64219.7
	2
	Q96K49
	Transmembrane protein 87B

	Control Untreated
	18.12
	1.8
	908
	158677.8
	2
	Q96K76
	Ubiquitin carboxyl-terminal hydrolase 47

	Control Untreated
	24.01
	3
	434
	98802.8
	2
	Q96KM6
	Zinc finger protein 512B

	Control Untreated
	30.84
	10.3
	940
	53219.8
	2
	Q96KP4
	Cytosolic non-specific dipeptidase

	Control Untreated
	23.25
	10.4
	526
	39512.9
	2
	Q96KP6
	TNFAIP3-interacting protein 3

	Control Untreated
	25.17
	3
	480
	152579.1
	2
	Q96L93
	Kinesin-like protein KIF16B

	Control Untreated
	27.09
	16
	1970
	47506
	2
	Q96LA6
	Fc receptor-like protein 1

	Control Untreated
	10.85
	3.1
	580
	69352.2
	2
	Q96LB3
	Intraflagellar transport protein 74 homolog

	Control Untreated
	13.05
	1.6
	520
	157673.7
	2
	Q96M83
	Coiled-coil domain-containing protein 7

	Control Untreated
	17.28
	0.5
	6600
	539796.2
	2
	Q96M86
	Dynein heavy chain domain-containing protein 1

	Control Untreated
	22.21
	4.9
	640
	87651.8
	2
	Q96M96
	FYVE, RhoGEF and PH domain-containing protein 4

	Control Untreated
	15.27
	3.5
	3760
	70579.2
	2
	Q96MC4
	CEP295 N-terminal-like protein

	Control Untreated
	9.51
	3.1
	557
	93743.8
	2
	Q96MR9
	Zinc finger protein 560

	Control Untreated
	22.98
	12.8
	460
	35377.8
	2
	Q96N20
	Zinc finger protein 75A

	Control Untreated
	22.53
	1
	636
	356242.3
	2
	Q96N23
	Cilia- and flagella-associated protein 54

	Control Untreated
	19.62
	4
	696
	118807.7
	2
	Q96NW4
	Ankyrin repeat domain-containing protein 27

	Control Untreated
	25.5
	9.5
	586
	47318.5
	2
	Q96P11
	28S rRNA (cytosine-C(5))-methyltransferase

	Control Untreated
	26.99
	3.2
	1030
	144984.1
	2
	Q96PE1
	Adhesion G protein-coupled receptor A2

	Control Untreated
	22.06
	7.6
	754
	73676.9
	2
	Q96PP9
	Guanylate-binding protein 4

	Control Untreated
	26.01
	2.5
	812
	112272
	2
	Q96PU5
	E3 ubiquitin-protein ligase NEDD4-like

	Control Untreated
	17.5
	2.4
	150
	143681.6
	2
	Q96PY6
	Serine/threonine-protein kinase Nek1

	Control Untreated
	17.39
	1.6
	2820
	214804.2
	2
	Q96QT4
	Transient receptor potential cation channel subfamily M member 7

	Control Untreated
	27.5
	6
	669
	80789.8
	2
	Q96QV1
	Hedgehog-interacting protein

	Control Untreated
	16.76
	1.7
	534
	165548
	2
	Q96QZ7
	Membrane-associated guanylate kinase, WW and PDZ domain-containing protein 1

	Control Untreated
	26.47
	4.5
	782
	119174.5
	2
	Q96RT8
	Gamma-tubulin complex component 5

	Control Untreated
	20.72
	1.3
	598
	261466.6
	2
	Q96RV3
	Pecanex-like protein 1

	Control Untreated
	12.01
	5
	561
	58659.8
	2
	Q96S94
	Cyclin-L2

	Control Untreated
	20.66
	4.7
	411
	79461.9
	2
	Q96SD1
	Protein artemis

	Control Untreated
	27.02
	5
	264
	98279
	2
	Q96SE7
	Zinc finger protein 347

	Control Untreated
	20.15
	4.4
	503
	74335.9
	2
	Q96SI9
	Spermatid perinuclear RNA-binding protein

	Control Untreated
	16.68
	3.4
	496
	83129.6
	2
	Q96SK3
	Zinc finger protein 607

	Control Untreated
	20.03
	2.1
	706
	216574.2
	2
	Q96SN8
	CDK5 regulatory subunit-associated protein 2

	Control Untreated
	12.77
	2.5
	584
	107414.9
	2
	Q96T37
	RNA-binding protein 15

	Control Untreated
	16.35
	2.9
	1630
	64120.4
	2
	Q96T49
	Protein phosphatase 1 regulatory inhibitor subunit 16B

	Control Untreated
	26.73
	6.7
	812
	64820.5
	2
	Q99502
	Protein phosphatase EYA1

	Control Untreated
	18.29
	2.3
	646
	166418
	2
	Q99590
	Protein SCAF11

	Control Untreated
	16.25
	7.1
	556
	46380.4
	2
	Q99684
	Zinc finger protein Gfi-1

	Control Untreated
	10.1
	3.6
	653
	103252.3
	2
	Q99708
	DNA endonuclease RBBP8

	Control Untreated
	20.18
	4.3
	474
	88129.6
	2
	Q99728
	BRCA1-associated RING domain protein 1

	Control Untreated
	24.05
	5.7
	487
	83366.5
	2
	Q99767
	Amyloid-beta A4 precursor protein-binding family A member 2

	Control Untreated
	22.58
	8.1
	530
	54972.4
	2
	Q99928
	Gamma-aminobutyric acid receptor subunit gamma-3

	Control Untreated
	28.02
	22.2
	601
	20355.5
	2
	Q99929
	Achaete-scute homolog 2

	Control Untreated
	19.73
	3.9
	485
	97926.6
	2
	Q99959
	Plakophilin-2

	Control Untreated
	28.15
	7.8
	450
	49162.6
	2
	Q99999
	Galactosylceramide sulfotransferase

	Control Untreated
	11.14
	15
	656
	17327.7
	2
	Q9BQM9
	Uncharacterized protein C20orf144

	Control Untreated
	18.66
	2.5
	518
	168691.3
	2
	Q9BQS8
	FYVE and coiled-coil domain-containing protein 1

	Control Untreated
	29.46
	25.5
	4490
	23509
	2
	Q9BRJ7
	Tudor-interacting repair regulator protein

	Control Untreated
	19.5
	4.9
	574
	73442.7
	2
	Q9BRK4
	Leucine zipper putative tumor suppressor 2

	Control Untreated
	24.48
	7.1
	424
	55021
	2
	Q9BRS8
	La-related protein 6

	Control Untreated
	31.31
	5
	536
	74607.3
	2
	Q9BSK4
	Protein fem-1 homolog A

	Control Untreated
	19.36
	12.2
	498
	37635.4
	2
	Q9BT17
	Mitochondrial ribosome-associated GTPase 1

	Control Untreated
	25.26
	20.4
	762
	24067.6
	2
	Q9BTP7
	Fanconi anemia core complex-associated protein 24

	Control Untreated
	12.63
	8.1
	525
	44273.9
	2
	Q9BUL5
	PHD finger protein 23

	Control Untreated
	20.93
	7.9
	554
	44884.7
	2
	Q9BUU2
	Methyltransferase-like protein 22

	Control Untreated
	20.81
	3.8
	564
	93457.9
	2
	Q9BVG8
	Kinesin-like protein KIFC3

	Control Untreated
	21.77
	7.8
	560
	56822.4
	2
	Q9BVG9
	Phosphatidylserine synthase 2

	Control Untreated
	23.36
	3.4
	424
	116810
	2
	Q9BVI0
	PHD finger protein 20

	Control Untreated
	10.84
	2.8
	512
	88147.4
	2
	Q9BVJ6
	U3 small nucleolar RNA-associated protein 14 homolog A

	Control Untreated
	13.57
	7.8
	549
	17442.4
	2
	Q9BVM4
	Gamma-glutamylaminecyclotransferase

	Control Untreated
	10.61
	3.4
	448
	62505.6
	2
	Q9BVP2
	Guanine nucleotide-binding protein-like 3

	Control Untreated
	31.26
	9.6
	633
	63738.3
	2
	Q9BVS4
	Serine/threonine-protein kinase RIO2

	Control Untreated
	30.46
	10.4
	619
	28544.2
	2
	Q9BVV7
	Mitochondrial import inner membrane translocase subunit Tim21

	Control Untreated
	28.11
	11.3
	1040
	41863.6
	2
	Q9BWD1
	Acetyl-CoA acetyltransferase, cytosolic

	Control Untreated
	25.97
	2.9
	671
	142861.8
	2
	Q9BX63
	Fanconi anemia group J protein

	Control Untreated
	17.35
	5.5
	6940
	74300.4
	2
	Q9BX79
	Receptor for retinol uptake STRA6

	Control Untreated
	20.82
	1.5
	583
	233871.6
	2
	Q9BX84
	Transient receptor potential cation channel subfamily M member 6

	Control Untreated
	21.91
	1.9
	1130
	137112.3
	2
	Q9BXA9
	Sal-like protein 3

	Control Untreated
	22.65
	6.1
	769
	84767.3
	2
	Q9BXB5
	Oxysterol-binding protein-related protein 10

	Control Untreated
	25.58
	6.2
	656
	80469.8
	2
	Q9BXC9
	BBSome complex member BBS2

	Control Untreated
	21.46
	3.8
	329
	70642
	2
	Q9BXF6
	Rab11 family-interacting protein 5

	Control Untreated
	18.81
	8.9
	409
	31202.9
	2
	Q9BXI9
	Complement C1q tumor necrosis factor-related protein 6

	Control Untreated
	14.61
	12.8
	530
	30968
	2
	Q9BXJ2
	Complement C1q tumor necrosis factor-related protein 7

	Control Untreated
	21.32
	13.3
	500
	35426.5
	2
	Q9BXJ3
	Complement C1q tumor necrosis factor-related protein 4

	Control Untreated
	19.16
	5.4
	512
	49622.1
	2
	Q9BXS6
	Nucleolar and spindle-associated protein 1

	Control Untreated
	21.32
	3.7
	514
	134360.5
	2
	Q9BXT4
	Tudor domain-containing protein 1

	Control Untreated
	26.13
	1.9
	1420
	319438.5
	2
	Q9BXT5
	Testis-expressed protein 15

	Control Untreated
	16.5
	3.3
	542
	116718.8
	2
	Q9BXU1
	Serine/threonine-protein kinase 31

	Control Untreated
	21.04
	2.3
	470
	185234.4
	2
	Q9BYB0
	SH3 and multiple ankyrin repeat domains protein 3

	Control Untreated
	11.32
	10.2
	626
	34975.6
	2
	Q9BYD3
	Large ribosomal subunit protein uL4m

	Control Untreated
	27.68
	1.3
	511
	327273.8
	2
	Q9BYK8
	3'-5' exoribonuclease HELZ2

	Control Untreated
	34.64
	4.7
	643
	94703
	2
	Q9BYV9
	Transcription regulator protein BACH2

	Control Untreated
	21.28
	3
	476
	117999.2
	2
	Q9BYX4
	Interferon-induced helicase C domain-containing protein 1

	Control Untreated
	30.94
	3.1
	3780
	238666.4
	2
	Q9BZ29
	Dedicator of cytokinesis protein 9

	Control Untreated
	26.47
	3.7
	555
	107863.3
	2
	Q9BZ71
	Membrane-associated phosphatidylinositol transfer protein 3

	Control Untreated
	19.21
	2.5
	502
	142855.4
	2
	Q9BZ76
	Contactin-associated protein-like 3

	Control Untreated
	16.66
	1.1
	564
	165432.8
	2
	Q9BZ95
	Histone-lysine N-methyltransferase NSD3

	Control Untreated
	24.39
	3.1
	659
	148696.8
	2
	Q9BZA7
	Protocadherin-11 X-linked

	Control Untreated
	21.61
	1.9
	2620
	138508.1
	2
	Q9BZH6
	WD repeat-containing protein 11

	Control Untreated
	27.32
	3.5
	1090
	85336.2
	2
	Q9BZL4
	Protein phosphatase 1 regulatory subunit 12C

	Control Untreated
	18.89
	2.1
	614
	185074.1
	2
	Q9BZZ2
	Sialoadhesin

	Control Untreated
	17.25
	2.1
	570
	167916.6
	2
	Q9C000
	NACHT, LRR and PYD domains-containing protein 1

	Control Untreated
	24.02
	8.1
	487
	53138.6
	2
	Q9C019
	E3 ubiquitin-protein ligase TRIM15

	Control Untreated
	21.75
	5.3
	598
	82555.7
	2
	Q9C040
	Tripartite motif-containing protein 2

	Control Untreated
	18.15
	9.2
	540
	39035.8
	2
	Q9C086
	INO80 complex subunit B

	Control Untreated
	17.89
	2.1
	478
	277594.3
	2
	Q9C0A1
	Zinc finger homeobox protein 2

	Control Untreated
	16.56
	1.9
	446
	179954.8
	2
	Q9C0B2
	Cilia- and flagella-associated protein 74

	Control Untreated
	25.77
	2.1
	720
	182819.3
	2
	Q9C0C2
	182 kDa tankyrase-1-binding protein

	Control Untreated
	18.8
	5
	499
	100308.3
	2
	Q9C0D7
	Probable ribonuclease ZC3H12C

	Control Untreated
	17.37
	0.5
	518
	479967.7
	2
	Q9C0G6
	Dynein axonemal heavy chain 6

	Control Untreated
	22.48
	4.1
	510
	100307.3
	2
	Q9C0I3
	Serine-rich coiled-coil domain-containing protein 1

	Control Untreated
	18.03
	4.7
	716
	60259.3
	2
	Q9C0I9
	Leucine-rich repeat-containing protein 27

	Control Untreated
	17.57
	8.8
	266
	40029.7
	2
	Q9GZV1
	Ankyrin repeat domain-containing protein 2

	Control Untreated
	19.33
	4.9
	2080
	65487.5
	2
	Q9GZV8
	PR domain zinc finger protein 14

	Control Untreated
	13.22
	2.3
	414
	107904.8
	2
	Q9H013
	Disintegrin and metalloproteinase domain-containing protein 19

	Control Untreated
	19.73
	5.3
	572
	79240.9
	2
	Q9H078
	Mitochondrial disaggregase

	Control Untreated
	23.06
	5.4
	454
	80545.6
	2
	Q9H0J9
	Protein mono-ADP-ribosyltransferase PARP12

	Control Untreated
	22.37
	4
	518
	106055.6
	2
	Q9H0M0
	NEDD4-like E3 ubiquitin-protein ligase WWP1

	Control Untreated
	20.1
	6.7
	466
	81008.4
	2
	Q9H0V1
	Transmembrane protein 168

	Control Untreated
	21.61
	6.1
	514
	59487.4
	2
	Q9H0W5
	Coiled-coil domain-containing protein 8

	Control Untreated
	19.71
	10.6
	513
	22028.9
	2
	Q9H106
	Signal-regulatory protein delta

	Control Untreated
	18.63
	11.5
	537
	37298
	2
	Q9H147
	Deoxynucleotidyltransferase terminal-interacting protein 1

	Control Untreated
	15
	2.1
	534
	104795.6
	2
	Q9H158
	Protocadherin alpha-C1

	Control Untreated
	22.45
	7.2
	494
	46570.2
	2
	Q9H171
	Z-DNA-binding protein 1

	Control Untreated
	19.7
	7.7
	524
	55094.6
	2
	Q9H1J1
	Regulator of nonsense transcripts 3A

	Control Untreated
	20.26
	7.5
	970
	65254.2
	2
	Q9H1R3
	Myosin light chain kinase 2, skeletal/cardiac muscle

	Control Untreated
	20.96
	4.3
	454
	76476.2
	2
	Q9H221
	ATP-binding cassette sub-family G member 8

	Control Untreated
	27.52
	10.9
	476
	36005.5
	2
	Q9H255
	Olfactory receptor 51E2

	Control Untreated
	20.7
	3.8
	932
	115678.9
	2
	Q9H2E6
	Semaphorin-6A

	Control Untreated
	33.29
	6.5
	26900
	41357.8
	2
	Q9H2F3
	3 beta-hydroxysteroid dehydrogenase type 7

	Control Untreated
	14.53
	4.6
	544
	65303
	2
	Q9H2S9
	Zinc finger protein Eos

	Control Untreated
	33.7
	3
	512
	127550.6
	2
	Q9H2X9
	Solute carrier family 12 member 5

	Control Untreated
	29.75
	2.3
	688
	210818.9
	2
	Q9H2Y7
	Zinc finger protein 106

	Control Untreated
	17.32
	3.3
	510
	81740.4
	2
	Q9H307
	Pinin

	Control Untreated
	22.39
	4.5
	576
	96366.8
	2
	Q9H3T3
	Semaphorin-6B

	Control Untreated
	30.85
	5.2
	667
	104330.3
	2
	Q9H3U1
	Protein unc-45 homolog A

	Control Untreated
	32.94
	12.2
	990
	74839.3
	2
	Q9H461
	Frizzled-8

	Control Untreated
	24.63
	7.1
	412
	60842.7
	2
	Q9H4D5
	Nuclear RNA export factor 3

	Control Untreated
	24.53
	4.2
	499
	105511.4
	2
	Q9H4I2
	Zinc fingers and homeoboxes protein 3

	Control Untreated
	28.63
	19.7
	231
	14615.7
	2
	Q9H4X1
	Regulator of cell cycle RGCC

	Control Untreated
	29.58
	3.9
	783
	81581.1
	2
	Q9H4Z3
	mRNA (2'-O-methyladenosine-N(6)-)-methyltransferase

	Control Untreated
	33.63
	3.8
	624
	99193.8
	2
	Q9H501
	ESF1 homolog

	Control Untreated
	22.77
	2.3
	276
	151445.4
	2
	Q9H582
	Zinc finger protein 644

	Control Untreated
	22.48
	5.5
	584
	58384
	2
	Q9H598
	Vesicular inhibitory amino acid transporter

	Control Untreated
	14.24
	6.8
	490
	45804.5
	2
	Q9H5Q4
	Dimethyladenosine transferase 2, mitochondrial

	Control Untreated
	25.69
	17.4
	896
	36229.3
	2
	Q9H6L2
	Transmembrane protein 231

	Control Untreated
	9.89
	6.2
	2770
	35386.2
	2
	Q9H6Y5
	PDZ domain-containing protein MAGIX

	Control Untreated
	19.88
	1.1
	488
	365504.7
	2
	Q9H799
	Ciliogenesis and planar polarity effector 1

	Control Untreated
	20.63
	3.9
	500
	73468.7
	2
	Q9H7E2
	Tudor domain-containing protein 3

	Control Untreated
	17.8
	12.5
	506
	34364.2
	2
	Q9H7M9
	V-type immunoglobulin domain-containing suppressor of T-cell activation

	Control Untreated
	15.2
	5.6
	626
	38665.9
	2
	Q9H832
	Ubiquitin-conjugating enzyme E2 Z

	Control Untreated
	27.76
	9.2
	617
	44847.6
	2
	Q9H871
	E3 ubiquitin-protein transferase RMND5A

	Control Untreated
	21.98
	8.9
	558
	55736.8
	2
	Q9H8N7
	Zinc finger protein 395

	Control Untreated
	27.13
	9.7
	502
	37485.9
	2
	Q9H903
	Bifunctional methylenetetrahydrofolate dehydrogenase/cyclohydrolase 2, mitochondrial

	Control Untreated
	13.03
	6.5
	6010
	39313.9
	2
	Q9H939
	Proline-serine-threonine phosphatase-interacting protein 2

	Control Untreated
	13.36
	2.4
	494
	102764.2
	2
	Q9H987
	Synaptopodin 2-like protein

	Control Untreated
	27.26
	6
	910
	51056.9
	2
	Q9H9P8
	L-2-hydroxyglutarate dehydrogenase, mitochondrial

	Control Untreated
	27.65
	6.9
	588
	62828.3
	2
	Q9H9T3
	Elongator complex protein 3

	Control Untreated
	31.02
	11.6
	724
	45305.4
	2
	Q9HAS0
	Protein Njmu-R1

	Control Untreated
	16.82
	3.9
	1020
	77727.7
	2
	Q9HAS3
	Solute carrier family 28 member 3

	Control Untreated
	21.42
	3.4
	604
	87164.1
	2
	Q9HAU4
	E3 ubiquitin-protein ligase SMURF2

	Control Untreated
	19.99
	6.4
	546
	60607.2
	2
	Q9HAW8
	UDP-glucuronosyltransferase 1A10

	Control Untreated
	17.18
	7.6
	614
	47971.8
	2
	Q9HB15
	Potassium channel subfamily K member 12

	Control Untreated
	15.24
	1.7
	1020
	132864.3
	2
	Q9HBD1
	Roquin-2

	Control Untreated
	27.18
	7.9
	918
	59984.3
	2
	Q9HBE5
	Interleukin-21 receptor

	Control Untreated
	28.22
	16.2
	1170
	42545.8
	2
	Q9HBK9
	Arsenite methyltransferase

	Control Untreated
	23.16
	2
	773
	198502.5
	2
	Q9HBL0
	Tensin-1

	Control Untreated
	11.64
	1.2
	476
	228346.4
	2
	Q9HC10
	Otoferlin

	Control Untreated
	11.19
	2.3
	568
	154195.7
	2
	Q9HC77
	Centrosomal P4.1-associated protein

	Control Untreated
	22.58
	0.7
	508
	611962.5
	2
	Q9HC84
	Mucin-5B

	Control Untreated
	25.3
	5.3
	385000
	76320.3
	2
	Q9HC96
	Calpain-10

	Control Untreated
	19.89
	2
	509
	221129.1
	2
	Q9HCD6
	Protein TANC2

	Control Untreated
	18.71
	2.3
	528
	114582
	2
	Q9HCE1
	Helicase MOV-10

	Control Untreated
	23.97
	2.7
	478
	141974.3
	2
	Q9HCE6
	Rho guanine nucleotide exchange factor 10-like protein

	Control Untreated
	29.14
	4.4
	520
	86967.8
	2
	Q9HCE7
	E3 ubiquitin-protein ligase SMURF1

	Control Untreated
	17.17
	1.9
	818
	199279.2
	2
	Q9HCF6
	Transient receptor potential cation channel subfamily M member 3

	Control Untreated
	29.3
	3.1
	2780
	105213.3
	2
	Q9HCH5
	Synaptotagmin-like protein 2

	Control Untreated
	20.19
	3.9
	1320
	64251.1
	2
	Q9HCI7
	E3 ubiquitin-protein ligase MSL2

	Control Untreated
	18.43
	2
	722
	202624.8
	2
	Q9HCJ0
	Trinucleotide repeat-containing gene 6C protein

	Control Untreated
	24.68
	4
	529
	54753.5
	2
	Q9HCJ1
	Mineralization regulator ANKH

	Control Untreated
	22.81
	3.1
	498
	111247
	2
	Q9HCM7
	Fibrosin-1-like protein

	Control Untreated
	27.97
	5.1
	258
	105890.9
	2
	Q9HCR9
	Dual 3',5'-cyclic-AMP and -GMP phosphodiesterase 11A

	Control Untreated
	32.23
	3.3
	1980
	134607
	2
	Q9HD20
	Endoplasmic reticulum transmembrane helix translocase

	Control Untreated
	24.39
	7.3
	728
	50918.4
	2
	Q9HD26
	Golgi-associated PDZ and coiled-coil motif-containing protein

	Control Untreated
	14.56
	5.8
	6270
	44548.3
	2
	Q9NNX1
	Tuftelin

	Control Untreated
	12.63
	10.3
	600
	27707
	2
	Q9NNZ3
	DnaJ homolog subfamily C member 4

	Control Untreated
	21.72
	8
	518
	48339.2
	2
	Q9NP70
	Ameloblastin

	Control Untreated
	24.73
	3.2
	507
	127822.6
	2
	Q9NP73
	UDP-N-acetylglucosamine transferase subunit ALG13

	Control Untreated
	19.31
	4.2
	685
	70049.9
	2
	Q9NPC7
	Myoneurin

	Control Untreated
	16.36
	4.6
	442
	61087.9
	2
	Q9NPR9
	Protein GPR108

	Control Untreated
	28.14
	3
	618
	130328.4
	2
	Q9NQC3
	Reticulon-4

	Control Untreated
	18.43
	6.6
	583
	43402.6
	2
	Q9NQR1
	N-lysine methyltransferase KMT5A

	Control Untreated
	25.14
	2.3
	554
	204097.3
	2
	Q9NQT8
	Kinesin-like protein KIF13B

	Control Untreated
	20
	5.6
	534
	55392.3
	2
	Q9NQX6
	Zinc finger protein 331

	Control Untreated
	20.95
	1.2
	3510
	336378.7
	2
	Q9NR48
	Histone-lysine N-methyltransferase ASH1L

	Control Untreated
	22.52
	6.4
	1530
	50981.1
	2
	Q9NR50
	Translation initiation factor eIF2B subunit gamma

	Control Untreated
	11.24
	6.2
	558
	57910.9
	2
	Q9NR63
	Cytochrome P450 26B1

	Control Untreated
	23.96
	5.2
	522
	65475.1
	2
	Q9NRW7
	Vacuolar protein sorting-associated protein 45

	Control Untreated
	19.64
	1.9
	516
	146545.9
	2
	Q9NS15
	Latent-transforming growth factor beta-binding protein 3

	Control Untreated
	19.11
	3.5
	590
	95837.4
	2
	Q9NS62
	Thrombospondin type-1 domain-containing protein 1

	Control Untreated
	23.74
	2.5
	524
	161127.4
	2
	Q9NS87
	Kinesin-like protein KIF15

	Control Untreated
	19.12
	8.4
	465
	40797.7
	2
	Q9NSB8
	Homer protein homolog 2

	Control Untreated
	32.93
	5
	1190
	142000.1
	2
	Q9NSC2
	Sal-like protein 1

	Control Untreated
	17.14
	6.9
	285
	39835.6
	2
	Q9NSC5
	Homer protein homolog 3

	Control Untreated
	16.32
	5.1
	513
	49811.3
	2
	Q9NSD4
	Zinc finger protein 275

	Control Untreated
	16.79
	6.7
	518
	51456.9
	2
	Q9NSJ1
	Putative zinc finger protein 355P

	Control Untreated
	19.11
	3.2
	522
	138235.7
	2
	Q9NSV4
	Protein diaphanous homolog 3

	Control Untreated
	22.68
	5.3
	636
	130025
	2
	Q9NSY1
	BMP-2-inducible protein kinase

	Control Untreated
	25.9
	9.5
	2700
	43971.7
	2
	Q9NTG7
	NAD-dependent protein deacetylase sirtuin-3, mitochondrial

	Control Untreated
	20.91
	2.4
	414
	147864
	2
	Q9NTJ3
	Structural maintenance of chromosomes protein 4

	Control Untreated
	20.57
	16
	628
	22895.2
	2
	Q9NTU4
	Cation channel sperm-associated auxiliary subunit zeta

	Control Untreated
	20.54
	8
	442
	42336
	2
	Q9NTX9
	Protein FAM217B

	Control Untreated
	21.99
	6.6
	636
	59808.3
	2
	Q9NUL7
	Probable ATP-dependent RNA helicase DDX28

	Control Untreated
	26.57
	9.7
	864
	55101.9
	2
	Q9NUP7
	tRNA:m(4)X modification enzyme TRM13 homolog

	Control Untreated
	24.26
	7.1
	442
	62241.4
	2
	Q9NUQ6
	SPATS2-like protein

	Control Untreated
	13.32
	3
	5400
	53832.8
	2
	Q9NVX2
	Notchless protein homolog 1

	Control Untreated
	16.87
	4.3
	734
	60815.7
	2
	Q9NVX7
	Kelch repeat and BTB domain-containing protein 4

	Control Untreated
	18.47
	4.2
	764
	47636.5
	2
	Q9NW64
	Pre-mRNA-splicing factor RBM22

	Control Untreated
	14.04
	2
	727
	117431.6
	2
	Q9NWH9
	SAFB-like transcription modulator

	Control Untreated
	33.98
	4.1
	809
	121715
	2
	Q9NX05
	Constitutive coactivator of PPAR-gamma-like protein 2

	Control Untreated
	13.54
	2.8
	728
	89241.4
	2
	Q9NXD2
	Myotubularin-related protein 10

	Control Untreated
	24.46
	3.2
	618
	162195.9
	2
	Q9NXG0
	Centlein

	Control Untreated
	18.79
	5
	468
	82929.9
	2
	Q9NY33
	Dipeptidyl peptidase 3

	Control Untreated
	26.26
	1.9
	838
	228401
	2
	Q9NY46
	Sodium channel protein type 3 subunit alpha

	Control Untreated
	10.67
	0.5
	443
	515918.5
	2
	Q9NYC9
	Dynein axonemal heavy chain 9

	Control Untreated
	27.37
	8.9
	506
	43832.4
	2
	Q9NYF3
	Protein FAM53C

	Control Untreated
	20.6
	0.6
	17000
	363085.6
	2
	Q9NYQ7
	Cadherin EGF LAG seven-pass G-type receptor 3

	Control Untreated
	17.53
	2.6
	484
	94543.6
	2
	Q9NYT6
	Zinc finger protein 226

	Control Untreated
	20.56
	2.1
	2330
	175359.6
	2
	Q9NYU1
	UDP-glucose:glycoprotein glucosyltransferase 2

	Control Untreated
	16.29
	5.9
	494
	79073.9
	2
	Q9NYZ3
	G2 and S phase-expressed protein 1

	Control Untreated
	19.09
	5.9
	570
	55710.2
	2
	Q9NZ09
	Ubiquitin-associated protein 1

	Control Untreated
	18.27
	2.1
	740
	181300.3
	2
	Q9NZ56
	Formin-2

	Control Untreated
	18.29
	8.7
	530
	46844.1
	2
	Q9NZA1
	Chloride intracellular channel protein 5

	Control Untreated
	11.89
	3.2
	588
	106506.6
	2
	Q9NZC9
	SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A-like protein 1

	Control Untreated
	9.44
	2.1
	843
	121864.7
	2
	Q9NZP6
	Nuclear pore-associated protein 1

	Control Untreated
	23.06
	12.8
	1530
	25868
	2
	Q9P016
	Thymocyte nuclear protein 1

	Control Untreated
	22.63
	4.6
	390
	86971.4
	2
	Q9P0L1
	Zinc finger protein with KRAB and SCAN domains 7

	Control Untreated
	17.81
	3.5
	712
	89514.5
	2
	Q9P0L2
	Serine/threonine-protein kinase MARK1

	Control Untreated
	29.75
	4.6
	2250
	118987.2
	2
	Q9P1A6
	Disks large-associated protein 2

	Control Untreated
	25.02
	3.5
	1290
	180374.6
	2
	Q9P1Y6
	PHD and RING finger domain-containing protein 1

	Control Untreated
	31.17
	5.2
	2710
	86486.7
	2
	Q9P1Z3
	Potassium/sodium hyperpolarization-activated cyclic nucleotide-gated channel 3

	Control Untreated
	18.44
	1.4
	466
	198938.4
	2
	Q9P1Z9
	Coiled-coil domain-containing protein 180

	Control Untreated
	31.99
	5.2
	566
	72515.1
	2
	Q9P209
	Centrosomal protein of 72 kDa

	Control Untreated
	27.28
	1.7
	449
	261905
	2
	Q9P212
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase epsilon-1

	Control Untreated
	26.11
	5.5
	511
	71117.1
	2
	Q9P242
	Neuronal tyrosine-phosphorylated phosphoinositide-3-kinase adapter 2

	Control Untreated
	17.29
	1.6
	694
	141998.3
	2
	Q9P243
	Zinc finger protein ZFAT

	Control Untreated
	23.49
	3.4
	922
	149432.2
	2
	Q9P266
	Junctional cadherin 5-associated protein

	Control Untreated
	19.26
	6.7
	500
	59816.4
	2
	Q9P2B7
	Cilia- and flagella-associated protein 97

	Control Untreated
	18.97
	2.3
	518
	152465
	2
	Q9P2D0
	Inhibitor of Bruton tyrosine kinase

	Control Untreated
	15.47
	0.7
	540
	337747
	2
	Q9P2D1
	Chromodomain-helicase-DNA-binding protein 7

	Control Untreated
	19.93
	1.1
	727
	491482.5
	2
	Q9P2D7
	Dynein axonemal heavy chain 1

	Control Untreated
	17.13
	3.1
	618
	115807.5
	2
	Q9P2E2
	Kinesin-like protein KIF17

	Control Untreated
	14.68
	1.7
	709
	152852.9
	2
	Q9P2E9
	Ribosome-binding protein 1

	Control Untreated
	27.6
	10.6
	1060
	64348.8
	2
	Q9P2K5
	Myelin expression factor 2

	Control Untreated
	22.63
	1.6
	521
	188390.5
	2
	Q9P2K8
	eIF-2-alpha kinase GCN2

	Control Untreated
	19.52
	2.8
	724
	96617.6
	2
	Q9P2N6
	KAT8 regulatory NSL complex subunit 3

	Control Untreated
	12.89
	3
	922
	116026.8
	2
	Q9P2Q2
	FERM domain-containing protein 4A

	Control Untreated
	21.52
	2.6
	500
	173561.6
	2
	Q9P2R6
	Arginine-glutamic acid dipeptide repeats protein

	Control Untreated
	17.31
	3
	482
	50658.7
	2
	Q9P2R7
	Succinate--CoA ligase [ADP-forming] subunit beta, mitochondrial

	Control Untreated
	21.29
	2.7
	486
	97217.4
	2
	Q9UBB9
	Tuftelin-interacting protein 11

	Control Untreated
	19.68
	2.8
	451
	97175.7
	2
	Q9UBC3
	DNA (cytosine-5)-methyltransferase 3B

	Control Untreated
	17.54
	1.8
	608
	169866.4
	2
	Q9UBG0
	C-type mannose receptor 2

	Control Untreated
	14.32
	2.8
	616
	71433.7
	2
	Q9UBL6
	Copine-7

	Control Untreated
	15.89
	3.1
	498
	82636.6
	2
	Q9UBT7
	Alpha-catulin

	Control Untreated
	20.06
	9.1
	494
	41586.9
	2
	Q9UBU8
	Mortality factor 4-like protein 1

	Control Untreated
	22.89
	2
	2950
	158502.5
	2
	Q9UBW7
	Zinc finger MYM-type protein 2

	Control Untreated
	17.81
	6.1
	480
	68042.4
	2
	Q9UC07
	Zinc finger protein 69

	Control Untreated
	25.99
	3.1
	555
	134183.9
	2
	Q9UDY2
	Tight junction protein 2

	Control Untreated
	20.6
	4.8
	824
	98957.8
	2
	Q9UEG4
	Zinc finger protein 629

	Control Untreated
	19.47
	5.3
	522
	66775.1
	2
	Q9UGN5
	Poly [ADP-ribose] polymerase 2

	Control Untreated
	18.87
	5.8
	366
	54717.8
	2
	Q9UHC7
	E3 ubiquitin-protein ligase makorin-1

	Control Untreated
	14.65
	3.5
	454
	84268.2
	2
	Q9UHD2
	Serine/threonine-protein kinase TBK1

	Control Untreated
	18.44
	3.4
	898
	56698
	2
	Q9UHK0
	FMR1-interacting protein NUFIP1

	Control Untreated
	11
	2
	544
	128698.7
	2
	Q9UHW9
	Solute carrier family 12 member 6

	Control Untreated
	23.34
	8.1
	1890
	44733.1
	2
	Q9UI08
	Ena/VASP-like protein

	Control Untreated
	20.21
	6.1
	2140
	58069.7
	2
	Q9UI10
	Translation initiation factor eIF2B subunit delta

	Control Untreated
	20.74
	3.9
	597
	97208.3
	2
	Q9UI17
	Dimethylglycine dehydrogenase, mitochondrial

	Control Untreated
	26.02
	2.1
	499
	242223.6
	2
	Q9UIF8
	Bromodomain adjacent to zinc finger domain protein 2B

	Control Untreated
	6.1
	1.2
	530
	172497.3
	2
	Q9UIG0
	Tyrosine-protein kinase BAZ1B

	Control Untreated
	25.1
	4.4
	762
	68831.1
	2
	Q9UIS9
	Methyl-CpG-binding domain protein 1

	Control Untreated
	18.92
	6.3
	612
	70864.9
	2
	Q9UJ14
	Glutathione hydrolase 7

	Control Untreated
	17.15
	6.3
	560
	57631.5
	2
	Q9UJ41
	Rab5 GDP/GTP exchange factor

	Control Untreated
	29.82
	11.2
	634
	56083.6
	2
	Q9UJA5
	tRNA (adenine(58)-N(1))-methyltransferase non-catalytic subunit TRM6

	Control Untreated
	18.51
	10
	640
	33081
	2
	Q9UJD0
	Regulating synaptic membrane exocytosis protein 3

	Control Untreated
	16.47
	7
	2630
	41151.8
	2
	Q9UJM8
	2-Hydroxyacid oxidase 1

	Control Untreated
	16.56
	2.7
	698
	113541.6
	2
	Q9UJQ4
	Sal-like protein 4

	Control Untreated
	27.57
	9
	372
	48491.7
	2
	Q9UJU6
	Drebrin-like protein

	Control Untreated
	29.17
	2
	528
	213075.9
	2
	Q9UKA4
	A-kinase anchor protein 11

	Control Untreated
	18.61
	2.4
	559
	165107.3
	2
	Q9UKJ3
	G patch domain-containing protein 8

	Control Untreated
	25.22
	1.3
	664
	194702.2
	2
	Q9UKK3
	Protein mono-ADP-ribosyltransferase PARP4

	Control Untreated
	25.57
	1.1
	665
	224993
	2
	Q9UKL3
	CASP8-associated protein 2

	Control Untreated
	25.31
	11
	2300
	45924.8
	2
	Q9UKU7
	Isobutyryl-CoA dehydrogenase, mitochondrial

	Control Untreated
	19.89
	1.5
	548
	207808.2
	2
	Q9UL36
	Zinc finger protein 236

	Control Untreated
	18.94
	7.5
	474
	53002.8
	2
	Q9UL41
	Paraneoplastic antigen Ma3

	Control Untreated
	20.91
	3.6
	541
	82297
	2
	Q9ULC8
	Palmitoyltransferase ZDHHC8

	Control Untreated
	12.06
	1.4
	1740
	137397.1
	2
	Q9ULD4
	Bromodomain and PHD finger-containing protein 3

	Control Untreated
	18.91
	3.8
	558
	96327.7
	2
	Q9ULQ0
	Striatin-interacting protein 2

	Control Untreated
	19.51
	2.9
	470
	133287.7
	2
	Q9ULU4
	MYND-type zinc finger-containing chromatin reader ZMYND8

	Control Untreated
	12.32
	1.4
	542
	215266.1
	2
	Q9ULV0
	Unconventional myosin-Vb

	Control Untreated
	20.07
	15
	524
	31135.4
	2
	Q9ULW3
	Activator of basal transcription 1

	Control Untreated
	21.12
	18.4
	461
	27477.9
	2
	Q9UM00
	Calcium load-activated calcium channel

	Control Untreated
	24.41
	1.6
	496
	256806.8
	2
	Q9UM47
	Neurogenic locus notch homolog protein 3

	Control Untreated
	15.22
	2.5
	646
	150816.1
	2
	Q9UMD9
	Collagen alpha-1(XVII) chain

	Control Untreated
	21.77
	9.1
	468
	54177.2
	2
	Q9UN86
	Ras GTPase-activating protein-binding protein 2

	Control Untreated
	34.07
	4.8
	512
	104112.2
	2
	Q9UNA0
	A disintegrin and metalloproteinase with thrombospondin motifs 5

	Control Untreated
	25.08
	9.1
	500
	38314.3
	2
	Q9UNI6
	Dual specificity protein phosphatase 12

	Control Untreated
	15.92
	25.2
	862
	10576.4
	2
	Q9UNZ5
	Leydig cell tumor 10 kDa protein homolog

	Control Untreated
	18.66
	1.8
	531
	121788.8
	2
	Q9UP95
	Solute carrier family 12 member 4

	Control Untreated
	19.1
	3.9
	452
	128483.2
	2
	Q9UPM8
	AP-4 complex subunit epsilon-1

	Control Untreated
	18.53
	3.2
	474
	95438.3
	2
	Q9UPQ3
	Arf-GAP with GTPase, ANK repeat and PH domain-containing protein 1

	Control Untreated
	23.26
	2.6
	466
	197605.3
	2
	Q9UPS8
	Ankyrin repeat domain-containing protein 26

	Control Untreated
	25.07
	2.6
	489
	140881.7
	2
	Q9UPT8
	Zinc finger CCCH domain-containing protein 4

	Control Untreated
	19.1
	2.9
	492
	136665.3
	2
	Q9UPU3
	VPS10 domain-containing receptor SorCS3

	Control Untreated
	15.84
	1.1
	646
	147941.9
	2
	Q9UPX0
	Protein turtle homolog B

	Control Untreated
	31.56
	4.6
	360
	104417.5
	2
	Q9UPX6
	Major intrinsically disordered Notch2-binding receptor 1

	Control Untreated
	19.9
	2.1
	648
	161313
	2
	Q9UQ26
	Regulating synaptic membrane exocytosis protein 2

	Control Untreated
	25.8
	3.2
	416
	107180.3
	2
	Q9Y210
	Short transient receptor potential channel 6

	Control Untreated
	26.82
	8.1
	228
	56230
	2
	Q9Y243
	RAC-gamma serine/threonine-protein kinase

	Control Untreated
	25.1
	3.2
	464
	88696
	2
	Q9Y263
	Phospholipase A-2-activating protein

	Control Untreated
	20.46
	5.3
	1120
	57361
	2
	Q9Y264
	Angiopoietin-4

	Control Untreated
	17.56
	6.3
	552
	50569.4
	2
	Q9Y265
	RuvB-like 1

	Control Untreated
	18.36
	3.5
	569
	80196.3
	2
	Q9Y2A4
	Zinc finger protein 443

	Control Untreated
	11.52
	2.4
	414
	173046.5
	2
	Q9Y2E4
	Disco-interacting protein 2 homolog C

	Control Untreated
	15.36
	4
	446
	91103.1
	2
	Q9Y2G8
	DnaJ homolog subfamily C member 16

	Control Untreated
	18.42
	7.5
	540
	54230.1
	2
	Q9Y2H1
	Serine/threonine-protein kinase 38-like

	Control Untreated
	23.41
	3.7
	573
	133846.1
	2
	Q9Y2H6
	Fibronectin type-III domain-containing protein 3A

	Control Untreated
	17.54
	4.2
	466
	81023.7
	2
	Q9Y2H8
	Zinc finger protein 510

	Control Untreated
	26.64
	4.6
	610
	107510.3
	2
	Q9Y2K5
	R3H domain-containing protein 2

	Control Untreated
	18.68
	9.7
	3340
	42260.7
	2
	Q9Y2S7
	Polymerase delta-interacting protein 2

	Control Untreated
	20.49
	3.9
	622
	100851.5
	2
	Q9Y2U8
	Inner nuclear membrane protein Man1

	Control Untreated
	14.96
	4.1
	502
	53426.2
	2
	Q9Y2Z4
	Tyrosine--tRNA ligase, mitochondrial

	Control Untreated
	26.96
	12.5
	606
	32504.6
	2
	Q9Y3A4
	Ribosomal RNA-processing protein 7 homolog A

	Control Untreated
	18.38
	2.2
	1080
	126277.4
	2
	Q9Y3M8
	StAR-related lipid transfer protein 13

	Control Untreated
	29.1
	3.3
	593
	129724.3
	2
	Q9Y3Q4
	Potassium/sodium hyperpolarization-activated cyclic nucleotide-gated channel 4

	Control Untreated
	20.44
	1.4
	517
	260507.5
	2
	Q9Y3R5
	Protein DOP1B

	Control Untreated
	16.58
	1.3
	568
	244440.3
	2
	Q9Y3S1
	Serine/threonine-protein kinase WNK2

	Control Untreated
	12.48
	8.8
	1940
	26396.2
	2
	Q9Y3Y2
	Chromatin target of PRMT1 protein

	Control Untreated
	15.54
	1.6
	5790
	75985
	2
	Q9Y450
	HBS1-like protein

	Control Untreated
	23.36
	1.2
	758
	271930.4
	2
	Q9Y490
	Talin-1

	Control Untreated
	21.77
	1.8
	14200
	210777.5
	2
	Q9Y4B5
	Microtubule cross-linking factor 1

	Control Untreated
	16.49
	0.4
	1150
	444984.6
	2
	Q9Y4D8
	Probable E3 ubiquitin-protein ligase HECTD4

	Control Untreated
	22.05
	2.3
	1280
	190726.3
	2
	Q9Y4F4
	TOG array regulator of axonemal microtubules protein 1

	Control Untreated
	21.47
	3.2
	1080
	119438
	2
	Q9Y4G2
	Pleckstrin homology domain-containing family M member 1

	Control Untreated
	23.8
	3.4
	480
	168269.8
	2
	Q9Y4G8
	Rap guanine nucleotide exchange factor 2

	Control Untreated
	20.16
	1.7
	622
	217112.8
	2
	Q9Y4I1
	Unconventional myosin-Va

	Control Untreated
	28.34
	4.1
	524
	88834.3
	2
	Q9Y4K0
	Lysyl oxidase homolog 2

	Control Untreated
	16.57
	9
	19500
	36261.2
	2
	Q9Y4X0
	Nuclear protein AMMECR1

	Control Untreated
	12.74
	1
	750
	317533
	2
	Q9Y520
	Protein PRRC2C

	Control Untreated
	27.57
	7.7
	1500
	42947.4
	2
	Q9Y5B8
	Nucleoside diphosphate kinase homolog 7

	Control Untreated
	16.41
	2.4
	462
	101938.9
	2
	Q9Y5H1
	Protocadherin gamma-A2

	Control Untreated
	21.97
	6.8
	806
	44992.4
	2
	Q9Y5K1
	Meiotic recombination protein SPO11

	Control Untreated
	28.85
	2.8
	1500
	196308.8
	2
	Q9Y5S2
	Serine/threonine-protein kinase MRCK beta

	Control Untreated
	26.87
	7
	1050
	97050.2
	2
	Q9Y5Y6
	Suppressor of tumorigenicity 14 protein

	Control Untreated
	19.47
	3.6
	2510
	104676.4
	2
	Q9Y620
	DNA repair and recombination protein RAD54B

	Control Untreated
	22.89
	15.6
	522
	29714.2
	2
	Q9Y657
	Spindlin-1

	Control Untreated
	21.94
	3.6
	618
	120358.9
	2
	Q9Y666
	Solute carrier family 12 member 7

	Control Untreated
	16.79
	2.6
	442
	131968.1
	2
	Q9Y6C5
	Protein patched homolog 2

	Control Untreated
	34.29
	3.9
	510
	98583
	2
	Q9Y6F6
	Inositol 1,4,5-triphosphate receptor associated 1

	Control Untreated
	26.04
	10.5
	520
	56863.4
	2
	Q9Y6G9
	Cytoplasmic dynein 1 light intermediate chain 1

	Control Untreated
	28.58
	8.5
	847
	48001.9
	2
	Q9Y6I7
	WD repeat and SOCS box-containing protein 1

	Control Untreated
	23.22
	3.5
	397
	103454.1
	2
	Q9Y6K1
	DNA (cytosine-5)-methyltransferase 3A

	Control Untreated
	28.95
	9.4
	775
	56325.8
	2
	Q9Y6M5
	Proton-coupled zinc antiporter SLC30A1

	Control Untreated
	11
	0.6
	453
	183393.1
	2
	Q9Y6R4
	Mitogen-activated protein kinase kinase kinase 4

	Control Untreated
	17.05
	3.8
	2270
	99657.8
	2
	Q9Y6R6
	Zinc finger protein 780B

	Control Untreated
	17.13
	3.5
	828
	54852.9
	2
	Q9Y6V7
	Probable ATP-dependent RNA helicase DDX49

	CPT (Camptothecine) treated
	94.6
	0.5
	552
	3845228
	14
	Q8WZ42
	Titin

	CPT (Camptothecine) treated
	35.64
	1
	1260
	990583.7
	7
	P20929
	Nebulin

	CPT (Camptothecine) treated
	31.31
	2.4
	797
	316168
	5
	O15417
	Trinucleotide repeat-containing gene 18 protein

	CPT (Camptothecine) treated
	27.66
	0.7
	635
	786355.8
	5
	Q5CZC0
	Fibrous sheath-interacting protein 2

	CPT (Camptothecine) treated
	34.74
	1.7
	3620
	526822
	5
	Q9NZJ4
	Sacsin

	CPT (Camptothecine) treated
	34.12
	27
	3830
	26396.2
	5
	Q9Y3Y2
	Chromatin target of PRMT1 protein

	CPT (Camptothecine) treated
	35.55
	1.5
	630
	444984.6
	5
	Q9Y4D8
	Probable E3 ubiquitin-protein ligase HECTD4

	CPT (Camptothecine) treated
	26.12
	1
	1310
	629603.7
	4
	Q09666
	Neuroblast differentiation-associated protein AHNAK

	CPT (Camptothecine) treated
	23.17
	0.5
	843
	880145.1
	4
	Q5VST9
	Obscurin

	CPT (Camptothecine) treated
	33.84
	4.9
	1060
	162650.3
	4
	Q8N3D4
	EH domain-binding protein 1-like protein 1

	CPT (Camptothecine) treated
	24.52
	0.4
	526
	1521202
	4
	Q8WXI7
	Mucin-16

	CPT (Camptothecine) treated
	25.05
	4.6
	1000
	122088.8
	4
	Q9NPG3
	Ubinuclein-1

	CPT (Camptothecine) treated
	25.44
	2.2
	435
	199461.9
	3
	A7E2V4
	Zinc finger SWIM domain-containing protein 8

	CPT (Camptothecine) treated
	24.89
	3.4
	398
	136334.6
	3
	O75054
	Immunoglobulin superfamily member 3

	CPT (Camptothecine) treated
	21.63
	2.4
	1530
	246112.4
	3
	O95996
	Adenomatous polyposis coli protein 2

	CPT (Camptothecine) treated
	28.9
	4
	911
	129825
	3
	P08123
	Collagen alpha-2(I) chain

	CPT (Camptothecine) treated
	22.78
	1.8
	599
	266705.9
	3
	P08922
	Proto-oncogene tyrosine-protein kinase ROS

	CPT (Camptothecine) treated
	20.23
	2.3
	408
	207827.5
	3
	P55196
	Afadin

	CPT (Camptothecine) treated
	30.53
	6.3
	9300
	52636.8
	3
	P55316
	Forkhead box protein G1

	CPT (Camptothecine) treated
	28.17
	1.1
	1100
	482683.6
	3
	Q12955
	Ankyrin-3

	CPT (Camptothecine) treated
	15.95
	0.6
	523
	533778
	3
	Q15149
	Plectin

	CPT (Camptothecine) treated
	25.1
	1
	2690
	539122.1
	3
	Q15751
	Probable E3 ubiquitin-protein ligase HERC1

	CPT (Camptothecine) treated
	11.94
	0.5
	2060
	559693.9
	3
	Q2LD37
	Bridge-like lipid transfer protein family member 1

	CPT (Camptothecine) treated
	22.22
	3.6
	7600
	150990.9
	3
	Q5JR59
	Microtubule-associated tumor suppressor candidate 2

	CPT (Camptothecine) treated
	19.33
	2.2
	586
	241289.3
	3
	Q5THK1
	Protein PRR14L

	CPT (Camptothecine) treated
	20.53
	0.9
	709
	352521.4
	3
	Q5VT06
	Centrosome-associated protein 350

	CPT (Camptothecine) treated
	14.88
	2.3
	1070
	199471.5
	3
	Q5VT25
	Serine/threonine-protein kinase MRCK alpha

	CPT (Camptothecine) treated
	21.71
	3.5
	997
	97610.1
	3
	Q7Z3G6
	Prickle-like protein 2

	CPT (Camptothecine) treated
	17.92
	2.4
	1440
	270021.9
	3
	Q7Z7A1
	Centriolin

	CPT (Camptothecine) treated
	24.95
	2.3
	709
	185380.1
	3
	Q86VI3
	Ras GTPase-activating-like protein IQGAP3

	CPT (Camptothecine) treated
	24.76
	1.2
	1820
	257126.9
	3
	Q8IVL0
	Neuron navigator 3

	CPT (Camptothecine) treated
	17.47
	2.9
	2630
	103422.9
	3
	Q8IXZ2
	Zinc finger CCCH domain-containing protein 3

	CPT (Camptothecine) treated
	34.03
	1.3
	37600
	451028.5
	3
	Q8N3K9
	Cardiomyopathy-associated protein 5

	CPT (Camptothecine) treated
	19.36
	2.3
	513
	184654.1
	3
	Q8NI27
	THO complex subunit 2

	CPT (Camptothecine) treated
	16.04
	2.2
	487
	141356.1
	3
	Q92620
	Pre-mRNA-splicing factor ATP-dependent RNA helicase PRP16

	CPT (Camptothecine) treated
	29.34
	6.4
	2500
	82224.4
	3
	Q99661
	Kinesin-like protein KIF2C

	CPT (Camptothecine) treated
	14.59
	1.5
	780
	245579.9
	3
	Q9BTC0
	Death-inducer obliterator 1

	CPT (Camptothecine) treated
	26.24
	1.9
	1330
	155244.2
	3
	Q9BXM0
	Periaxin

	CPT (Camptothecine) treated
	24.88
	3
	2610
	179954.8
	3
	Q9C0B2
	Cilia- and flagella-associated protein 74

	CPT (Camptothecine) treated
	18.1
	1.3
	526
	204097.3
	3
	Q9NQT8
	Kinesin-like protein KIF13B

	CPT (Camptothecine) treated
	20.86
	1.7
	4490
	282806.7
	3
	Q9P281
	BAH and coiled-coil domain-containing protein 1

	CPT (Camptothecine) treated
	31.04
	4.9
	2210
	118908.3
	3
	Q9Y283
	Inversin

	CPT (Camptothecine) treated
	29.2
	1.5
	688
	562515
	3
	Q9Y6V0
	Protein piccolo

	CPT (Camptothecine) treated
	25.3
	1.2
	616
	220051.2
	2
	A0A494C071
	PWWP domain-containing DNA repair factor 4

	CPT (Camptothecine) treated
	18.01
	4.3
	564
	61151.1
	2
	A2RRD8
	Zinc finger protein 320

	CPT (Camptothecine) treated
	13.6
	0.5
	671
	384118.5
	2
	A4UGR9
	Xin actin-binding repeat-containing protein 2

	CPT (Camptothecine) treated
	14.62
	2.8
	459
	107136.4
	2
	A5D8W1
	Cilia- and flagella-associated protein 69

	CPT (Camptothecine) treated
	14.37
	3.5
	481
	80170
	2
	A6NHC0
	Calpain-8

	CPT (Camptothecine) treated
	21.33
	4.6
	1750
	56680.8
	2
	A6NJL1
	Zinc finger and SCAN domain-containing protein 5B

	CPT (Camptothecine) treated
	11.25
	1.1
	894
	248823.5
	2
	A6NMZ7
	Collagen alpha-6(VI) chain

	CPT (Camptothecine) treated
	18.75
	5.2
	1030
	122650.6
	2
	A6QL63
	Ankyrin repeat- and BTB/POZ domain-containing protein 3

	CPT (Camptothecine) treated
	25.97
	2.5
	1010
	186779.2
	2
	H7BZ55
	Ciliary rootlet coiled-coil protein 2

	CPT (Camptothecine) treated
	16.68
	2.7
	508
	121888.5
	2
	O00203
	AP-3 complex subunit beta-1

	CPT (Camptothecine) treated
	14.58
	4.1
	592
	82713.2
	2
	O00418
	Eukaryotic elongation factor 2 kinase

	CPT (Camptothecine) treated
	8.24
	1.2
	390
	135986.3
	2
	O00562
	Membrane-associated phosphatidylinositol transfer protein 1

	CPT (Camptothecine) treated
	12.54
	5.9
	576
	59983.4
	2
	O14544
	Suppressor of cytokine signaling 6

	CPT (Camptothecine) treated
	11.25
	2.5
	652
	157635.6
	2
	O14802
	DNA-directed RNA polymerase III subunit RPC1

	CPT (Camptothecine) treated
	14.34
	1.2
	493
	118769
	2
	O15164
	Transcription intermediary factor 1-alpha

	CPT (Camptothecine) treated
	16.06
	2.8
	682
	58020
	2
	O15403
	Monocarboxylate transporter 7

	CPT (Camptothecine) treated
	11.33
	3.6
	441
	55202.5
	2
	O43559
	Fibroblast growth factor receptor substrate 3

	CPT (Camptothecine) treated
	13.1
	6.6
	664
	51697.1
	2
	O43615
	Mitochondrial import inner membrane translocase subunit TIM44

	CPT (Camptothecine) treated
	14.25
	3.5
	876
	143933.5
	2
	O60307
	Microtubule-associated serine/threonine-protein kinase 3

	CPT (Camptothecine) treated
	8.83
	3.3
	450
	104308.6
	2
	O75185
	Calcium-transporting ATPase type 2C member 2

	CPT (Camptothecine) treated
	16.59
	7.4
	512
	53587.5
	2
	O75354
	Ectonucleoside triphosphate diphosphohydrolase 6

	CPT (Camptothecine) treated
	10.86
	10.6
	523
	26245.1
	2
	O75934
	Pre-mRNA-splicing factor SPF27

	CPT (Camptothecine) treated
	11.78
	1.2
	731
	203229.9
	2
	O94822
	E3 ubiquitin-protein ligase listerin

	CPT (Camptothecine) treated
	19.45
	4.8
	2590
	90927.5
	2
	O95294
	RasGAP-activating-like protein 1

	CPT (Camptothecine) treated
	9.83
	1.2
	2050
	141691.3
	2
	O95428
	Papilin

	CPT (Camptothecine) treated
	10.62
	3.7
	562
	70502.1
	2
	P02771
	Alpha-fetoprotein

	CPT (Camptothecine) treated
	12.65
	3.1
	2170
	102527.2
	2
	P07197
	Neurofilament medium polypeptide

	CPT (Camptothecine) treated
	15.62
	4.6
	222
	72499.6
	2
	P0C671
	Protein BNIP5

	CPT (Camptothecine) treated
	10.31
	4.1
	1860
	72445.7
	2
	P11021
	Endoplasmic reticulum chaperone BiP

	CPT (Camptothecine) treated
	19.63
	7.7
	984
	49258.3
	2
	P11473
	Vitamin D3 receptor

	CPT (Camptothecine) treated
	12.42
	1.1
	485
	345374.6
	2
	P12111
	Collagen alpha-3(VI) chain

	CPT (Camptothecine) treated
	9.43
	1
	492
	146341.9
	2
	P14616
	Insulin receptor-related protein

	CPT (Camptothecine) treated
	13.44
	1.6
	593
	207459.2
	2
	P16157
	Ankyrin-1

	CPT (Camptothecine) treated
	22.42
	7.4
	527
	67659.8
	2
	P20393
	Nuclear receptor subfamily 1 group D member 1

	CPT (Camptothecine) treated
	14.33
	2.9
	502
	76970.8
	2
	P20810
	Calpastatin

	CPT (Camptothecine) treated
	16.8
	1.6
	238
	435276.2
	2
	P20930
	Filaggrin

	CPT (Camptothecine) treated
	10.6
	0.3
	560
	570870.9
	2
	P21817
	Ryanodine receptor 1

	CPT (Camptothecine) treated
	11.43
	0.6
	503
	465397.9
	2
	P22105
	Tenascin-X

	CPT (Camptothecine) treated
	10.1
	6.7
	482
	45846.9
	2
	P22760
	Arylacetamide deacetylase

	CPT (Camptothecine) treated
	9.15
	4.8
	604
	52457.6
	2
	P23416
	Glycine receptor subunit alpha-2

	CPT (Camptothecine) treated
	8.02
	5.4
	2020
	50460.2
	2
	P26641
	Elongation factor 1-gamma

	CPT (Camptothecine) treated
	11
	2.9
	527
	122214.1
	2
	P28749
	Retinoblastoma-like protein 1

	CPT (Camptothecine) treated
	8.02
	1.8
	543
	162336.6
	2
	P29475
	Nitric oxide synthase 1

	CPT (Camptothecine) treated
	8.94
	1.8
	556
	97126.8
	2
	P33991
	DNA replication licensing factor MCM4

	CPT (Camptothecine) treated
	10.25
	1.3
	680
	132655.3
	2
	P35228
	Nitric oxide synthase, inducible

	CPT (Camptothecine) treated
	13.91
	1.2
	654
	81353.1
	2
	P35611
	Alpha-adducin

	CPT (Camptothecine) treated
	22.81
	1.6
	44800
	290940.5
	2
	P42345
	Serine/threonine-protein kinase mTOR

	CPT (Camptothecine) treated
	8.46
	4.9
	508
	74435.7
	2
	P42680
	Tyrosine-protein kinase Tec

	CPT (Camptothecine) treated
	10.74
	1
	1580
	220734.7
	2
	P42694
	Probable helicase with zinc finger domain

	CPT (Camptothecine) treated
	13.2
	0.7
	1370
	360912.4
	2
	P46013
	Proliferation marker protein Ki-67

	CPT (Camptothecine) treated
	10.13
	8.7
	2630
	18621.6
	2
	P46778
	Large ribosomal subunit protein eL21

	CPT (Camptothecine) treated
	14.05
	1.1
	24600
	396684.3
	2
	P46939
	Utrophin

	CPT (Camptothecine) treated
	21.89
	7.5
	1120
	17808.8
	2
	P47914
	Large ribosomal subunit protein eL29

	CPT (Camptothecine) treated
	11.68
	2.2
	969
	162040.1
	2
	P53355
	Death-associated protein kinase 1

	CPT (Camptothecine) treated
	12.74
	1.3
	18600
	116798.1
	2
	P54756
	Ephrin type-A receptor 5

	CPT (Camptothecine) treated
	22.45
	5.1
	1520
	49678.3
	2
	P55010
	Eukaryotic translation initiation factor 5

	CPT (Camptothecine) treated
	11.83
	1.3
	810
	137262.1
	2
	P55265
	Double-stranded RNA-specific adenosine deaminase

	CPT (Camptothecine) treated
	9.51
	2.4
	594
	105463.5
	2
	P63010
	AP-2 complex subunit beta

	CPT (Camptothecine) treated
	11.81
	4.2
	558
	91279.9
	2
	P78325
	Disintegrin and metalloproteinase domain-containing protein 8

	CPT (Camptothecine) treated
	14.94
	2.5
	1120
	105847.7
	2
	Q008S8
	Epithelial cell-transforming sequence 2 oncogene-like

	CPT (Camptothecine) treated
	17.94
	1.3
	460
	264716.6
	2
	Q00975
	Voltage-dependent N-type calcium channel subunit alpha-1B

	CPT (Camptothecine) treated
	11.75
	1.5
	608
	317778.9
	2
	Q02224
	Centromere-associated protein E

	CPT (Camptothecine) treated
	16.99
	3.9
	1740
	60633
	2
	Q02318
	Sterol 26-hydroxylase, mitochondrial

	CPT (Camptothecine) treated
	11.52
	3
	561
	78006.2
	2
	Q0VGE8
	Zinc finger protein 816

	CPT (Camptothecine) treated
	15.88
	3
	16400
	114174.1
	2
	Q12860
	Contactin-1

	CPT (Camptothecine) treated
	13.53
	1.7
	430
	147136.9
	2
	Q12913
	Receptor-type tyrosine-protein phosphatase eta

	CPT (Camptothecine) treated
	10.82
	0.9
	902
	191251.2
	2
	Q13029
	PR domain zinc finger protein 2

	CPT (Camptothecine) treated
	17.87
	2.5
	1240
	136347
	2
	Q13136
	Liprin-alpha-1

	CPT (Camptothecine) treated
	17.86
	1
	556
	168075.9
	2
	Q13224
	Glutamate receptor ionotropic, NMDA 2B

	CPT (Camptothecine) treated
	21.51
	1.4
	2130
	152331.5
	2
	Q13428
	Treacle protein

	CPT (Camptothecine) treated
	17.5
	1.5
	480
	177605.1
	2
	Q13796
	Protein Shroom2

	CPT (Camptothecine) treated
	15.31
	3.5
	514
	107985.1
	2
	Q14151
	Scaffold attachment factor B2

	CPT (Camptothecine) treated
	9.2
	0.8
	486
	293584.3
	2
	Q14315
	Filamin-C

	CPT (Camptothecine) treated
	16
	3.3
	1240
	101965.3
	2
	Q14CN2
	Calcium-activated chloride channel regulator 4

	CPT (Camptothecine) treated
	14.49
	3.5
	1720
	74574.7
	2
	Q15256
	Receptor-type tyrosine-protein phosphatase R

	CPT (Camptothecine) treated
	10.87
	3.8
	1880
	76461.4
	2
	Q15311
	RalA-binding protein 1

	CPT (Camptothecine) treated
	23.31
	0.7
	386
	558136.8
	2
	Q15413
	Ryanodine receptor 3

	CPT (Camptothecine) treated
	10.88
	6.2
	738
	49368.8
	2
	Q15428
	Splicing factor 3A subunit 2

	CPT (Camptothecine) treated
	15.87
	5.8
	716
	67000.8
	2
	Q15650
	Activating signal cointegrator 1

	CPT (Camptothecine) treated
	8.86
	0.6
	766
	409090.1
	2
	Q15911
	Zinc finger homeobox protein 3

	CPT (Camptothecine) treated
	11.33
	5.9
	508
	56594.1
	2
	Q16401
	26S proteasome non-ATPase regulatory subunit 5

	CPT (Camptothecine) treated
	16.95
	4.1
	1010
	74202.6
	2
	Q16587
	Zinc finger protein 74

	CPT (Camptothecine) treated
	13.15
	4.3
	512
	89357.9
	2
	Q3KR16
	Pleckstrin homology domain-containing family G member 6

	CPT (Camptothecine) treated
	20.17
	9.3
	1950
	37400.5
	2
	Q3SXM5
	Inactive hydroxysteroid dehydrogenase-like protein 1

	CPT (Camptothecine) treated
	13.46
	23.4
	646
	15208.7
	2
	Q4U2R6
	Large ribosomal subunit protein mL51

	CPT (Camptothecine) treated
	8.54
	2.2
	698
	96346.2
	2
	Q4V328
	GRIP1-associated protein 1

	CPT (Camptothecine) treated
	15.1
	1.1
	604
	213518.6
	2
	Q562E7
	WD repeat-containing protein 81

	CPT (Camptothecine) treated
	9.08
	2.3
	466
	81977.6
	2
	Q5MCW4
	Zinc finger protein 569

	CPT (Camptothecine) treated
	27.54
	1.1
	392
	160228.7
	2
	Q5SXM2
	snRNA-activating protein complex subunit 4

	CPT (Camptothecine) treated
	13.97
	4.5
	974
	65693.7
	2
	Q5T2T1
	MAGUK p55 subfamily member 7

	CPT (Camptothecine) treated
	12.58
	0.5
	716
	580905.4
	2
	Q5T4S7
	E3 ubiquitin-protein ligase UBR4

	CPT (Camptothecine) treated
	18.33
	4.8
	628
	70405.1
	2
	Q5TAT6
	Collagen alpha-1(XIII) chain

	CPT (Camptothecine) treated
	10.11
	0.7
	456
	342291.8
	2
	Q5TBA9
	Protein furry homolog

	CPT (Camptothecine) treated
	15.74
	3.7
	378
	118901.7
	2
	Q5VV43
	Dyslexia-associated protein KIAA0319

	CPT (Camptothecine) treated
	21.04
	3.6
	764
	97201.9
	2
	Q5W041
	Armadillo repeat-containing protein 3

	CPT (Camptothecine) treated
	18.38
	5.8
	1160
	67432.2
	2
	Q66K64
	DDB1- and CUL4-associated factor 15

	CPT (Camptothecine) treated
	14.73
	7.8
	1450
	33091.5
	2
	Q69YZ2
	Transmembrane protein 200B

	CPT (Camptothecine) treated
	11.31
	4.5
	482
	62584.7
	2
	Q6NT55
	Ultra-long-chain fatty acid omega-hydroxylase

	CPT (Camptothecine) treated
	18.86
	1.9
	380
	157199
	2
	Q6P158
	Putative ATP-dependent RNA helicase DHX57

	CPT (Camptothecine) treated
	12.23
	2.6
	4840
	78944.8
	2
	Q6P9F0
	Coiled-coil domain-containing protein 62

	CPT (Camptothecine) treated
	9.85
	0.8
	404
	243762.9
	2
	Q6PIF6
	Unconventional myosin-VIIb

	CPT (Camptothecine) treated
	13.04
	3.3
	770
	84619.4
	2
	Q6UWE0
	E3 ubiquitin-protein ligase LRSAM1

	CPT (Camptothecine) treated
	27.67
	8.2
	6650
	62889.4
	2
	Q6UWF7
	NXPE family member 4

	CPT (Camptothecine) treated
	43.24
	1
	21800
	335491.3
	2
	Q6ZQQ6
	WD repeat-containing protein 87

	CPT (Camptothecine) treated
	19.92
	1.2
	535
	345203
	2
	Q6ZRS2
	Helicase SRCAP

	CPT (Camptothecine) treated
	17.84
	2.8
	470
	114569.4
	2
	Q75QN2
	Integrator complex subunit 8

	CPT (Camptothecine) treated
	17.39
	4.3
	806
	79504.5
	2
	Q76KX8
	Zinc finger protein 534

	CPT (Camptothecine) treated
	8.42
	5.7
	478
	55548.5
	2
	Q7Z3B4
	Nucleoporin p54

	CPT (Camptothecine) treated
	19.1
	2
	1030
	171296.7
	2
	Q7Z3T8
	Zinc finger FYVE domain-containing protein 16

	CPT (Camptothecine) treated
	14.57
	0.5
	23400
	580884.1
	2
	Q86UQ4
	ATP-binding cassette sub-family A member 13

	CPT (Camptothecine) treated
	11.11
	1.1
	474
	190267.4
	2
	Q86UR5
	Regulating synaptic membrane exocytosis protein 1

	CPT (Camptothecine) treated
	20.13
	2.3
	654
	152129.1
	2
	Q86UU1
	Pleckstrin homology-like domain family B member 1

	CPT (Camptothecine) treated
	7.13
	3.4
	1940
	48733.9
	2
	Q86VR8
	Four-jointed box protein 1

	CPT (Camptothecine) treated
	15.41
	3.6
	834
	112534.8
	2
	Q86W56
	Poly(ADP-ribose) glycohydrolase

	CPT (Camptothecine) treated
	10.44
	2.1
	800
	140142.2
	2
	Q86Y13
	E3 ubiquitin-protein ligase DZIP3

	CPT (Camptothecine) treated
	12.39
	4.3
	3550
	80462.2
	2
	Q86YE8
	Zinc finger protein 573

	CPT (Camptothecine) treated
	15.6
	6.6
	564
	49818.4
	2
	Q8IV32
	Coiled-coil domain-containing protein 71

	CPT (Camptothecine) treated
	11.12
	4.2
	1620
	53622
	2
	Q8IV63
	Serine/threonine-protein kinase VRK3

	CPT (Camptothecine) treated
	16.56
	1
	765
	237784.1
	2
	Q8IVV2
	Lipoxygenase homology domain-containing protein 1

	CPT (Camptothecine) treated
	18.75
	3.6
	896
	78132.1
	2
	Q8IWF2
	FAD-dependent oxidoreductase domain-containing protein 2

	CPT (Camptothecine) treated
	16.52
	2.3
	806
	148202.1
	2
	Q8IWK6
	Adhesion G protein-coupled receptor A3

	CPT (Camptothecine) treated
	19.11
	1
	1150
	285617.3
	2
	Q8IWT3
	Cullin-9

	CPT (Camptothecine) treated
	9.98
	14.9
	1390
	21120
	2
	Q8IXQ3
	Uncharacterized protein C9orf40

	CPT (Camptothecine) treated
	12.71
	4.2
	598
	70192.2
	2
	Q8IXW5
	Putative RNA polymerase II subunit B1 CTD phosphatase RPAP2

	CPT (Camptothecine) treated
	8.08
	4.1
	494
	84604.1
	2
	Q8IYF1
	Elongin-A2

	CPT (Camptothecine) treated
	24.5
	3.7
	79900
	90000.9
	2
	Q8IYT2
	Cap-specific mRNA (nucleoside-2'-O-)-methyltransferase 2

	CPT (Camptothecine) treated
	15.5
	3.4
	474
	114346.8
	2
	Q8IYT8
	Serine/threonine-protein kinase ULK2

	CPT (Camptothecine) treated
	8.52
	2.5
	531
	187744.8
	2
	Q8IZC6
	Collagen alpha-1(XXVII) chain

	CPT (Camptothecine) treated
	15.57
	0.7
	4500
	335359
	2
	Q8IZF6
	Adhesion G-protein coupled receptor G4

	CPT (Camptothecine) treated
	9.98
	2.9
	76800
	110847.6
	2
	Q8N283
	Ankyrin repeat domain-containing protein 35

	CPT (Camptothecine) treated
	19.82
	13.9
	1750
	34608.2
	2
	Q8N3Y7
	Epidermal retinol dehydrogenase 2

	CPT (Camptothecine) treated
	20.25
	1.7
	1950
	61863.2
	2
	Q8N6K7
	Sterile alpha motif domain-containing protein 3

	CPT (Camptothecine) treated
	11.78
	3.5
	568
	73057.9
	2
	Q8NCE2
	Phosphatidylinositol-3,5-bisphosphate 3-phosphatase MTMR14

	CPT (Camptothecine) treated
	15.25
	0.4
	657
	807831.2
	2
	Q8NDH2
	Leucine-rich repeat transmembrane protein CCDC168

	CPT (Camptothecine) treated
	18.49
	0.6
	771
	548606
	2
	Q8NEZ4
	Histone-lysine N-methyltransferase 2C

	CPT (Camptothecine) treated
	17.7
	0.9
	482000
	238100.1
	2
	Q8NFU7
	Methylcytosine dioxygenase TET1

	CPT (Camptothecine) treated
	13.49
	1.8
	754
	162169.4
	2
	Q8NFW1
	Collagen alpha-1(XXII) chain

	CPT (Camptothecine) treated
	7.95
	6.1
	470
	35957
	2
	Q8NGT5
	Olfactory receptor 9A2

	CPT (Camptothecine) treated
	18.5
	5.7
	498
	41716.5
	2
	Q8NHS9
	Spermatogenesis-associated protein 22

	CPT (Camptothecine) treated
	10.68
	7.2
	500
	34310.4
	2
	Q8TB37
	Iron-sulfur cluster transfer protein NUBPL

	CPT (Camptothecine) treated
	16.07
	4.5
	497
	68522.8
	2
	Q8TD23
	Zinc finger protein 675

	CPT (Camptothecine) treated
	13.66
	4.8
	526
	58563.8
	2
	Q8TDR2
	Serine/threonine-protein kinase 35

	CPT (Camptothecine) treated
	11.5
	2.1
	520
	104902.8
	2
	Q8TET4
	Neutral alpha-glucosidase C

	CPT (Camptothecine) treated
	12.34
	4.7
	644
	44456.4
	2
	Q8WTW4
	GATOR1 complex protein NPRL2

	CPT (Camptothecine) treated
	12
	4.6
	484
	51836.4
	2
	Q8WUU4
	Zinc finger protein 296

	CPT (Camptothecine) treated
	11.06
	4.5
	386
	77555.9
	2
	Q8WWK9
	Cytoskeleton-associated protein 2

	CPT (Camptothecine) treated
	13.35
	1
	610
	184612.2
	2
	Q8WXG6
	MAP kinase-activating death domain protein

	CPT (Camptothecine) treated
	14.36
	0.2
	691
	802304.8
	2
	Q8WXH0
	Nesprin-2

	CPT (Camptothecine) treated
	17.59
	5.6
	769
	67163.9
	2
	Q92630
	Dual specificity tyrosine-phosphorylation-regulated kinase 2

	CPT (Camptothecine) treated
	12.74
	3.7
	460
	83829.4
	2
	Q92786
	Prospero homeobox protein 1

	CPT (Camptothecine) treated
	19.85
	8.9
	454
	45252.7
	2
	Q93097
	Protein Wnt-2b

	CPT (Camptothecine) treated
	11.25
	5.9
	732
	57217
	2
	Q96GJ1
	tRNA (uracil-5-)-methyltransferase homolog B

	CPT (Camptothecine) treated
	13.01
	1.6
	507
	231436.7
	2
	Q96HP0
	Dedicator of cytokinesis protein 6

	CPT (Camptothecine) treated
	16.77
	2.5
	402
	88196.6
	2
	Q96IC2
	RNA exonuclease 5

	CPT (Camptothecine) treated
	17.66
	3
	3670
	100165.5
	2
	Q96P44
	Collagen alpha-1(XXI) chain

	CPT (Camptothecine) treated
	12.67
	1.7
	788
	143681.6
	2
	Q96PY6
	Serine/threonine-protein kinase Nek1

	CPT (Camptothecine) treated
	20.29
	2.4
	668
	136745.5
	2
	Q96Q06
	Perilipin-4

	CPT (Camptothecine) treated
	12.98
	0.9
	518
	414601.1
	2
	Q96Q15
	Serine/threonine-protein kinase SMG1

	CPT (Camptothecine) treated
	14.71
	11.2
	756
	35543.4
	2
	Q96QS1
	Tetraspanin-32

	CPT (Camptothecine) treated
	21.79
	1.5
	1270
	362095.2
	2
	Q96RL7
	Intermembrane lipid transfer protein VPS13A

	CPT (Camptothecine) treated
	21.54
	3.4
	1140
	84154.7
	2
	Q96RP9
	Elongation factor G, mitochondrial

	CPT (Camptothecine) treated
	17.1
	5.2
	1200
	65600.5
	2
	Q96RR4
	Calcium/calmodulin-dependent protein kinase kinase 2

	CPT (Camptothecine) treated
	22.85
	3.7
	1420
	72873.4
	2
	Q96S55
	ATPase WRNIP1

	CPT (Camptothecine) treated
	13.21
	4.1
	498
	91352.8
	2
	Q96T88
	E3 ubiquitin-protein ligase UHRF1

	CPT (Camptothecine) treated
	17.92
	3.3
	1590
	54060.7
	2
	Q99958
	Forkhead box protein C2

	CPT (Camptothecine) treated
	11.43
	0.6
	456
	455261.4
	2
	Q99996
	A-kinase anchor protein 9

	CPT (Camptothecine) treated
	16.64
	7.8
	12500
	61990.8
	2
	Q9BPU6
	Dihydropyrimidinase-related protein 5

	CPT (Camptothecine) treated
	12.67
	4.6
	1410
	49489.6
	2
	Q9BQ95
	Evolutionarily conserved signaling intermediate in Toll pathway, mitochondrial

	CPT (Camptothecine) treated
	20.41
	2.4
	1270
	120739.6
	2
	Q9BQF6
	Sentrin-specific protease 7

	CPT (Camptothecine) treated
	13.52
	8.6
	664
	31202.9
	2
	Q9BXI9
	Complement C1q tumor necrosis factor-related protein 6

	CPT (Camptothecine) treated
	15.7
	1.8
	219
	101121.1
	2
	Q9BXP5
	Serrate RNA effector molecule homolog

	CPT (Camptothecine) treated
	14.9
	11.6
	464
	34392.7
	2
	Q9BYG3
	MKI67 FHA domain-interacting nucleolar phosphoprotein

	CPT (Camptothecine) treated
	17.71
	1.2
	1850
	296711.5
	2
	Q9C0D2
	Centrosomal protein of 295 kDa

	CPT (Camptothecine) treated
	16.85
	1.7
	872
	146288
	2
	Q9C0J8
	pre-mRNA 3' end processing protein WDR33

	CPT (Camptothecine) treated
	13.06
	1.5
	1390
	183049.2
	2
	Q9GZU2
	Paternally-expressed gene 3 protein

	CPT (Camptothecine) treated
	12.69
	2.9
	728
	72804.5
	2
	Q9H0M4
	Zinc finger CW-type PWWP domain protein 1

	CPT (Camptothecine) treated
	20.84
	7.3
	21400
	31993.2
	2
	Q9H2P9
	Diphthine methyl ester synthase

	CPT (Camptothecine) treated
	25.91
	3.6
	1790
	81581.1
	2
	Q9H4Z3
	mRNA (2'-O-methyladenosine-N(6)-)-methyltransferase

	CPT (Camptothecine) treated
	12.52
	13.9
	465
	26273.3
	2
	Q9NPI5
	Nicotinamide riboside kinase 2

	CPT (Camptothecine) treated
	19.92
	0.5
	342
	536535.4
	2
	Q9NR09
	Dual E2 ubiquitin-conjugating enzyme/E3 ubiquitin-protein ligase BIRC6

	CPT (Camptothecine) treated
	13.5
	0.9
	447
	419481.1
	2
	Q9NRC6
	Spectrin beta chain, non-erythrocytic 5

	CPT (Camptothecine) treated
	8.15
	1.3
	502
	161127.4
	2
	Q9NS87
	Kinesin-like protein KIF15

	CPT (Camptothecine) treated
	12.57
	0.7
	522
	265670.1
	2
	Q9NSI6
	Bromodomain and WD repeat-containing protein 1

	CPT (Camptothecine) treated
	14.57
	6.3
	554
	49703.7
	2
	Q9NXE8
	Pre-mRNA-splicing factor CWC25 homolog

	CPT (Camptothecine) treated
	21.14
	9.2
	1060
	37652.8
	2
	Q9NXK8
	F-box/LRR-repeat protein 12

	CPT (Camptothecine) treated
	18.83
	2.7
	5860
	106234.3
	2
	Q9NYF8
	Bcl-2-associated transcription factor 1

	CPT (Camptothecine) treated
	12.92
	0.9
	1960
	363085.6
	2
	Q9NYQ7
	Cadherin EGF LAG seven-pass G-type receptor 3

	CPT (Camptothecine) treated
	11.15
	1.8
	1270
	194542
	2
	Q9NZM3
	Intersectin-2

	CPT (Camptothecine) treated
	10.81
	1.4
	414
	229367.3
	2
	Q9P219
	Protein Daple

	CPT (Camptothecine) treated
	15.04
	0.9
	681
	337747
	2
	Q9P2D1
	Chromodomain-helicase-DNA-binding protein 7

	CPT (Camptothecine) treated
	18.11
	1.9
	626
	173561.6
	2
	Q9P2R6
	Arginine-glutamic acid dipeptide repeats protein

	CPT (Camptothecine) treated
	22.84
	3.5
	2530
	54229.5
	2
	Q9UBB4
	Ataxin-10

	CPT (Camptothecine) treated
	15.2
	2.9
	724
	83801.8
	2
	Q9UBJ2
	ATP-binding cassette sub-family D member 2

	CPT (Camptothecine) treated
	16.05
	0.5
	1250
	513069.3
	2
	Q9UFH2
	Dynein axonemal heavy chain 17

	CPT (Camptothecine) treated
	22.68
	1.5
	388
	213250.7
	2
	Q9UGU0
	Transcription factor 20

	CPT (Camptothecine) treated
	11.81
	5.9
	522
	66052.7
	2
	Q9UGU5
	HMG domain-containing protein 4

	CPT (Camptothecine) treated
	12.07
	1.1
	563
	242223.6
	2
	Q9UIF8
	Bromodomain adjacent to zinc finger domain protein 2B

	CPT (Camptothecine) treated
	11.58
	2.3
	458
	99143.4
	2
	Q9UKW4
	Guanine nucleotide exchange factor VAV3

	CPT (Camptothecine) treated
	20.07
	2.7
	722
	126465.6
	2
	Q9ULH1
	Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 1

	CPT (Camptothecine) treated
	15.99
	4.1
	506
	54297.6
	2
	Q9ULS5
	Transmembrane and coiled-coil domain protein 3

	CPT (Camptothecine) treated
	18.38
	2.7
	856
	133287.7
	2
	Q9ULU4
	MYND-type zinc finger-containing chromatin reader ZMYND8

	CPT (Camptothecine) treated
	18.08
	0.9
	527
	297845.7
	2
	Q9UMN6
	Histone-lysine N-methyltransferase 2B

	CPT (Camptothecine) treated
	16.37
	3
	2010
	104112.2
	2
	Q9UNA0
	A disintegrin and metalloproteinase with thrombospondin motifs 5

	CPT (Camptothecine) treated
	14.38
	2.2
	548
	110563.1
	2
	Q9UPU7
	TBC1 domain family member 2B

	CPT (Camptothecine) treated
	22.19
	1.3
	584
	227501.2
	2
	Q9UQD0
	Sodium channel protein type 8 subunit alpha

	CPT (Camptothecine) treated
	14.9
	7
	528
	42013.7
	2
	Q9Y278
	Heparan sulfate glucosamine 3-O-sulfotransferase 2

	CPT (Camptothecine) treated
	10.24
	2.8
	504
	71678
	2
	Q9Y5K6
	CD2-associated protein

	CPT (Camptothecine) treated
	9.96
	3.4
	1150
	82398.2
	2
	Q9Y608
	Leucine-rich repeat flightless-interacting protein 2

	Hingenbet (HI) treated
	285.85
	1.3
	692
	3845228
	30
	Q8WZ42
	Titin

	Hingenbet (HI) treated
	112.94
	2.2
	1240
	807831.2
	11
	Q8NDH2
	Leucine-rich repeat transmembrane protein CCDC168

	Hingenbet (HI) treated
	84.12
	3.6
	760
	384118.5
	9
	A4UGR9
	Xin actin-binding repeat-containing protein 2

	Hingenbet (HI) treated
	113.71
	11.1
	1020
	172586.3
	9
	P13942
	Collagen alpha-2(XI) chain

	Hingenbet (HI) treated
	97.23
	6
	752
	269475
	9
	Q8IVL1
	Neuron navigator 2

	Hingenbet (HI) treated
	92.2
	9.7
	792
	161749
	8
	P02462
	Collagen alpha-1(IV) chain

	Hingenbet (HI) treated
	100.51
	3.2
	1840
	496093.1
	8
	Q8NCM8
	Cytoplasmic dynein 2 heavy chain 1

	Hingenbet (HI) treated
	61.45
	1.4
	453
	843541.7
	8
	Q9UPN3
	Microtubule-actin cross-linking factor 1, isoforms 1/2/3/4/5

	Hingenbet (HI) treated
	65.07
	2.3
	517
	435276.2
	7
	P20930
	Filaggrin

	Hingenbet (HI) treated
	76.75
	3
	4910
	360912.4
	7
	P46013
	Proliferation marker protein Ki-67

	Hingenbet (HI) treated
	66.03
	7.3
	5150
	163178.9
	7
	Q01955
	Collagen alpha-3(IV) chain

	Hingenbet (HI) treated
	57.34
	3.6
	570
	296184.1
	7
	Q02388
	Collagen alpha-1(VII) chain

	Hingenbet (HI) treated
	62.42
	5.1
	2370
	187744.8
	7
	Q8IZC6
	Collagen alpha-1(XXVII) chain

	Hingenbet (HI) treated
	58.79
	2.8
	616
	316168
	6
	O15417
	Trinucleotide repeat-containing gene 18 protein

	Hingenbet (HI) treated
	47.86
	2.4
	478
	335976
	6
	O43149
	Zinc finger ZZ-type and EF-hand domain-containing protein 1

	Hingenbet (HI) treated
	72.04
	5.1
	1150
	283472.4
	6
	P21333
	Filamin-A

	Hingenbet (HI) treated
	43.02
	1.5
	502
	629603.7
	6
	Q09666
	Neuroblast differentiation-associated protein AHNAK

	Hingenbet (HI) treated
	59.65
	6.2
	584
	165662
	6
	Q14004
	Cyclin-dependent kinase 13

	Hingenbet (HI) treated
	57.78
	8.3
	50100
	165001.9
	6
	Q14031
	Collagen alpha-6(IV) chain

	Hingenbet (HI) treated
	38.01
	9
	635
	73601.9
	6
	Q14978
	Nucleolar and coiled-body phosphoprotein 1

	Hingenbet (HI) treated
	48.56
	1.2
	436
	786355.8
	6
	Q5CZC0
	Fibrous sheath-interacting protein 2

	Hingenbet (HI) treated
	73.74
	4.8
	482
	290178.3
	6
	Q9H254
	Spectrin beta chain, non-erythrocytic 4

	Hingenbet (HI) treated
	59.11
	2
	692
	515918.5
	6
	Q9NYC9
	Dynein axonemal heavy chain 9

	Hingenbet (HI) treated
	61.43
	3.2
	500
	418572.9
	6
	Q9UPA5
	Protein bassoon

	Hingenbet (HI) treated
	52.6
	3.2
	743
	292466.7
	5
	O75417
	DNA polymerase theta

	Hingenbet (HI) treated
	58.24
	7.4
	512
	139817
	5
	P02461
	Collagen alpha-1(III) chain

	Hingenbet (HI) treated
	55.16
	1.6
	1010
	516961.4
	5
	P04114
	Apolipoprotein B-100

	Hingenbet (HI) treated
	46.05
	6.1
	1040
	76670.1
	5
	P19338
	Nucleolin

	Hingenbet (HI) treated
	49.3
	0.9
	563
	990583.7
	5
	P20929
	Nebulin

	Hingenbet (HI) treated
	48.53
	2.4
	496
	346548.9
	5
	P25391
	Laminin subunit alpha-1

	Hingenbet (HI) treated
	56.54
	8.4
	763
	162182
	5
	P29400
	Collagen alpha-5(IV) chain

	Hingenbet (HI) treated
	48.68
	2.7
	512
	332889.1
	5
	P35555
	Fibrillin-1

	Hingenbet (HI) treated
	57.4
	4.9
	581
	179496.6
	5
	P39060
	Collagen alpha-1(XVIII) chain

	Hingenbet (HI) treated
	46.72
	11.6
	1280
	58436.7
	5
	P50991
	T-complex protein 1 subunit delta

	Hingenbet (HI) treated
	41.04
	1.2
	598
	436217.2
	5
	Q01484
	Ankyrin-2

	Hingenbet (HI) treated
	53.28
	1.7
	622
	436321.1
	5
	Q03164
	Histone-lysine N-methyltransferase 2A

	Hingenbet (HI) treated
	35.91
	7.5
	712
	83376.5
	5
	Q12996
	Cleavage stimulation factor subunit 3

	Hingenbet (HI) treated
	39.5
	3.6
	737
	152331.5
	5
	Q13428
	Treacle protein

	Hingenbet (HI) treated
	57.99
	2.8
	2610
	293584.3
	5
	Q14315
	Filamin-C

	Hingenbet (HI) treated
	34.55
	2.2
	816
	222047.2
	5
	Q14966
	Zinc finger protein 638

	Hingenbet (HI) treated
	58.21
	3.1
	2360
	210559.2
	5
	Q2WGJ9
	Fer-1-like protein 6

	Hingenbet (HI) treated
	59.23
	6
	1120
	191330.6
	5
	Q4KWH8
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta-1

	Hingenbet (HI) treated
	29.39
	2.1
	568
	299790.8
	5
	Q6UB99
	Ankyrin repeat domain-containing protein 11

	Hingenbet (HI) treated
	50.11
	20.3
	563
	37289
	5
	Q6ZT52
	Protein FAM43B

	Hingenbet (HI) treated
	62.77
	1.1
	496
	812883.5
	5
	Q7Z5P9
	Mucin-19

	Hingenbet (HI) treated
	55.5
	1.7
	1680
	518026.4
	5
	Q8IVF4
	Dynein axonemal heavy chain 10

	Hingenbet (HI) treated
	50.21
	2.1
	634
	551583.9
	5
	Q8NDA2
	Hemicentin-2

	Hingenbet (HI) treated
	54.02
	3
	490
	223885.5
	5
	Q8NEV8
	Exophilin-5

	Hingenbet (HI) treated
	55.72
	5
	524
	218121.1
	5
	Q92824
	Proprotein convertase subtilisin/kexin type 5

	Hingenbet (HI) treated
	52.19
	7.3
	559
	140386.6
	5
	Q92833
	Protein Jumonji

	Hingenbet (HI) treated
	55.33
	2.3
	833
	417566.9
	5
	Q96JG9
	Zinc finger protein 469

	Hingenbet (HI) treated
	53.62
	1.7
	530
	623648.2
	5
	Q96RW7
	Hemicentin-1

	Hingenbet (HI) treated
	46.75
	9.1
	734
	107414.9
	5
	Q96T37
	RNA-binding protein 15

	Hingenbet (HI) treated
	57.08
	2.8
	640
	334338.7
	5
	Q99715
	Collagen alpha-1(XII) chain

	Hingenbet (HI) treated
	40.86
	2.6
	505
	245579.9
	5
	Q9BTC0
	Death-inducer obliterator 1

	Hingenbet (HI) treated
	51.11
	9.8
	643
	74440.6
	5
	Q9C098
	Serine/threonine-protein kinase DCLK3

	Hingenbet (HI) treated
	43.59
	3.6
	739
	239339.5
	5
	Q9HD67
	Unconventional myosin-X

	Hingenbet (HI) treated
	36.14
	1.9
	1040
	300351.7
	5
	Q9UQ35
	Serine/arginine repetitive matrix protein 2

	Hingenbet (HI) treated
	36.14
	2.8
	15000
	220051.2
	4
	A0A494C071
	PWWP domain-containing DNA repair factor 4

	Hingenbet (HI) treated
	45.2
	2.4
	923
	295096.7
	4
	B2RTY4
	Unconventional myosin-IXa

	Hingenbet (HI) treated
	31.53
	2.2
	507
	206102.3
	4
	E9PAV3
	Nascent polypeptide-associated complex subunit alpha, muscle-specific form

	Hingenbet (HI) treated
	32.48
	7.9
	512
	72382.9
	4
	H3BPF8
	Golgin subfamily A member 8S

	Hingenbet (HI) treated
	36.79
	1.7
	969
	209165.9
	4
	O14981
	TATA-binding protein-associated factor 172

	Hingenbet (HI) treated
	35.95
	8.5
	518
	96546.1
	4
	O15169
	Axin-1

	Hingenbet (HI) treated
	45.36
	7.5
	960
	102393.2
	4
	O43184
	Disintegrin and metalloproteinase domain-containing protein 12

	Hingenbet (HI) treated
	40.51
	8.5
	573
	71227
	4
	O43390
	Heterogeneous nuclear ribonucleoprotein R

	Hingenbet (HI) treated
	46.51
	1.6
	1280
	356192.6
	4
	O60673
	DNA polymerase zeta catalytic subunit

	Hingenbet (HI) treated
	24.75
	1
	646
	521785.7
	4
	O75592
	E3 ubiquitin-protein ligase MYCBP2

	Hingenbet (HI) treated
	41.34
	2.2
	628
	143805.6
	4
	O95271
	Poly [ADP-ribose] polymerase tankyrase-1

	Hingenbet (HI) treated
	35.75
	2.2
	440
	311818.1
	4
	O95359
	Transforming acidic coiled-coil-containing protein 2

	Hingenbet (HI) treated
	24.42
	1.3
	603
	533836.7
	4
	O95714
	E3 ubiquitin-protein ligase HERC2

	Hingenbet (HI) treated
	35.54
	4.3
	591
	139935.9
	4
	P02452
	Collagen alpha-1(I) chain

	Hingenbet (HI) treated
	40.66
	4.9
	499
	142866.9
	4
	P02458
	Collagen alpha-1(II) chain

	Hingenbet (HI) treated
	41.2
	2
	544
	345374.6
	4
	P12111
	Collagen alpha-3(VI) chain

	Hingenbet (HI) treated
	28.87
	5.3
	517
	128379.5
	4
	P20585
	DNA mismatch repair protein Msh3

	Hingenbet (HI) treated
	35.67
	9.6
	692
	76262.2
	4
	P23246
	Splicing factor, proline- and glutamine-rich

	Hingenbet (HI) treated
	38.56
	2.8
	1190
	215783
	4
	P23468
	Receptor-type tyrosine-protein phosphatase delta

	Hingenbet (HI) treated
	53.24
	2.1
	8780
	313808.5
	4
	P25054
	Adenomatous polyposis coli protein

	Hingenbet (HI) treated
	34.81
	4
	631
	172802.2
	4
	P25940
	Collagen alpha-3(V) chain

	Hingenbet (HI) treated
	35.15
	5.6
	470
	67200.1
	4
	P29536
	Leiomodin-1

	Hingenbet (HI) treated
	37.08
	3.1
	705
	214357.5
	4
	P35658
	Nuclear pore complex protein Nup214

	Hingenbet (HI) treated
	43.76
	2.7
	17300
	228191
	4
	P35749
	Myosin-11

	Hingenbet (HI) treated
	50.42
	2.7
	836
	290940.5
	4
	P42345
	Serine/threonine-protein kinase mTOR

	Hingenbet (HI) treated
	49.4
	3.4
	661
	189106.5
	4
	P52179
	Myomesin-1

	Hingenbet (HI) treated
	36.25
	2.3
	503
	243509.7
	4
	P56715
	Oxygen-regulated protein 1

	Hingenbet (HI) treated
	52.35
	2
	604
	474044.1
	4
	P78527
	DNA-dependent protein kinase catalytic subunit

	Hingenbet (HI) treated
	40.31
	1.1
	779
	479547.8
	4
	P98160
	Basement membrane-specific heparan sulfate proteoglycan core protein

	Hingenbet (HI) treated
	63.49
	5.4
	3020
	159574.3
	4
	Q07092
	Collagen alpha-1(XVI) chain

	Hingenbet (HI) treated
	41.77
	5.3
	506
	135759.4
	4
	Q0VF49
	Uncharacterized protein KIAA2012

	Hingenbet (HI) treated
	31.61
	11.4
	473
	56878.4
	4
	Q15742
	NGFI-A-binding protein 2

	Hingenbet (HI) treated
	34.83
	0.8
	560
	539122.1
	4
	Q15751
	Probable E3 ubiquitin-protein ligase HERC1

	Hingenbet (HI) treated
	37.32
	20.9
	488
	25168.6
	4
	Q32NC0
	UPF0711 protein C18orf21

	Hingenbet (HI) treated
	36.41
	2.5
	505
	262780.3
	4
	Q4AC94
	C2 domain-containing protein 3

	Hingenbet (HI) treated
	33.71
	4.2
	18700
	179885.4
	4
	Q5JPB2
	Zinc finger protein 831

	Hingenbet (HI) treated
	39.71
	0.7
	512
	880145.1
	4
	Q5VST9
	Obscurin

	Hingenbet (HI) treated
	33.03
	3.8
	536
	147352.2
	4
	Q641Q2
	WASH complex subunit 2A

	Hingenbet (HI) treated
	34.92
	8.8
	453
	67432.2
	4
	Q66K64
	DDB1- and CUL4-associated factor 15

	Hingenbet (HI) treated
	56.77
	3.4
	502
	260782.1
	4
	Q6PRD1
	Probable G-protein coupled receptor 179

	Hingenbet (HI) treated
	34.08
	4.7
	1190
	127633.5
	4
	Q6ZRV2
	Protein FAM83H

	Hingenbet (HI) treated
	28.97
	6.3
	536
	57837.4
	4
	Q6ZUT6
	Coiled-coil domain-containing protein 9B

	Hingenbet (HI) treated
	29.74
	3
	812
	193289
	4
	Q7LBC6
	Lysine-specific demethylase 3B

	Hingenbet (HI) treated
	39.06
	8.3
	1480
	82944
	4
	Q7Z2T5
	TRMT1-like protein

	Hingenbet (HI) treated
	44.79
	9.8
	710
	74486.6
	4
	Q7Z4V5
	Hepatoma-derived growth factor-related protein 2

	Hingenbet (HI) treated
	28.44
	3.2
	748
	206315.3
	4
	Q7Z5J4
	Retinoic acid-induced protein 1

	Hingenbet (HI) treated
	49.87
	5.5
	1100
	163905.6
	4
	Q7Z5J8
	Ankyrin and armadillo repeat-containing protein

	Hingenbet (HI) treated
	41.67
	7.2
	490
	106604.8
	4
	Q86VM9
	Zinc finger CCCH domain-containing protein 18

	Hingenbet (HI) treated
	40.65
	10.2
	632
	80462.2
	4
	Q86YE8
	Zinc finger protein 573

	Hingenbet (HI) treated
	39.73
	2.8
	497
	283297.9
	4
	Q86YZ3
	Hornerin

	Hingenbet (HI) treated
	38.48
	2.1
	450
	287377.7
	4
	Q8IUG5
	Unconventional myosin-XVIIIb

	Hingenbet (HI) treated
	39.07
	3.2
	432
	254623.3
	4
	Q8IWN7
	Retinitis pigmentosa 1-like 1 protein

	Hingenbet (HI) treated
	41.76
	1.9
	498
	399758.5
	4
	Q8IZQ1
	WD repeat and FYVE domain-containing protein 3

	Hingenbet (HI) treated
	23.94
	1.8
	483
	245355.6
	4
	Q8N4C6
	Ninein

	Hingenbet (HI) treated
	36.37
	0.8
	5400
	548606
	4
	Q8NEZ4
	Histone-lysine N-methyltransferase 2C

	Hingenbet (HI) treated
	34.77
	0.7
	487
	1017743
	4
	Q8NF91
	Nesprin-1

	Hingenbet (HI) treated
	40.51
	2.1
	518
	332628.7
	4
	Q8NFC6
	Biorientation of chromosomes in cell division protein 1-like 1

	Hingenbet (HI) treated
	41.36
	4.6
	2260
	162169.4
	4
	Q8NFW1
	Collagen alpha-1(XXII) chain

	Hingenbet (HI) treated
	30.65
	4.1
	393
	121125.3
	4
	Q8NFY4
	Semaphorin-6D

	Hingenbet (HI) treated
	36.6
	1
	482
	802304.8
	4
	Q8WXH0
	Nesprin-2

	Hingenbet (HI) treated
	33.32
	2.6
	624
	231702.4
	4
	Q92576
	PHD finger protein 3

	Hingenbet (HI) treated
	25.26
	1
	1220
	518305.9
	4
	Q96JB1
	Dynein axonemal heavy chain 8

	Hingenbet (HI) treated
	41.78
	2.9
	500
	209620.3
	4
	Q96QE3
	ATPase family AAA domain-containing protein 5

	Hingenbet (HI) treated
	34.04
	1.8
	555
	290615.4
	4
	Q9BYW2
	Histone-lysine N-methyltransferase SETD2

	Hingenbet (HI) treated
	42.62
	2.9
	534
	272167.1
	4
	Q9BZC7
	ATP-binding cassette sub-family A member 2

	Hingenbet (HI) treated
	46.15
	1.7
	488
	336378.7
	4
	Q9NR48
	Histone-lysine N-methyltransferase ASH1L

	Hingenbet (HI) treated
	38.61
	3.6
	578
	150861.7
	4
	Q9NVI1
	Fanconi anemia group I protein

	Hingenbet (HI) treated
	44.11
	1.4
	466
	535172.7
	4
	Q9NZR2
	Low-density lipoprotein receptor-related protein 1B

	Hingenbet (HI) treated
	32.97
	3.5
	1860
	180374.6
	4
	Q9P1Y6
	PHD and RING finger domain-containing protein 1

	Hingenbet (HI) treated
	31.69
	10.9
	678
	52999.4
	4
	Q9UEW3
	Macrophage receptor MARCO

	Hingenbet (HI) treated
	47.31
	6
	448
	128698.7
	4
	Q9UHW9
	Solute carrier family 12 member 6

	Hingenbet (HI) treated
	36.89
	7.2
	450
	70521.1
	4
	Q9UJV9
	Probable ATP-dependent RNA helicase DDX41

	Hingenbet (HI) treated
	44.09
	1.8
	982
	397852.7
	4
	Q9UKN7
	Unconventional myosin-XV

	Hingenbet (HI) treated
	25.46
	2.6
	989
	162648.8
	4
	Q9Y2L5
	Trafficking protein particle complex subunit 8

	Hingenbet (HI) treated
	36.11
	14.6
	571
	53426.2
	4
	Q9Y2Z4
	Tyrosine--tRNA ligase, mitochondrial

	Hingenbet (HI) treated
	37.88
	2.2
	491
	271930.4
	4
	Q9Y490
	Talin-1

	Hingenbet (HI) treated
	34.55
	3.3
	462
	225753.7
	4
	Q9Y566
	SH3 and multiple ankyrin repeat domains protein 1

	Hingenbet (HI) treated
	42.75
	2.6
	491
	181960.4
	3
	A2VDJ0
	Transmembrane protein 131-like

	Hingenbet (HI) treated
	18.09
	9
	452
	48248.9
	3
	A4D2B8
	Putative postmeiotic segregation increased 2-like protein 1

	Hingenbet (HI) treated
	20.49
	6.7
	537
	65647.6
	3
	A6NNA2
	Serine/arginine repetitive matrix protein 3

	Hingenbet (HI) treated
	27.88
	4.2
	596
	125723.9
	3
	A6NNT2
	Uncharacterized protein C16orf96

	Hingenbet (HI) treated
	30
	2.9
	767
	216322.2
	3
	A6QL64
	Ankyrin repeat domain-containing protein 36A

	Hingenbet (HI) treated
	26.41
	16.5
	462
	34432.5
	3
	A7E2U8
	Cilia-and flagella-associated protein 96

	Hingenbet (HI) treated
	30.12
	6
	604
	88623
	3
	A8K0R7
	Zinc finger protein 839

	Hingenbet (HI) treated
	30.72
	12.5
	724
	35739.2
	3
	B3EWF7
	Laforin, isoform 9

	Hingenbet (HI) treated
	24.8
	7.6
	472
	66173.5
	3
	B4DU55
	Zinc finger protein 879

	Hingenbet (HI) treated
	22.17
	3.3
	474
	131239.7
	3
	O14617
	AP-3 complex subunit delta-1

	Hingenbet (HI) treated
	26.2
	4.5
	480
	134792.2
	3
	O14654
	Insulin receptor substrate 4

	Hingenbet (HI) treated
	30.44
	2.7
	717
	157895
	3
	O14924
	Regulator of G-protein signaling 12

	Hingenbet (HI) treated
	44.14
	2.9
	1270
	304146
	3
	O15018
	PDZ domain-containing protein 2

	Hingenbet (HI) treated
	35.56
	2.7
	754
	286317.4
	3
	O15021
	Microtubule-associated serine/threonine-protein kinase 4

	Hingenbet (HI) treated
	41.68
	1.1
	454
	412282.1
	3
	O15230
	Laminin subunit alpha-5

	Hingenbet (HI) treated
	32.6
	2.5
	554
	170766.1
	3
	O15438
	ATP-binding cassette sub-family C member 3

	Hingenbet (HI) treated
	23.35
	2.4
	529
	195926.1
	3
	O43151
	Methylcytosine dioxygenase TET3

	Hingenbet (HI) treated
	30.46
	5.8
	3960
	90424.4
	3
	O43290
	U4/U6.U5 tri-snRNP-associated protein 1

	Hingenbet (HI) treated
	34.68
	6.5
	725
	71560.7
	3
	O43524
	Forkhead box protein O3

	Hingenbet (HI) treated
	18.99
	6.2
	472
	63797.6
	3
	O43776
	Asparagine--tRNA ligase, cytoplasmic

	Hingenbet (HI) treated
	28.7
	4.4
	503
	133009.6
	3
	O43795
	Unconventional myosin-Ib

	Hingenbet (HI) treated
	38.16
	3.7
	1000
	169910.4
	3
	O60312
	Phospholipid-transporting ATPase VA

	Hingenbet (HI) treated
	32.85
	3.5
	589
	132211.6
	3
	O60674
	Tyrosine-protein kinase JAK2

	Hingenbet (HI) treated
	35.89
	9.4
	535
	64750.3
	3
	O75023
	Leukocyte immunoglobulin-like receptor subfamily B member 5

	Hingenbet (HI) treated
	24.89
	2.4
	1940
	210023.9
	3
	O75147
	Obscurin-like protein 1

	Hingenbet (HI) treated
	30.61
	1.6
	1410
	280326.9
	3
	O75369
	Filamin-B

	Hingenbet (HI) treated
	25.47
	1.3
	1610
	271117.9
	3
	O75376
	Nuclear receptor corepressor 1

	Hingenbet (HI) treated
	34.15
	8
	403
	74133.6
	3
	O75427
	Leucine-rich repeat and calponin homology domain-containing protein 4

	Hingenbet (HI) treated
	36.37
	14.7
	554
	42984.6
	3
	O75526
	RNA-binding motif protein, X-linked-like-2

	Hingenbet (HI) treated
	34.22
	6.4
	494
	77728
	3
	O94808
	Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 2

	Hingenbet (HI) treated
	43.96
	3.7
	593
	167783.9
	3
	O94823
	Phospholipid-transporting ATPase VB

	Hingenbet (HI) treated
	38.57
	8.1
	5620
	76450.7
	3
	O94850
	Dendrin

	Hingenbet (HI) treated
	32.67
	3
	521
	185623.3
	3
	O94964
	Microtubule cross-linking factor 2

	Hingenbet (HI) treated
	31.76
	4.4
	423
	141476.1
	3
	O95239
	Chromosome-associated kinesin KIF4A

	Hingenbet (HI) treated
	25.39
	2.6
	533
	91598.4
	3
	O95267
	RAS guanyl-releasing protein 1

	Hingenbet (HI) treated
	30.61
	2.3
	480
	249567.7
	3
	O95425
	Supervillin

	Hingenbet (HI) treated
	30.54
	3.3
	485
	121492.5
	3
	O95625
	Zinc finger and BTB domain-containing protein 11

	Hingenbet (HI) treated
	34.96
	2.5
	1410
	246112.4
	3
	O95996
	Adenomatous polyposis coli protein 2

	Hingenbet (HI) treated
	24.95
	1.5
	608
	281207.5
	3
	P02549
	Spectrin alpha chain, erythrocytic 1

	Hingenbet (HI) treated
	18.07
	7.5
	472
	59983.3
	3
	P04040
	Catalase

	Hingenbet (HI) treated
	29.55
	3.9
	533
	129825
	3
	P08123
	Collagen alpha-2(I) chain

	Hingenbet (HI) treated
	22.96
	2.3
	1120
	168748.2
	3
	P08572
	Collagen alpha-2(IV) chain

	Hingenbet (HI) treated
	23.39
	9.6
	1460
	44861.8
	3
	P09110
	3-ketoacyl-CoA thiolase, peroxisomal

	Hingenbet (HI) treated
	21.54
	10.5
	4590
	34851.5
	3
	P0C862
	Complement C1q and tumor necrosis factor-related protein 9A

	Hingenbet (HI) treated
	32.73
	22.3
	497
	21864.9
	3
	P10412
	Histone H1.4

	Hingenbet (HI) treated
	26.05
	4.3
	463
	79154.4
	3
	P10636
	Microtubule-associated protein tau

	Hingenbet (HI) treated
	28.52
	3.2
	488
	175123.7
	3
	P11388
	DNA topoisomerase 2-alpha

	Hingenbet (HI) treated
	38.48
	1.3
	524
	428823.9
	3
	P11532
	Dystrophin

	Hingenbet (HI) treated
	36.21
	2.1
	707
	281330.5
	3
	P11717
	Cation-independent mannose-6-phosphate receptor

	Hingenbet (HI) treated
	21.54
	5.5
	821
	64587
	3
	P12035
	Keratin, type II cytoskeletal 3

	Hingenbet (HI) treated
	30.95
	5.2
	524
	109775.6
	3
	P12110
	Collagen alpha-2(VI) chain

	Hingenbet (HI) treated
	28.67
	1.1
	456
	374810.1
	3
	P13611
	Versican core protein

	Hingenbet (HI) treated
	43.52
	12.5
	640
	64759.2
	3
	P14866
	Heterogeneous nuclear ribonucleoprotein L

	Hingenbet (HI) treated
	39.25
	2.2
	501
	334221.3
	3
	P15924
	Desmoplakin

	Hingenbet (HI) treated
	31.2
	12.6
	540
	21364.4
	3
	P16403
	Histone H1.2

	Hingenbet (HI) treated
	22.92
	6.6
	474
	75454.1
	3
	P17027
	Zinc finger protein 23

	Hingenbet (HI) treated
	22.53
	2.5
	958
	152648.7
	3
	P17948
	Vascular endothelial growth factor receptor 1

	Hingenbet (HI) treated
	35.71
	5.4
	435
	124367.7
	3
	P18206
	Vinculin

	Hingenbet (HI) treated
	33.78
	7.9
	522
	76970.8
	3
	P20810
	Calpastatin

	Hingenbet (HI) treated
	37.65
	5.8
	43300
	92495.2
	3
	P20849
	Collagen alpha-1(IX) chain

	Hingenbet (HI) treated
	39.17
	9.6
	3910
	83589.4
	3
	P22033
	Methylmalonyl-CoA mutase, mitochondrial

	Hingenbet (HI) treated
	21.94
	0.8
	4080
	465397.9
	3
	P22105
	Tenascin-X

	Hingenbet (HI) treated
	30.19
	2.5
	591
	168975.3
	3
	P22897
	Macrophage mannose receptor 1

	Hingenbet (HI) treated
	41.88
	8.4
	495
	73476.9
	3
	P27658
	Collagen alpha-1(VIII) chain

	Hingenbet (HI) treated
	23.1
	3.4
	507
	162985.2
	3
	P30622
	CAP-Gly domain-containing linker protein 1

	Hingenbet (HI) treated
	20.15
	4.5
	470
	110424.6
	3
	P33176
	Kinesin-1 heavy chain

	Hingenbet (HI) treated
	27.66
	7.1
	660
	65717
	3
	P35908
	Keratin, type II cytoskeletal 2 epidermal

	Hingenbet (HI) treated
	25.73
	13.2
	639
	42279.3
	3
	P40394
	All-trans-retinol dehydrogenase [NAD(+)] ADH7

	Hingenbet (HI) treated
	41.4
	2.9
	6180
	159366.5
	3
	P43146
	Netrin receptor DCC

	Hingenbet (HI) treated
	36.52
	1.7
	1140
	285035.1
	3
	P46100
	Transcriptional regulator ATRX

	Hingenbet (HI) treated
	25.5
	22.3
	496
	23545.5
	3
	P50914
	Large ribosomal subunit protein eL14

	Hingenbet (HI) treated
	32.68
	5.2
	497
	100678.2
	3
	P52790
	Hexokinase-3

	Hingenbet (HI) treated
	25.45
	4
	475
	139883.7
	3
	P53621
	Coatomer subunit alpha

	Hingenbet (HI) treated
	22.65
	9.7
	562
	51578.8
	3
	P55084
	Trifunctional enzyme subunit beta, mitochondrial

	Hingenbet (HI) treated
	22.95
	4.1
	489
	137262.1
	3
	P55265
	Double-stranded RNA-specific adenosine deaminase

	Hingenbet (HI) treated
	30.32
	1
	490
	558101.4
	3
	P58107
	Epiplakin

	Hingenbet (HI) treated
	33.14
	3.1
	933
	132352.1
	3
	P61129
	Zinc finger CCCH domain-containing protein 6

	Hingenbet (HI) treated
	22.55
	4.4
	609
	80836.2
	3
	P78352
	Disks large homolog 4

	Hingenbet (HI) treated
	33.74
	7.7
	613
	53968.7
	3
	P98177
	Forkhead box protein O4

	Hingenbet (HI) treated
	32.06
	2.9
	491
	138072
	3
	Q01814
	Plasma membrane calcium-transporting ATPase 2

	Hingenbet (HI) treated
	29.7
	1.4
	454
	279264.6
	3
	Q04721
	Neurogenic locus notch homolog protein 2

	Hingenbet (HI) treated
	30.6
	6
	355
	106055.6
	3
	Q05586
	Glutamate receptor ionotropic, NMDA 1

	Hingenbet (HI) treated
	37.46
	6.6
	700
	71515.5
	3
	Q06787
	Fragile X messenger ribonucleoprotein 1

	Hingenbet (HI) treated
	21.18
	6
	536
	56791.5
	3
	Q08170
	Serine/arginine-rich splicing factor 4

	Hingenbet (HI) treated
	33.88
	10.9
	1630
	52234
	3
	Q10469
	Alpha-1,6-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase

	Hingenbet (HI) treated
	40.38
	1.7
	444
	340995.1
	3
	Q12830
	Nucleosome-remodeling factor subunit BPTF

	Hingenbet (HI) treated
	30.12
	6.9
	513
	75705.2
	3
	Q12889
	Oviduct-specific glycoprotein

	Hingenbet (HI) treated
	34.71
	10.6
	699
	62805.3
	3
	Q12912
	Inositol 1,4,5-triphosphate receptor associated 2

	Hingenbet (HI) treated
	32.68
	2.3
	501
	259340.3
	3
	Q13023
	A-kinase anchor protein 6

	Hingenbet (HI) treated
	23.77
	7.5
	526
	75292.9
	3
	Q13207
	T-box transcription factor TBX2

	Hingenbet (HI) treated
	29.21
	4.2
	638
	119872.9
	3
	Q13308
	Inactive tyrosine-protein kinase 7

	Hingenbet (HI) treated
	24.2
	2
	618
	256496.4
	3
	Q13402
	Unconventional myosin-VIIa

	Hingenbet (HI) treated
	24.19
	20.9
	470
	32745.1
	3
	Q13595
	Transformer-2 protein homolog alpha

	Hingenbet (HI) treated
	28.96
	2.2
	582
	214685.6
	3
	Q13698
	Voltage-dependent L-type calcium channel subunit alpha-1S

	Hingenbet (HI) treated
	29.34
	1.8
	321
	285333
	3
	Q13813
	Spectrin alpha chain, non-erythrocytic 1

	Hingenbet (HI) treated
	30.44
	3.8
	3620
	140588.1
	3
	Q14028
	Cyclic nucleotide-gated channel beta-1

	Hingenbet (HI) treated
	35.03
	0.8
	776
	535136.6
	3
	Q14204
	Cytoplasmic dynein 1 heavy chain 1

	Hingenbet (HI) treated
	28.03
	8.5
	657
	37851.5
	3
	Q14565
	Meiotic recombination protein DMC1/LIM15 homolog

	Hingenbet (HI) treated
	21.67
	1.1
	529
	377438.9
	3
	Q14789
	Golgin subfamily B member 1

	Hingenbet (HI) treated
	24.67
	4.2
	525
	116017.4
	3
	Q14993
	Collagen alpha-1(XIX) chain

	Hingenbet (HI) treated
	22.05
	11.7
	488
	41249.7
	3
	Q15050
	Ribosome biogenesis regulatory protein homolog

	Hingenbet (HI) treated
	26.62
	2.7
	685
	136114.4
	3
	Q15678
	Tyrosine-protein phosphatase non-receptor type 14

	Hingenbet (HI) treated
	32.95
	8.8
	1300
	87301.5
	3
	Q15910
	Histone-lysine N-methyltransferase EZH2

	Hingenbet (HI) treated
	29.01
	3.4
	493
	145804.7
	3
	Q1MSJ5
	Centrosome and spindle pole-associated protein 1

	Hingenbet (HI) treated
	24.71
	0.7
	782
	559693.9
	3
	Q2LD37
	Bridge-like lipid transfer protein family member 1

	Hingenbet (HI) treated
	32.09
	6.6
	565
	103855.3
	3
	Q2TB90
	Hexokinase HKDC1

	Hingenbet (HI) treated
	24.27
	4.4
	854
	86313.8
	3
	Q496Y0
	LON peptidase N-terminal domain and RING finger protein 3

	Hingenbet (HI) treated
	23.85
	4.4
	491
	95059.9
	3
	Q4UJ75
	Putative ankyrin repeat domain-containing protein 20A4

	Hingenbet (HI) treated
	29.52
	2
	452
	206010.6
	3
	Q4ZHG4
	Fibronectin type III domain-containing protein 1

	Hingenbet (HI) treated
	34.29
	2
	1510
	237557.4
	3
	Q5H9R4
	Armadillo repeat-containing X-linked protein 4

	Hingenbet (HI) treated
	41.15
	4.9
	535
	133910.8
	3
	Q5HYW2
	NHS-like protein 2

	Hingenbet (HI) treated
	40.98
	4.7
	3140
	140520.4
	3
	Q5JPE7
	BOS complex subunit NOMO2

	Hingenbet (HI) treated
	28.38
	3.2
	703
	197359.9
	3
	Q5JV73
	FERM and PDZ domain-containing protein 3

	Hingenbet (HI) treated
	24.54
	11.8
	508
	45898.7
	3
	Q5JVS0
	Intracellular hyaluronan-binding protein 4

	Hingenbet (HI) treated
	34.08
	24
	541
	26916.7
	3
	Q5T0J7
	Testis-expressed protein 35

	Hingenbet (HI) treated
	20.79
	4.6
	451
	93889.8
	3
	Q5T1N1
	Protein AKNAD1

	Hingenbet (HI) treated
	45.88
	2
	9300
	342291.8
	3
	Q5TBA9
	Protein furry homolog

	Hingenbet (HI) treated
	35.05
	4.1
	533
	170057.9
	3
	Q5TGY3
	Transcription factor Gibbin

	Hingenbet (HI) treated
	31.64
	1.1
	648
	495672.3
	3
	Q5THJ4
	Intermembrane lipid transfer protein VPS13D

	Hingenbet (HI) treated
	33.02
	2.5
	1010
	276628.8
	3
	Q5UIP0
	Telomere-associated protein RIF1

	Hingenbet (HI) treated
	21.1
	7.6
	504
	79054.3
	3
	Q5VTM2
	Arf-GAP with GTPase, ANK repeat and PH domain-containing protein 9

	Hingenbet (HI) treated
	41.05
	5.7
	480
	114288
	3
	Q5VTR2
	E3 ubiquitin-protein ligase BRE1A

	Hingenbet (HI) treated
	29.49
	1.3
	645
	206113
	3
	Q5VYK3
	Proteasome adapter and scaffold protein ECM29

	Hingenbet (HI) treated
	26.73
	2.3
	569
	201423.1
	3
	Q5XKL5
	BTB/POZ domain-containing protein 8

	Hingenbet (HI) treated
	18.92
	3.4
	526
	144544.8
	3
	Q6EMB2
	Tubulin polyglutamylase TTLL5

	Hingenbet (HI) treated
	34.81
	19.7
	805
	21078.7
	3
	Q6NUJ2
	Uncharacterized protein C11orf87

	Hingenbet (HI) treated
	32.05
	9.5
	507
	83844.1
	3
	Q6PJT7
	Zinc finger CCCH domain-containing protein 14

	Hingenbet (HI) treated
	30.01
	1.7
	412
	372161.3
	3
	Q6V1P9
	Protocadherin-23

	Hingenbet (HI) treated
	16.01
	1.7
	5250
	193725.6
	3
	Q6W2J9
	BCL-6 corepressor

	Hingenbet (HI) treated
	25.91
	5.3
	469
	109385.2
	3
	Q6ZVH7
	Espin-like protein

	Hingenbet (HI) treated
	30.32
	5.1
	1330
	93157.9
	3
	Q70EL2
	Ubiquitin carboxyl-terminal hydrolase 45

	Hingenbet (HI) treated
	22.93
	3.3
	480
	117024.5
	3
	Q76KP1
	N-acetyl-beta-glucosaminyl-glycoprotein 4-beta-N-acetylgalactosaminyltransferase 1

	Hingenbet (HI) treated
	31.25
	7.6
	492
	75938
	3
	Q7L0X2
	Glutamate-rich protein 6

	Hingenbet (HI) treated
	21.56
	5.5
	509
	65072.3
	3
	Q7Z7F0
	KH homology domain-containing protein 4

	Hingenbet (HI) treated
	17.76
	2.3
	3900
	118520.4
	3
	Q7Z7G0
	Target of Nesh-SH3

	Hingenbet (HI) treated
	27.55
	4
	550
	105088
	3
	Q86UX2
	Inter-alpha-trypsin inhibitor heavy chain H5

	Hingenbet (HI) treated
	35.75
	3.8
	651
	112809.3
	3
	Q86YV0
	RAS protein activator like-3

	Hingenbet (HI) treated
	32.08
	2.7
	494
	167083.4
	3
	Q8IXJ9
	Polycomb group protein ASXL1

	Hingenbet (HI) treated
	25.48
	3.4
	1200
	152434.6
	3
	Q8IY17
	Patatin-like phospholipase domain-containing protein 6

	Hingenbet (HI) treated
	34.26
	5.8
	532
	102390.4
	3
	Q8IYB3
	Serine/arginine repetitive matrix protein 1

	Hingenbet (HI) treated
	28.8
	5.4
	485
	82902.9
	3
	Q8IYT3
	Coiled-coil domain-containing protein 170

	Hingenbet (HI) treated
	31.4
	0.6
	513
	306975.2
	3
	Q8IYW2
	Cilia- and flagella-associated protein 46

	Hingenbet (HI) treated
	33.22
	3.8
	515
	139862.6
	3
	Q8IZU8
	Dermatan-sulfate epimerase-like protein

	Hingenbet (HI) treated
	34.48
	7.8
	530
	77171
	3
	Q8N3C7
	CAP-Gly domain-containing linker protein 4

	Hingenbet (HI) treated
	27.43
	4.6
	672
	122697.7
	3
	Q8N3T6
	Transmembrane protein 132C

	Hingenbet (HI) treated
	20.09
	4.6
	472
	81579.3
	3
	Q8N556
	Actin filament-associated protein 1

	Hingenbet (HI) treated
	35.55
	4.2
	534
	115791.4
	3
	Q8N7X1
	RNA-binding motif protein, X-linked-like-3

	Hingenbet (HI) treated
	28.07
	4
	866
	114795.2
	3
	Q8N961
	Ankyrin repeat and BTB/POZ domain-containing protein 2

	Hingenbet (HI) treated
	23.64
	4.5
	519
	105647.2
	3
	Q8NB50
	Zinc finger protein 62 homolog

	Hingenbet (HI) treated
	29.94
	6.8
	814
	98730.3
	3
	Q8NDL9
	Cytosolic carboxypeptidase-like protein 5

	Hingenbet (HI) treated
	28.96
	5.7
	827
	65211.1
	3
	Q8TC56
	Golgi-associated RAB2 interactor protein 3

	Hingenbet (HI) treated
	27.57
	1.2
	509
	474071.8
	3
	Q8TD57
	Dynein axonemal heavy chain 3

	Hingenbet (HI) treated
	38.6
	6.6
	672
	85655.8
	3
	Q8TDC3
	Serine/threonine-protein kinase BRSK1

	Hingenbet (HI) treated
	31.41
	4.6
	510
	103292.8
	3
	Q8TDI7
	Transmembrane channel-like protein 2

	Hingenbet (HI) treated
	29.47
	3
	657
	185198.6
	3
	Q8TDY2
	RB1-inducible coiled-coil protein 1

	Hingenbet (HI) treated
	31.41
	3.2
	873
	165594.8
	3
	Q8TEK3
	Histone-lysine N-methyltransferase, H3 lysine-79 specific

	Hingenbet (HI) treated
	37.33
	3.5
	585
	158305.9
	3
	Q8TER0
	Sushi, nidogen and EGF-like domain-containing protein 1

	Hingenbet (HI) treated
	38.3
	3
	520
	125843.5
	3
	Q8TES7
	Fas-binding factor 1

	Hingenbet (HI) treated
	24.01
	3.1
	475
	180960.1
	3
	Q8TEU7
	Rap guanine nucleotide exchange factor 6

	Hingenbet (HI) treated
	42.83
	6.6
	1580
	89692
	3
	Q8TF76
	Serine/threonine-protein kinase haspin

	Hingenbet (HI) treated
	24.39
	4.2
	5180
	108065.7
	3
	Q8WVB6
	Chromosome transmission fidelity protein 18 homolog

	Hingenbet (HI) treated
	26.76
	0.2
	500
	1521202
	3
	Q8WXI7
	Mucin-16

	Hingenbet (HI) treated
	33.79
	1.4
	1890
	295101.2
	3
	Q92616
	Stalled ribosome sensor GCN1

	Hingenbet (HI) treated
	34.65
	8.6
	464
	94273.5
	3
	Q92738
	USP6 N-terminal-like protein

	Hingenbet (HI) treated
	24.87
	3.5
	451
	103702.3
	3
	Q92953
	Potassium voltage-gated channel subfamily B member 2

	Hingenbet (HI) treated
	34.39
	8.4
	458
	50396.7
	3
	Q969F2
	Protein naked cuticle homolog 2

	Hingenbet (HI) treated
	24.68
	2.5
	493
	234641.2
	3
	Q96BY7
	Autophagy-related protein 2 homolog B

	Hingenbet (HI) treated
	38.6
	5.2
	638
	122730.8
	3
	Q96EP0
	E3 ubiquitin-protein ligase RNF31

	Hingenbet (HI) treated
	32.83
	11.3
	844
	61873.4
	3
	Q96FN4
	Copine-2

	Hingenbet (HI) treated
	21.64
	12.7
	534
	46852.1
	3
	Q96I99
	Succinate--CoA ligase [GDP-forming] subunit beta, mitochondrial

	Hingenbet (HI) treated
	35.73
	1.8
	522
	340463.2
	3
	Q96JP2
	Unconventional myosin-XVB

	Hingenbet (HI) treated
	29.52
	1.1
	769
	344909.2
	3
	Q96L91
	E1A-binding protein p400

	Hingenbet (HI) treated
	23.11
	5.8
	456
	76958.9
	3
	Q96M89
	Coiled-coil domain-containing protein 138

	Hingenbet (HI) treated
	20.27
	2.9
	3470
	100165.5
	3
	Q96P44
	Collagen alpha-1(XXI) chain

	Hingenbet (HI) treated
	34.24
	7.2
	567
	69726.6
	3
	Q96PQ6
	Zinc finger protein 317

	Hingenbet (HI) treated
	21.76
	3.1
	531
	136745.5
	3
	Q96Q06
	Perilipin-4

	Hingenbet (HI) treated
	36.45
	5.7
	13700
	77195
	3
	Q96QF7
	Germ cell nuclear acidic protein

	Hingenbet (HI) treated
	32.51
	1.3
	1210
	403267.9
	3
	Q96T58
	Msx2-interacting protein

	Hingenbet (HI) treated
	33.72
	4.6
	40000
	192956.2
	3
	Q99758
	Phospholipid-transporting ATPase ABCA3

	Hingenbet (HI) treated
	23.37
	6.5
	508
	63662.5
	3
	Q9BRG2
	SH2 domain-containing protein 3A

	Hingenbet (HI) treated
	23
	4.8
	509
	95923.1
	3
	Q9BUQ8
	Probable ATP-dependent RNA helicase DDX23

	Hingenbet (HI) treated
	30.21
	2.2
	548
	177347.3
	3
	Q9BX26
	Synaptonemal complex protein 2

	Hingenbet (HI) treated
	27.29
	4.4
	584
	101121.1
	3
	Q9BXP5
	Serrate RNA effector molecule homolog

	Hingenbet (HI) treated
	23.62
	2.3
	587
	165894.1
	3
	Q9BXW9
	Fanconi anemia group D2 protein

	Hingenbet (HI) treated
	36.2
	3.2
	503
	160544.1
	3
	Q9BXX3
	Ankyrin repeat domain-containing protein 30A

	Hingenbet (HI) treated
	26
	6.4
	514
	61043.7
	3
	Q9BYJ9
	YTH domain-containing family protein 1

	Hingenbet (HI) treated
	40.77
	2
	753
	327273.8
	3
	Q9BYK8
	3'-5' exoribonuclease HELZ2

	Hingenbet (HI) treated
	19.97
	1.6
	3130
	204383.7
	3
	Q9C0D5
	Protein TANC1

	Hingenbet (HI) treated
	34.3
	2.5
	266
	251813.1
	3
	Q9C0G0
	Zinc finger protein 407

	Hingenbet (HI) treated
	35.05
	6.2
	472
	97058.2
	3
	Q9C0K0
	B-cell lymphoma/leukemia 11B

	Hingenbet (HI) treated
	28.48
	13.7
	921
	46899.2
	3
	Q9GZR2
	RNA exonuclease 4

	Hingenbet (HI) treated
	33.15
	4.4
	1260
	129459.5
	3
	Q9H0B3
	IQ domain-containing protein N

	Hingenbet (HI) treated
	34.98
	5.7
	507
	106055.6
	3
	Q9H0M0
	NEDD4-like E3 ubiquitin-protein ligase WWP1

	Hingenbet (HI) treated
	51.23
	6.9
	786
	96543.7
	3
	Q9H156
	SLIT and NTRK-like protein 2

	Hingenbet (HI) treated
	38.11
	12.4
	3550
	42588.6
	3
	Q9H300
	Presenilin-associated rhomboid-like protein, mitochondrial

	Hingenbet (HI) treated
	26.51
	20.2
	582
	31600.8
	3
	Q9H3H3
	UPF0696 protein C11orf68

	Hingenbet (HI) treated
	30.29
	8.5
	511
	65490
	3
	Q9H4W6
	Transcription factor COE3

	Hingenbet (HI) treated
	33.41
	1.4
	530
	365504.7
	3
	Q9H799
	Ciliogenesis and planar polarity effector 1

	Hingenbet (HI) treated
	21.03
	4
	625
	139895
	3
	Q9H7N4
	Splicing factor, arginine/serine-rich 19

	Hingenbet (HI) treated
	20.9
	2.6
	20900
	146872.9
	3
	Q9H9J4
	Ubiquitin carboxyl-terminal hydrolase 42

	Hingenbet (HI) treated
	33.19
	4.4
	2860
	114582
	3
	Q9HCE1
	Helicase MOV-10

	Hingenbet (HI) treated
	24.91
	3.9
	510
	144089.8
	3
	Q9HCE3
	Zinc finger protein 532

	Hingenbet (HI) treated
	33.54
	4.2
	565
	152052.7
	3
	Q9HCK4
	Roundabout homolog 2

	Hingenbet (HI) treated
	27.36
	3.9
	1040
	81986.4
	3
	Q9HCZ1
	Zinc finger protein 334

	Hingenbet (HI) treated
	32.86
	4.2
	1100
	129676.9
	3
	Q9NPG4
	Protocadherin-12

	Hingenbet (HI) treated
	19.74
	6.8
	597
	43402.6
	3
	Q9NQR1
	N-lysine methyltransferase KMT5A

	Hingenbet (HI) treated
	31.21
	1.6
	499
	314255.7
	3
	Q9NR99
	Matrix-remodeling-associated protein 5

	Hingenbet (HI) treated
	23.49
	10.5
	722
	39835.6
	3
	Q9NSC5
	Homer protein homolog 3

	Hingenbet (HI) treated
	26.47
	5.5
	1930
	68905.4
	3
	Q9NSC7
	Alpha-N-acetylgalactosaminide alpha-2,6-sialyltransferase 1

	Hingenbet (HI) treated
	43.36
	4.3
	417
	147864
	3
	Q9NTJ3
	Structural maintenance of chromosomes protein 4

	Hingenbet (HI) treated
	30.02
	4
	468
	162195.9
	3
	Q9NXG0
	Centlein

	Hingenbet (HI) treated
	28.01
	4.2
	1870
	116716.1
	3
	Q9NYI0
	PH and SEC7 domain-containing protein 3

	Hingenbet (HI) treated
	26.04
	1
	1120
	363085.6
	3
	Q9NYQ7
	Cadherin EGF LAG seven-pass G-type receptor 3

	Hingenbet (HI) treated
	37.46
	6
	522
	123083.6
	3
	Q9NZB2
	Constitutive coactivator of PPAR-gamma-like protein 1

	Hingenbet (HI) treated
	27.36
	0.6
	529
	526822
	3
	Q9NZJ4
	Sacsin

	Hingenbet (HI) treated
	25.82
	3.3
	670
	132418.8
	3
	Q9NZQ8
	Transient receptor potential cation channel subfamily M member 5

	Hingenbet (HI) treated
	33.85
	3.4
	915
	198938.4
	3
	Q9P1Z9
	Coiled-coil domain-containing protein 180

	Hingenbet (HI) treated
	44.96
	2.3
	489
	261905
	3
	Q9P212
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase epsilon-1

	Hingenbet (HI) treated
	23.04
	3.2
	555
	161261.6
	3
	Q9P267
	Methyl-CpG-binding domain protein 5

	Hingenbet (HI) treated
	30.48
	2
	479
	282806.7
	3
	Q9P281
	BAH and coiled-coil domain-containing protein 1

	Hingenbet (HI) treated
	40.48
	1.7
	502
	337747
	3
	Q9P2D1
	Chromodomain-helicase-DNA-binding protein 7

	Hingenbet (HI) treated
	30.01
	1.3
	4930
	299885.5
	3
	Q9P2D8
	Protein unc-79 homolog

	Hingenbet (HI) treated
	34.64
	2.2
	477
	223847.4
	3
	Q9P2N4
	A disintegrin and metalloproteinase with thrombospondin motifs 9

	Hingenbet (HI) treated
	30.68
	1.9
	1190
	209845.9
	3
	Q9P2P1
	Protein NYNRIN

	Hingenbet (HI) treated
	13.6
	1.5
	5800
	199341
	3
	Q9UG01
	Intraflagellar transport protein 172 homolog

	Hingenbet (HI) treated
	31.67
	2.2
	438
	213250.7
	3
	Q9UGU0
	Transcription factor 20

	Hingenbet (HI) treated
	24.9
	3.5
	674
	143743.4
	3
	Q9UHF7
	Zinc finger transcription factor Trps1

	Hingenbet (HI) treated
	30.39
	6.4
	563
	74005.2
	3
	Q9UHV5
	Rap guanine nucleotide exchange factor-like 1

	Hingenbet (HI) treated
	29.32
	3.4
	520
	129696.4
	3
	Q9UJF2
	Ras GTPase-activating protein nGAP

	Hingenbet (HI) treated
	30.79
	10.8
	627
	57669.5
	3
	Q9UK23
	N-acetylglucosamine-1-phosphodiester alpha-N-acetylglucosaminidase

	Hingenbet (HI) treated
	17.82
	3
	485
	163232.5
	3
	Q9ULD9
	Zinc finger protein 608

	Hingenbet (HI) treated
	35.88
	4.4
	499
	114763.6
	3
	Q9ULE3
	DENN domain-containing protein 2A

	Hingenbet (HI) treated
	31.31
	2.8
	804
	197210.7
	3
	Q9ULI4
	Kinesin-like protein KIF26A

	Hingenbet (HI) treated
	44.14
	2.6
	631
	188158.8
	3
	Q9ULL0
	Acrosomal protein KIAA1210

	Hingenbet (HI) treated
	26.51
	2.8
	690
	178663.9
	3
	Q9UM73
	ALK tyrosine kinase receptor

	Hingenbet (HI) treated
	36.24
	3.8
	417
	150816.1
	3
	Q9UMD9
	Collagen alpha-1(XVII) chain

	Hingenbet (HI) treated
	31.89
	1.9
	456
	297845.7
	3
	Q9UMN6
	Histone-lysine N-methyltransferase 2B

	Hingenbet (HI) treated
	35.93
	3.9
	1130
	122892
	3
	Q9UPQ0
	LIM and calponin homology domains-containing protein 1

	Hingenbet (HI) treated
	29.88
	5.1
	623
	127346.9
	3
	Q9UPR0
	Inactive phospholipase C-like protein 2

	Hingenbet (HI) treated
	23.93
	5.6
	620
	50002.4
	3
	Q9Y330
	Zinc finger and BTB domain-containing protein 12

	Hingenbet (HI) treated
	35.28
	3.2
	524
	248858
	3
	Q9Y6J0
	Calcineurin-binding protein cabin-1

	Hingenbet (HI) treated
	22.3
	12.5
	626
	30549.2
	2
	A0A0U1RRI6
	Centromere protein V-like protein 3

	Hingenbet (HI) treated
	20.92
	19.4
	506
	10814.7
	2
	A0A0U1RRK4
	LBH domain-containing protein 2

	Hingenbet (HI) treated
	13.34
	8.7
	577
	34535.9
	2
	A0A1B0GTZ2
	Coiled-coil domain-containing protein 196

	Hingenbet (HI) treated
	13.93
	2.7
	478
	90000.6
	2
	A1A4S6
	Rho GTPase-activating protein 10

	Hingenbet (HI) treated
	18.01
	1.3
	588
	135322.7
	2
	A1L390
	Pleckstrin homology domain-containing family G member 3

	Hingenbet (HI) treated
	16.25
	7
	590
	58533.2
	2
	A2A288
	Probable ribonuclease ZC3H12D

	Hingenbet (HI) treated
	22.04
	7
	544
	69683.6
	2
	A2A2Y4
	FERM domain-containing protein 3

	Hingenbet (HI) treated
	22.82
	4.4
	606
	95787.6
	2
	A2A3N6
	Putative PIP5K1A and PSMD4-like protein

	Hingenbet (HI) treated
	15.23
	19.8
	476
	13540
	2
	A2RU37
	Uncharacterized protein encoded by LINC02872

	Hingenbet (HI) treated
	17.64
	2.7
	460
	108754.9
	2
	A2RUB1
	Meiosis-specific coiled-coil domain-containing protein MEIOC

	Hingenbet (HI) treated
	22.82
	2
	1090
	154994.1
	2
	A3KN83
	Protein strawberry notch homolog 1

	Hingenbet (HI) treated
	14.81
	2.8
	224
	155251.6
	2
	A4D1E1
	Zinc finger protein 804B

	Hingenbet (HI) treated
	11.24
	2.8
	523
	84255.8
	2
	A4D1P6
	WD repeat-containing protein 91

	Hingenbet (HI) treated
	25.57
	3.4
	2000
	107136.4
	2
	A5D8W1
	Cilia- and flagella-associated protein 69

	Hingenbet (HI) treated
	20.25
	2.3
	11600
	83209.5
	2
	A5PLN7
	Protein FAM149A

	Hingenbet (HI) treated
	17.88
	0.7
	473
	295534.6
	2
	A6H8Y1
	Transcription factor TFIIIB component B'' homolog

	Hingenbet (HI) treated
	21.88
	8.8
	5040
	42253.7
	2
	A6NC97
	Putative protein ARB2BP

	Hingenbet (HI) treated
	16.94
	0.4
	633
	263152.8
	2
	A6NE01
	Protein FAM186A

	Hingenbet (HI) treated
	13.74
	2.3
	652
	86311.4
	2
	A6NEL2
	Ankyrin repeat domain-containing protein SOWAHB

	Hingenbet (HI) treated
	25.11
	1.4
	602
	191611.6
	2
	A6NES4
	Maestro heat-like repeat-containing protein family member 2A

	Hingenbet (HI) treated
	20.45
	7.3
	252
	54540.8
	2
	A6NFX1
	Sphingosine-1-phosphate transporter MFSD2B

	Hingenbet (HI) treated
	26.19
	6.3
	486
	75638.2
	2
	A6NHJ4
	Zinc finger protein 860

	Hingenbet (HI) treated
	21.48
	5.6
	459
	51836.3
	2
	A6NHN6
	Nuclear pore complex-interacting protein family member B15

	Hingenbet (HI) treated
	23.1
	11
	506
	34859.8
	2
	A6NHQ2
	RNA 2'-O-methyltransferase FBLL1

	Hingenbet (HI) treated
	24.16
	13.1
	508
	39948.7
	2
	A6NHQ4
	Elongin BC and Polycomb repressive complex 2-associated protein

	Hingenbet (HI) treated
	14.42
	2.2
	530
	37881
	2
	A6NHT5
	Homeobox protein HMX3

	Hingenbet (HI) treated
	20.15
	3.5
	504
	57555.3
	2
	A6NHZ5
	Leucine-rich repeat-containing protein 14B

	Hingenbet (HI) treated
	30.75
	5.2
	516
	94855.5
	2
	A6NNC1
	Putative POM121-like protein 1-like

	Hingenbet (HI) treated
	13.39
	13.1
	1120
	35276.7
	2
	A6NNS2
	Dehydrogenase/reductase SDR family member 7C

	Hingenbet (HI) treated
	29
	4.5
	541
	96157.7
	2
	A6PVC2
	Protein monoglycylase TTLL8

	Hingenbet (HI) treated
	17.22
	2.2
	514
	199461.9
	2
	A7E2V4
	Zinc finger SWIM domain-containing protein 8

	Hingenbet (HI) treated
	10.15
	14.4
	714
	13057.2
	2
	A8MU93
	Uncharacterized protein C17orf100

	Hingenbet (HI) treated
	16.54
	6
	6080
	51822.7
	2
	A8MWX3
	Putative WAS protein family homolog 4

	Hingenbet (HI) treated
	22.75
	5.7
	494
	63960
	2
	A8MXQ7
	IQ motif and ankyrin repeat domain-containing protein 1

	Hingenbet (HI) treated
	15.15
	2
	470
	117466.9
	2
	B0I1T2
	Unconventional myosin-Ig

	Hingenbet (HI) treated
	15.59
	1.9
	484
	162756.9
	2
	B1AJZ9
	Forkhead-associated domain-containing protein 1

	Hingenbet (HI) treated
	18.97
	3.3
	518
	80581.7
	2
	B3KS81
	Serine/arginine repetitive matrix protein 5

	Hingenbet (HI) treated
	18.12
	2.9
	486
	107960.6
	2
	C9J069
	Apical junction component 1 homolog

	Hingenbet (HI) treated
	17.95
	5.7
	884
	71109.9
	2
	C9JSJ3
	Meiosis initiator protein

	Hingenbet (HI) treated
	21.27
	7.8
	456
	39904.6
	2
	C9JTQ0
	Ankyrin repeat domain-containing protein 63

	Hingenbet (HI) treated
	17.53
	5.7
	446
	35244.5
	2
	M0QZC1
	RING finger protein 225

	Hingenbet (HI) treated
	18.07
	1.4
	455
	202356.5
	2
	M0R2J8
	Doublecortin domain-containing protein 1

	Hingenbet (HI) treated
	18.02
	2.6
	686
	121888.5
	2
	O00203
	AP-3 complex subunit beta-1

	Hingenbet (HI) treated
	24.88
	4.8
	606
	96876.5
	2
	O00206
	Toll-like receptor 4

	Hingenbet (HI) treated
	18.07
	2.8
	708
	121396.8
	2
	O00267
	Transcription elongation factor SPT5

	Hingenbet (HI) treated
	23.89
	5.5
	438
	110397.6
	2
	O00268
	Transcription initiation factor TFIID subunit 4

	Hingenbet (HI) treated
	25.36
	4.2
	442
	82389.2
	2
	O00429
	Dynamin-1-like protein

	Hingenbet (HI) treated
	18.46
	2.7
	1020
	101863.2
	2
	O00462
	Beta-mannosidase

	Hingenbet (HI) treated
	22.39
	3.3
	950
	85425.7
	2
	O00469
	Procollagen-lysine,2-oxoglutarate 5-dioxygenase 2

	Hingenbet (HI) treated
	29.04
	6.9
	824
	57187.1
	2
	O00515
	Ladinin-1

	Hingenbet (HI) treated
	17.43
	3.5
	619
	82048
	2
	O00548
	Delta-like protein 1

	Hingenbet (HI) treated
	24.49
	8.6
	459
	59090.7
	2
	O00592
	Podocalyxin

	Hingenbet (HI) treated
	9.88
	1.2
	565
	278532.8
	2
	O00763
	Acetyl-CoA carboxylase 2

	Hingenbet (HI) treated
	17.17
	2
	28100
	110183.7
	2
	O14490
	Disks large-associated protein 1

	Hingenbet (HI) treated
	16.4
	1.2
	648
	242953.4
	2
	O14497
	AT-rich interactive domain-containing protein 1A

	Hingenbet (HI) treated
	22
	1.2
	557
	210359.1
	2
	O14513
	Nck-associated protein 5

	Hingenbet (HI) treated
	26.74
	5.2
	496
	79231.8
	2
	O14641
	Segment polarity protein dishevelled homolog DVL-2

	Hingenbet (HI) treated
	18.2
	3.4
	442
	69052.5
	2
	O14678
	Lysosomal cobalamin transporter ABCD4

	Hingenbet (HI) treated
	20.04
	0.5
	912
	599940
	2
	O14686
	Histone-lysine N-methyltransferase 2D

	Hingenbet (HI) treated
	20.96
	3.1
	666
	128648.9
	2
	O14746
	Telomerase reverse transcriptase

	Hingenbet (HI) treated
	21.71
	4.4
	495
	76475.4
	2
	O14829
	Serine/threonine-protein phosphatase with EF-hands 1

	Hingenbet (HI) treated
	24.88
	9.4
	484
	46644.9
	2
	O14874
	Branched-chain alpha-ketoacid dehydrogenase kinase

	Hingenbet (HI) treated
	15.92
	9.2
	504
	40426.5
	2
	O14905
	Protein Wnt-9b

	Hingenbet (HI) treated
	27.82
	7.1
	508
	55740.7
	2
	O14926
	Fascin-2

	Hingenbet (HI) treated
	18.84
	3.5
	244
	118746.2
	2
	O15042
	U2 snRNP-associated SURP motif-containing protein

	Hingenbet (HI) treated
	17.93
	5.7
	492
	85237.8
	2
	O15066
	Kinesin-like protein KIF3B

	Hingenbet (HI) treated
	25.4
	1.7
	468
	291065.4
	2
	O15078
	Centrosomal protein of 290 kDa

	Hingenbet (HI) treated
	15.77
	3.3
	566
	110726.8
	2
	O15083
	ERC protein 2

	Hingenbet (HI) treated
	23.03
	6.1
	510
	67313.7
	2
	O15240
	Neurosecretory protein VGF

	Hingenbet (HI) treated
	19.94
	5.1
	515
	32463.9
	2
	O15266
	Short stature homeobox protein

	Hingenbet (HI) treated
	17.01
	1.4
	456
	235545.5
	2
	O43157
	Plexin-B1

	Hingenbet (HI) treated
	11.44
	3.2
	996
	54383.6
	2
	O43237
	Cytoplasmic dynein 1 light intermediate chain 2

	Hingenbet (HI) treated
	29.44
	6.1
	1290
	79739
	2
	O43304
	SEC14-like protein 5

	Hingenbet (HI) treated
	30.86
	9.2
	746
	77698.7
	2
	O43395
	U4/U6 small nuclear ribonucleoprotein Prp3

	Hingenbet (HI) treated
	22.22
	5.4
	494
	67930.2
	2
	O43439
	Protein CBFA2T2

	Hingenbet (HI) treated
	16.96
	1
	520
	313899.3
	2
	O43451
	Maltase-glucoamylase

	Hingenbet (HI) treated
	17.03
	4.3
	488
	51314.6
	2
	O43516
	WAS/WASL-interacting protein family member 1

	Hingenbet (HI) treated
	18.78
	4.5
	450
	97197.1
	2
	O43525
	Potassium voltage-gated channel subfamily KQT member 3

	Hingenbet (HI) treated
	14.32
	5.6
	990
	42480.9
	2
	O43766
	Lipoyl synthase, mitochondrial

	Hingenbet (HI) treated
	19.82
	28
	3520
	13388.8
	2
	O43768
	Alpha-endosulfine

	Hingenbet (HI) treated
	27.79
	2.2
	11700
	123800.2
	2
	O43896
	Kinesin-like protein KIF1C

	Hingenbet (HI) treated
	22.15
	2.2
	4500
	143891.4
	2
	O43933
	Peroxisomal ATPase PEX1

	Hingenbet (HI) treated
	22.9
	0.8
	1290
	343392.8
	2
	O60229
	Kalirin

	Hingenbet (HI) treated
	30.8
	8.2
	412
	56274.6
	2
	O60240
	Perilipin-1

	Hingenbet (HI) treated
	15.32
	2.8
	545
	74817.4
	2
	O60285
	NUAK family SNF1-like kinase 1

	Hingenbet (HI) treated
	19.06
	1.7
	435
	256666.6
	2
	O60287
	Nucleolar pre-ribosomal-associated protein 1

	Hingenbet (HI) treated
	17.79
	1.2
	453
	205899
	2
	O60333
	Kinesin-like protein KIF1B

	Hingenbet (HI) treated
	18.48
	2.2
	478
	187065.4
	2
	O60346
	PH domain leucine-rich repeat-containing protein phosphatase 1

	Hingenbet (HI) treated
	26.47
	6.5
	634
	86422.8
	2
	O60347
	TBC1 domain family member 12

	Hingenbet (HI) treated
	18.04
	7.7
	454
	58557.1
	2
	O60381
	HMG box-containing protein 1

	Hingenbet (HI) treated
	20.01
	1.7
	526
	239993.5
	2
	O60522
	Tudor domain-containing protein 6

	Hingenbet (HI) treated
	17.36
	1.6
	476
	123408.6
	2
	O60524
	Ribosome quality control complex subunit NEMF

	Hingenbet (HI) treated
	14.72
	3.9
	782
	85354.1
	2
	O60568
	Multifunctional procollagen lysine hydroxylase and glycosyltransferase LH3

	Hingenbet (HI) treated
	15.94
	2.9
	1770
	99421.9
	2
	O60741
	Potassium/sodium hyperpolarization-activated cyclic nucleotide-gated channel 1

	Hingenbet (HI) treated
	21.62
	6.9
	534
	56182.9
	2
	O60811
	PRAME family member 2

	Hingenbet (HI) treated
	22.79
	4.2
	442
	58129.5
	2
	O60832
	H/ACA ribonucleoprotein complex subunit DKC1

	Hingenbet (HI) treated
	18.06
	1.9
	510
	126308.6
	2
	O60879
	Protein diaphanous homolog 2

	Hingenbet (HI) treated
	25.23
	4.9
	3800
	85450
	2
	O75074
	Low-density lipoprotein receptor-related protein 3

	Hingenbet (HI) treated
	17.76
	3
	492
	78274.6
	2
	O75112
	LIM domain-binding protein 3

	Hingenbet (HI) treated
	19.85
	1.8
	6590
	136527.2
	2
	O75128
	Protein cordon-bleu

	Hingenbet (HI) treated
	18.05
	2.7
	236
	134064.6
	2
	O75145
	Liprin-alpha-3

	Hingenbet (HI) treated
	13.63
	3.2
	435
	121742.7
	2
	O75151
	Lysine-specific demethylase PHF2

	Hingenbet (HI) treated
	11.34
	8.4
	515
	35679.5
	2
	O75208
	Ubiquinone biosynthesis protein COQ9, mitochondrial

	Hingenbet (HI) treated
	16.64
	4.4
	2420
	61993.1
	2
	O75363
	Breast carcinoma-amplified sequence 1

	Hingenbet (HI) treated
	29.34
	3
	485
	81912.1
	2
	O75382
	Tripartite motif-containing protein 3

	Hingenbet (HI) treated
	21.89
	4.4
	459
	115112.8
	2
	O75420
	GRB10-interacting GYF protein 1

	Hingenbet (HI) treated
	32.86
	2.5
	25800
	111786.7
	2
	O75448
	Mediator of RNA polymerase II transcription subunit 24

	Hingenbet (HI) treated
	17.2
	6.1
	576
	62301
	2
	O75467
	Zinc finger protein 324A

	Hingenbet (HI) treated
	14.37
	1.3
	447
	246157.8
	2
	O75643
	U5 small nuclear ribonucleoprotein 200 kDa helicase

	Hingenbet (HI) treated
	23.87
	1.2
	522
	321004.1
	2
	O75691
	Small subunit processome component 20 homolog

	Hingenbet (HI) treated
	21.08
	5.2
	504
	93533.8
	2
	O75815
	Breast cancer anti-estrogen resistance protein 3

	Hingenbet (HI) treated
	18.43
	2.2
	502
	163554.9
	2
	O75882
	Attractin

	Hingenbet (HI) treated
	18.81
	3.7
	356
	99683.2
	2
	O75891
	Cytosolic 10-formyltetrahydrofolate dehydrogenase

	Hingenbet (HI) treated
	23.87
	1.8
	519
	222926.1
	2
	O75970
	Multiple PDZ domain protein

	Hingenbet (HI) treated
	21.71
	2.9
	573
	154012.3
	2
	O75976
	Carboxypeptidase D

	Hingenbet (HI) treated
	14.06
	3
	541
	121482.8
	2
	O94779
	Contactin-5

	Hingenbet (HI) treated
	26.21
	5
	636
	71754.9
	2
	O94818
	Nucleolar protein 4

	Hingenbet (HI) treated
	22.09
	4.6
	1550
	81715
	2
	O94830
	Triacylglycerol hydrolase DDHD2

	Hingenbet (HI) treated
	23.39
	7.1
	478
	80556.8
	2
	O94844
	Rho-related BTB domain-containing protein 1

	Hingenbet (HI) treated
	12.17
	2.7
	504
	76888.9
	2
	O94892
	Zinc finger protein 432

	Hingenbet (HI) treated
	19.59
	2.8
	483
	107721.8
	2
	O94906
	Pre-mRNA-processing factor 6

	Hingenbet (HI) treated
	22.95
	2.5
	564
	173731.7
	2
	O94913
	Pre-mRNA cleavage complex 2 protein Pcf11

	Hingenbet (HI) treated
	13.55
	2.3
	17900
	72308.8
	2
	O94927
	HAUS augmin-like complex subunit 5

	Hingenbet (HI) treated
	17.18
	7
	3710
	60105.7
	2
	O94941
	RING finger protein 37

	Hingenbet (HI) treated
	8.22
	0.7
	529
	312542
	2
	O95071
	E3 ubiquitin-protein ligase UBR5

	Hingenbet (HI) treated
	19.27
	2.3
	3350
	147551.5
	2
	O95155
	Ubiquitin conjugation factor E4 B

	Hingenbet (HI) treated
	25.08
	3.8
	468
	101303.1
	2
	O95235
	Kinesin-like protein KIF20A

	Hingenbet (HI) treated
	26.11
	2.9
	264
	120546
	2
	O95486
	Protein transport protein Sec24A

	Hingenbet (HI) treated
	21.28
	2.7
	1280
	140845
	2
	O95622
	Adenylate cyclase type 5

	Hingenbet (HI) treated
	31.89
	5.3
	1130
	71647.4
	2
	O95834
	Echinoderm microtubule-associated protein-like 2

	Hingenbet (HI) treated
	22.16
	3.8
	480
	78952.9
	2
	O96006
	E3 SUMO-protein ligase ZBED1

	Hingenbet (HI) treated
	29.39
	12.4
	3220
	40105.6
	2
	P00480
	Ornithine transcarbamylase, mitochondrial

	Hingenbet (HI) treated
	20.35
	6.6
	552
	38389.5
	2
	P00540
	Proto-oncogene serine/threonine-protein kinase mos

	Hingenbet (HI) treated
	20.11
	1.5
	359
	311802.4
	2
	P01266
	Thyroglobulin

	Hingenbet (HI) treated
	17.13
	4.6
	5380
	66208.7
	2
	P04264
	Keratin, type II cytoskeletal 1

	Hingenbet (HI) treated
	14.14
	10.8
	478
	25052.3
	2
	P05305
	Endothelin-1

	Hingenbet (HI) treated
	25.49
	7.5
	572
	48460.6
	2
	P05549
	Transcription factor AP-2-alpha

	Hingenbet (HI) treated
	26.33
	8.6
	490
	53703.3
	2
	P05787
	Keratin, type II cytoskeletal 8

	Hingenbet (HI) treated
	23.05
	2.4
	740
	145877.5
	2
	P05997
	Collagen alpha-2(V) chain

	Hingenbet (HI) treated
	18.28
	4.2
	461
	97546.2
	2
	P06737
	Glycogen phosphorylase, liver form

	Hingenbet (HI) treated
	18.37
	9.8
	504
	48240.2
	2
	P08476
	Inhibin beta A chain

	Hingenbet (HI) treated
	15.33
	3.5
	470
	115675.4
	2
	P08648
	Integrin alpha-5

	Hingenbet (HI) treated
	19.08
	8.7
	488
	35993.2
	2
	P08758
	Annexin A5

	Hingenbet (HI) treated
	7.32
	0.7
	528
	266705.9
	2
	P08922
	Proto-oncogene tyrosine-protein kinase ROS

	Hingenbet (HI) treated
	22.57
	0.8
	926
	452399
	2
	P08F94
	Fibrocystin

	Hingenbet (HI) treated
	22.37
	12.5
	4570
	25064.5
	2
	P09429
	High mobility group protein B1

	Hingenbet (HI) treated
	19.35
	3.3
	482
	54746.8
	2
	P09622
	Dihydrolipoyl dehydrogenase, mitochondrial

	Hingenbet (HI) treated
	14.09
	3.3
	462
	72499.6
	2
	P0C671
	Protein BNIP5

	Hingenbet (HI) treated
	25.28
	10.1
	1130
	39254.5
	2
	P0C7T7
	Putative uncharacterized protein FRMD6-AS1

	Hingenbet (HI) treated
	24.97
	4.6
	790
	89060.2
	2
	P0C869
	Cytosolic phospholipase A2 beta

	Hingenbet (HI) treated
	20.11
	8.8
	498
	43471
	2
	P0CG42
	Putative protein FAM157B

	Hingenbet (HI) treated
	27.35
	3.4
	513
	113756.7
	2
	P0CJ78
	Zinc finger protein 865

	Hingenbet (HI) treated
	15.96
	5.1
	614
	74024.4
	2
	P0DKX0
	Zinc finger protein 728

	Hingenbet (HI) treated
	21.05
	28.4
	492
	14200.8
	2
	P0DXC1
	Splicing regulatory small protein

	Hingenbet (HI) treated
	25.77
	1
	488
	169321
	2
	P10070
	Zinc finger protein GLI2

	Hingenbet (HI) treated
	17.52
	2.2
	459
	171514.7
	2
	P10071
	Transcriptional activator GLI3

	Hingenbet (HI) treated
	23.38
	1.9
	523
	224984.7
	2
	P11055
	Myosin-3

	Hingenbet (HI) treated
	15.57
	3.9
	3440
	52275.8
	2
	P11229
	Muscarinic acetylcholine receptor M1

	Hingenbet (HI) treated
	17.79
	6
	448
	56687.5
	2
	P11509
	Cytochrome P450 2A6

	Hingenbet (HI) treated
	7.66
	5.3
	460
	47010.4
	2
	P12644
	Bone morphogenetic protein 4

	Hingenbet (HI) treated
	24.14
	3.3
	561
	150510.8
	2
	P12821
	Angiotensin-converting enzyme

	Hingenbet (HI) treated
	14.78
	1.8
	954
	108435.7
	2
	P13671
	Complement component C6

	Hingenbet (HI) treated
	14.93
	10.1
	344
	33352.2
	2
	P13726
	Tissue factor

	Hingenbet (HI) treated
	25.01
	1.5
	437
	299453.8
	2
	P15822
	Zinc finger protein 40

	Hingenbet (HI) treated
	18.28
	7.3
	472
	56068.5
	2
	P15863
	Paired box protein Pax-1

	Hingenbet (HI) treated
	21.71
	6.1
	536
	55250.8
	2
	P16118
	6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase 1

	Hingenbet (HI) treated
	16.1
	6.9
	1280
	53549.1
	2
	P16870
	Carboxypeptidase E

	Hingenbet (HI) treated
	20.93
	4.1
	480
	63734.4
	2
	P17024
	Zinc finger protein 20

	Hingenbet (HI) treated
	21.1
	3.6
	450
	82358.8
	2
	P19320
	Vascular cell adhesion protein 1

	Hingenbet (HI) treated
	16.17
	14
	586
	27676.3
	2
	P19404
	NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial

	Hingenbet (HI) treated
	17.45
	6.3
	498
	45058.3
	2
	P19419
	ETS domain-containing protein Elk-1

	Hingenbet (HI) treated
	19.2
	2
	622
	116394.1
	2
	P20023
	Complement receptor type 2

	Hingenbet (HI) treated
	15.86
	15.5
	951
	22224.6
	2
	P20290
	Transcription factor BTF3

	Hingenbet (HI) treated
	21.11
	13.4
	629
	23706.5
	2
	P20340
	Ras-related protein Rab-6A

	Hingenbet (HI) treated
	21.76
	6.4
	972
	56842
	2
	P21281
	V-type proton ATPase subunit B, brain isoform

	Hingenbet (HI) treated
	22.69
	5.5
	454
	60194.1
	2
	P21397
	Amine oxidase [flavin-containing] A

	Hingenbet (HI) treated
	27.02
	8
	1240
	46055.4
	2
	P22891
	Vitamin K-dependent protein Z

	Hingenbet (HI) treated
	16.31
	2.9
	564
	79196.4
	2
	P24723
	Protein kinase C eta type

	Hingenbet (HI) treated
	20.47
	3.2
	592
	59863.7
	2
	P25705
	ATP synthase F(1) complex subunit alpha, mitochondrial

	Hingenbet (HI) treated
	12.07
	4.3
	892
	67933
	2
	P26038
	Moesin

	Hingenbet (HI) treated
	21.55
	2.9
	2840
	121516.3
	2
	P27816
	Microtubule-associated protein 4

	Hingenbet (HI) treated
	15.16
	2.7
	400
	103230.2
	2
	P27987
	Inositol-trisphosphate 3-kinase B

	Hingenbet (HI) treated
	11.17
	6.4
	578
	38923.3
	2
	P28358
	Homeobox protein Hox-D10

	Hingenbet (HI) treated
	27.58
	3.6
	554
	139830.7
	2
	P29144
	Tripeptidyl-peptidase 2

	Hingenbet (HI) treated
	14.48
	2.2
	454
	119202.3
	2
	P29323
	Ephrin type-B receptor 2

	Hingenbet (HI) treated
	19.72
	2
	430
	194944.7
	2
	P29375
	Lysine-specific demethylase 5A

	Hingenbet (HI) treated
	19.91
	0.6
	528
	166700.6
	2
	P30414
	NK-tumor recognition protein

	Hingenbet (HI) treated
	20.47
	1.5
	475
	271273.5
	2
	P31629
	Transcription factor HIVEP2

	Hingenbet (HI) treated
	20.5
	9.1
	979
	45077.7
	2
	P32929
	Cystathionine gamma-lyase

	Hingenbet (HI) treated
	17.15
	2.5
	582
	78968.9
	2
	P33121
	Long-chain-fatty-acid--CoA ligase 1

	Hingenbet (HI) treated
	23.47
	1.8
	710
	173014.4
	2
	P33527
	Multidrug resistance-associated protein 1

	Hingenbet (HI) treated
	18.46
	6.3
	1710
	40194.5
	2
	P35249
	Replication factor C subunit 4

	Hingenbet (HI) treated
	16.13
	2.2
	454
	128765.8
	2
	P35251
	Replication factor C subunit 1

	Hingenbet (HI) treated
	15.15
	4.2
	490
	73010.8
	2
	P35475
	Alpha-L-iduronidase

	Hingenbet (HI) treated
	15.39
	1.2
	1240
	231021.5
	2
	P35498
	Sodium channel protein type 1 subunit alpha

	Hingenbet (HI) treated
	21.75
	5.7
	443
	69992.1
	2
	P35558
	Phosphoenolpyruvate carboxykinase, cytosolic [GTP]

	Hingenbet (HI) treated
	21.14
	8.1
	475
	46963.8
	2
	P35716
	Transcription factor SOX-11

	Hingenbet (HI) treated
	19.7
	1.7
	546
	122699.8
	2
	P36956
	Sterol regulatory element-binding protein 1

	Hingenbet (HI) treated
	12.1
	8.4
	494
	42331.1
	2
	P38159
	RNA-binding motif protein, X chromosome

	Hingenbet (HI) treated
	19.71
	10.6
	471
	46165.8
	2
	P40425
	Pre-B-cell leukemia transcription factor 2

	Hingenbet (HI) treated
	21.38
	9
	530
	26795.3
	2
	P41273
	Tumor necrosis factor ligand superfamily member 9

	Hingenbet (HI) treated
	12.01
	1.2
	498
	239393.6
	2
	P42356
	Phosphatidylinositol 4-kinase alpha

	Hingenbet (HI) treated
	23.72
	8
	480
	63692.6
	2
	P42568
	Protein AF-9

	Hingenbet (HI) treated
	15.35
	1.2
	656
	220734.7
	2
	P42694
	Probable helicase with zinc finger domain

	Hingenbet (HI) treated
	13.21
	3.9
	473
	55964.2
	2
	P43026
	Growth/differentiation factor 5

	Hingenbet (HI) treated
	20.34
	11.8
	461
	36413.4
	2
	P43234
	Cathepsin O

	Hingenbet (HI) treated
	8.41
	0.8
	518
	396684.3
	2
	P46939
	Utrophin

	Hingenbet (HI) treated
	22.19
	8.8
	430
	47440.1
	2
	P47972
	Neuronal pentraxin-2

	Hingenbet (HI) treated
	19.8
	4.6
	480
	84505.4
	2
	P48449
	Lanosterol synthase

	Hingenbet (HI) treated
	23.71
	1.8
	524
	229315.4
	2
	P48634
	Protein PRRC2A

	Hingenbet (HI) treated
	12.94
	3.3
	478
	61678.5
	2
	P48664
	Excitatory amino acid transporter 4

	Hingenbet (HI) treated
	24.19
	8.1
	607
	53625.1
	2
	P49336
	Cyclin-dependent kinase 8

	Hingenbet (HI) treated
	18.09
	2.3
	486
	47464.2
	2
	P49407
	Beta-arrestin-1

	Hingenbet (HI) treated
	23.36
	8
	527
	61775.2
	2
	P49448
	Glutamate dehydrogenase 2, mitochondrial

	Hingenbet (HI) treated
	18.62
	15.7
	512
	16047.3
	2
	P49450
	Histone H3-like centromeric protein A

	Hingenbet (HI) treated
	13.48
	3.8
	1250
	60545.5
	2
	P49760
	Dual specificity protein kinase CLK2

	Hingenbet (HI) treated
	19.68
	0.8
	479
	362585.9
	2
	P49792
	E3 SUMO-protein ligase RanBP2

	Hingenbet (HI) treated
	15.01
	15.1
	382
	23882.9
	2
	P49798
	Regulator of G-protein signaling 4

	Hingenbet (HI) treated
	11.37
	8
	474
	60190.1
	2
	P50990
	T-complex protein 1 subunit theta

	Hingenbet (HI) treated
	15.77
	2.2
	750
	113575.7
	2
	P50993
	Sodium/potassium-transporting ATPase subunit alpha-2

	Hingenbet (HI) treated
	17.37
	3.6
	453
	83297.5
	2
	P51003
	Poly(A) polymerase alpha

	Hingenbet (HI) treated
	22.69
	17.8
	524
	28058.3
	2
	P51124
	Granzyme M

	Hingenbet (HI) treated
	15.77
	1.8
	468
	181903.8
	2
	P51531
	Probable global transcription activator SNF2L2

	Hingenbet (HI) treated
	12.5
	2.5
	502
	132217.9
	2
	P51825
	AF4/FMR2 family member 1

	Hingenbet (HI) treated
	18.25
	1.9
	516
	120183.8
	2
	P52732
	Kinesin-like protein KIF11

	Hingenbet (HI) treated
	18.93
	6.6
	456
	54550.2
	2
	P52757
	Beta-chimaerin

	Hingenbet (HI) treated
	15.05
	1.4
	522
	198716.8
	2
	P52948
	Nuclear pore complex protein Nup98-Nup96

	Hingenbet (HI) treated
	18.4
	11.3
	378
	30448.7
	2
	P52954
	Transcription factor LBX1

	Hingenbet (HI) treated
	15.21
	4
	558
	57448.2
	2
	P53041
	Serine/threonine-protein phosphatase 5

	Hingenbet (HI) treated
	17.28
	2.3
	510
	165860.3
	2
	P53420
	Collagen alpha-4(IV) chain

	Hingenbet (HI) treated
	27.8
	2.4
	440
	233002.8
	2
	P53804
	E3 ubiquitin-protein ligase TTC3

	Hingenbet (HI) treated
	26.49
	4.1
	532
	140700.6
	2
	P54098
	DNA polymerase subunit gamma-1

	Hingenbet (HI) treated
	27.3
	3
	852
	160709.2
	2
	P54132
	RecQ-like DNA helicase BLM

	Hingenbet (HI) treated
	16.61
	2.4
	33300
	96993.1
	2
	P54278
	Mismatch repair endonuclease PMS2

	Hingenbet (HI) treated
	20
	3.6
	441
	109808.7
	2
	P54760
	Ephrin type-B receptor 4

	Hingenbet (HI) treated
	17.88
	6.9
	353
	88042.4
	2
	P54886
	Delta-1-pyrroline-5-carboxylate synthase

	Hingenbet (HI) treated
	26.34
	11.6
	513
	33473
	2
	P55042
	GTP-binding protein RAD

	Hingenbet (HI) treated
	22.49
	2.6
	558
	99461.2
	2
	P56730
	Neurotrypsin

	Hingenbet (HI) treated
	18.04
	2.2
	1090
	93598.3
	2
	P56945
	Breast cancer anti-estrogen resistance protein 1

	Hingenbet (HI) treated
	20.68
	13.2
	468
	19243.3
	2
	P60323
	Nanos homolog 3

	Hingenbet (HI) treated
	15.87
	5.3
	482
	37158.3
	2
	P61964
	WD repeat-containing protein 5

	Hingenbet (HI) treated
	14.74
	6.1
	516
	49354.8
	2
	P62191
	26S proteasome regulatory subunit 4

	Hingenbet (HI) treated
	17.5
	2
	484
	129269.2
	2
	P78332
	RNA-binding protein 6

	Hingenbet (HI) treated
	29.43
	3.1
	4050
	158317.7
	2
	P78357
	Contactin-associated protein 1

	Hingenbet (HI) treated
	21.67
	6.1
	684
	54957.4
	2
	P78413
	Iroquois-class homeodomain protein IRX-4

	Hingenbet (HI) treated
	23.88
	20.8
	478
	20344.3
	2
	P82663
	Small ribosomal subunit protein mS25

	Hingenbet (HI) treated
	34.27
	12.9
	1320
	62179.3
	2
	P98153
	Integral membrane protein DGCR2/IDD

	Hingenbet (HI) treated
	20.92
	0.3
	804
	467940.8
	2
	P98161
	Polycystin-1

	Hingenbet (HI) treated
	24.1
	0.6
	6940
	540719.3
	2
	P98164
	Low-density lipoprotein receptor-related protein 2

	Hingenbet (HI) treated
	26.26
	2.9
	930
	105879.5
	2
	P98171
	Rho GTPase-activating protein 4

	Hingenbet (HI) treated
	13.91
	0.8
	474
	264716.6
	2
	Q00975
	Voltage-dependent N-type calcium channel subunit alpha-1B

	Hingenbet (HI) treated
	22.04
	4.9
	462
	84119.2
	2
	Q02809
	Procollagen-lysine,2-oxoglutarate 5-dioxygenase 1

	Hingenbet (HI) treated
	12.06
	0.9
	509
	184233.7
	2
	Q02880
	DNA topoisomerase 2-beta

	Hingenbet (HI) treated
	13.74
	6.2
	520
	62454.4
	2
	Q03111
	Protein ENL

	Hingenbet (HI) treated
	22.53
	2.6
	470
	194595.9
	2
	Q05707
	Collagen alpha-1(XIV) chain

	Hingenbet (HI) treated
	16.76
	1.6
	571
	222503.5
	2
	Q05BV3
	Echinoderm microtubule-associated protein-like 5

	Hingenbet (HI) treated
	12.53
	3.2
	1080
	104777.7
	2
	Q07617
	Sperm-associated antigen 1

	Hingenbet (HI) treated
	13.09
	1.4
	436
	154345.7
	2
	Q07890
	Son of sevenless homolog 2

	Hingenbet (HI) treated
	16.48
	0.7
	489
	523482.6
	2
	Q07954
	Prolow-density lipoprotein receptor-related protein 1

	Hingenbet (HI) treated
	28.1
	1.6
	580
	142268.2
	2
	Q08211
	ATP-dependent RNA helicase A

	Hingenbet (HI) treated
	12.64
	1.5
	672
	167865.2
	2
	Q08378
	Golgin subfamily A member 3

	Hingenbet (HI) treated
	20.69
	3.2
	561
	91683.8
	2
	Q08499
	3',5'-cyclic-AMP phosphodiesterase 4D

	Hingenbet (HI) treated
	18.04
	5.3
	364
	72742.5
	2
	Q08881
	Tyrosine-protein kinase ITK/TSK

	Hingenbet (HI) treated
	18.63
	6.7
	1040
	49906.3
	2
	Q08AI8
	Protein mab-21-like 4

	Hingenbet (HI) treated
	22.71
	3.1
	476
	92921.8
	2
	Q09161
	Nuclear cap-binding protein subunit 1

	Hingenbet (HI) treated
	18.58
	1.9
	496
	149647.1
	2
	Q0VF96
	Cingulin-like protein 1

	Hingenbet (HI) treated
	23.54
	3.9
	475
	124997.6
	2
	Q12772
	Sterol regulatory element-binding protein 2

	Hingenbet (HI) treated
	25.73
	2
	512
	139554
	2
	Q12791
	Calcium-activated potassium channel subunit alpha-1

	Hingenbet (HI) treated
	22.54
	7.3
	336
	57711
	2
	Q12800
	Alpha-globin transcription factor CP2

	Hingenbet (HI) treated
	18.12
	2.8
	459
	105219
	2
	Q12872
	Splicing factor, suppressor of white-apricot homolog

	Hingenbet (HI) treated
	21.47
	4
	657
	74828.2
	2
	Q12934
	Filensin

	Hingenbet (HI) treated
	22.4
	0.7
	448
	482683.6
	2
	Q12955
	Ankyrin-3

	Hingenbet (HI) treated
	24.74
	2
	554
	191251.2
	2
	Q13029
	PR domain zinc finger protein 2

	Hingenbet (HI) treated
	23.92
	4.8
	496
	87607.1
	2
	Q13033
	Striatin-3

	Hingenbet (HI) treated
	23.43
	5.2
	393
	73584.8
	2
	Q13049
	E3 ubiquitin-protein ligase TRIM32

	Hingenbet (HI) treated
	15.57
	2
	4840
	108106.1
	2
	Q13111
	Chromatin assembly factor 1 subunit A

	Hingenbet (HI) treated
	21.72
	7.1
	501
	65715.2
	2
	Q13123
	Protein Red

	Hingenbet (HI) treated
	13.03
	4.1
	496
	88115.2
	2
	Q13237
	cGMP-dependent protein kinase 2

	Hingenbet (HI) treated
	15.76
	6.2
	522
	52220.4
	2
	Q13283
	Ras GTPase-activating protein-binding protein 1

	Hingenbet (HI) treated
	28.56
	1.2
	690
	355759
	2
	Q13315
	Serine-protein kinase ATM

	Hingenbet (HI) treated
	26.02
	14.9
	1500
	39160.2
	2
	Q13319
	Cyclin-dependent kinase 5 activator 2

	Hingenbet (HI) treated
	13.25
	1.8
	494
	114635.3
	2
	Q13423
	NAD(P) transhydrogenase, mitochondrial

	Hingenbet (HI) treated
	11.79
	1.9
	2390
	106449
	2
	Q13507
	Short transient receptor potential channel 3

	Hingenbet (HI) treated
	16.93
	3
	646
	117327.1
	2
	Q13523
	Serine/threonine-protein kinase PRP4 homolog

	Hingenbet (HI) treated
	23.8
	1.3
	460
	304955.6
	2
	Q13535
	Serine/threonine-protein kinase ATR

	Hingenbet (HI) treated
	25.59
	6
	488
	73589.3
	2
	Q13554
	Calcium/calmodulin-dependent protein kinase type II subunit beta

	Hingenbet (HI) treated
	18.94
	8.2
	520
	35919.9
	2
	Q13607
	Olfactory receptor 2F1

	Hingenbet (HI) treated
	22.39
	4.6
	512
	88192.2
	2
	Q13619
	Cullin-4A

	Hingenbet (HI) treated
	13.27
	2.2
	498
	162082.3
	2
	Q13635
	Protein patched homolog 1

	Hingenbet (HI) treated
	23.25
	1.4
	719
	92087
	2
	Q13724
	Mannosyl-oligosaccharide glucosidase

	Hingenbet (HI) treated
	35.75
	3
	1020
	177605.1
	2
	Q13796
	Protein Shroom2

	Hingenbet (HI) treated
	16.22
	0.8
	466
	227202.2
	2
	Q14008
	Cytoskeleton-associated protein 5

	Hingenbet (HI) treated
	23.84
	6.6
	439
	39078.3
	2
	Q14093
	Cylicin-2

	Hingenbet (HI) treated
	20.65
	5.8
	579
	50627.9
	2
	Q14142
	Tripartite motif-containing protein 14

	Hingenbet (HI) treated
	22.6
	2.5
	488
	129258.4
	2
	Q14147
	Probable ATP-dependent RNA helicase DHX34

	Hingenbet (HI) treated
	23.87
	4
	500
	107985.1
	2
	Q14151
	Scaffold attachment factor B2

	Hingenbet (HI) treated
	20.66
	7.5
	488
	56375.3
	2
	Q14154
	DAP3-binding cell death enhancer 1

	Hingenbet (HI) treated
	23.57
	7.7
	468
	44528.9
	2
	Q14183
	Double C2-like domain-containing protein alpha

	Hingenbet (HI) treated
	17.26
	1.8
	496
	164512
	2
	Q14191
	Bifunctional 3'-5' exonuclease/ATP-dependent helicase WRN

	Hingenbet (HI) treated
	16
	2.9
	4750
	87627.7
	2
	Q14241
	Elongin-A

	Hingenbet (HI) treated
	15.83
	0.5
	728
	509686.6
	2
	Q14517
	Protocadherin Fat 1

	Hingenbet (HI) treated
	19.97
	3.5
	524
	93857.5
	2
	Q14566
	DNA replication licensing factor MCM6

	Hingenbet (HI) treated
	17.47
	1.3
	552
	307010.8
	2
	Q14573
	Inositol 1,4,5-trisphosphate-gated calcium channel ITPR3

	Hingenbet (HI) treated
	18
	4.2
	524
	111795.2
	2
	Q14587
	Zinc finger protein 268

	Hingenbet (HI) treated
	18.26
	3
	506
	103583.8
	2
	Q14624
	Inter-alpha-trypsin inhibitor heavy chain H4

	Hingenbet (HI) treated
	24.84
	1.7
	1240
	317346.7
	2
	Q14643
	Inositol 1,4,5-trisphosphate-gated calcium channel ITPR1

	Hingenbet (HI) treated
	11.27
	1.1
	416
	222369.5
	2
	Q14669
	E3 ubiquitin-protein ligase TRIP12

	Hingenbet (HI) treated
	15.25
	1.5
	516
	236708.6
	2
	Q14674
	Separin

	Hingenbet (HI) treated
	21.67
	3.1
	620
	107328.4
	2
	Q14697
	Neutral alpha-glucosidase AB

	Hingenbet (HI) treated
	27.11
	6.1
	462
	73660.3
	2
	Q14807
	Kinesin-like protein KIF22

	Hingenbet (HI) treated
	15.51
	2
	723
	192925.8
	2
	Q14999
	Cullin-7

	Hingenbet (HI) treated
	18.84
	2
	950
	195700.4
	2
	Q149N8
	E3 ubiquitin-protein ligase SHPRH

	Hingenbet (HI) treated
	23.36
	15.3
	5830
	12100.4
	2
	Q15004
	PCNA-associated factor

	Hingenbet (HI) treated
	22.41
	2.5
	518
	118669.6
	2
	Q15034
	Probable E3 ubiquitin-protein ligase HERC3

	Hingenbet (HI) treated
	21.64
	8.9
	432
	53185.6
	2
	Q15036
	Sorting nexin-17

	Hingenbet (HI) treated
	24.85
	7.2
	700
	75859.2
	2
	Q15061
	WD repeat-containing protein 43

	Hingenbet (HI) treated
	21.71
	4.5
	529
	93939.8
	2
	Q15063
	Periostin

	Hingenbet (HI) treated
	14.56
	1.2
	482
	163432.8
	2
	Q15075
	Early endosome antigen 1

	Hingenbet (HI) treated
	21.72
	3.1
	482
	124437.7
	2
	Q15111
	Inactive phospholipase C-like protein 1

	Hingenbet (HI) treated
	26.04
	3
	591
	135602.3
	2
	Q15147
	1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-4

	Hingenbet (HI) treated
	21.68
	0.5
	578
	558136.8
	2
	Q15413
	Ryanodine receptor 3

	Hingenbet (HI) treated
	20.62
	6.4
	558
	55783
	2
	Q15464
	SH2 domain-containing adapter protein B

	Hingenbet (HI) treated
	20.94
	10.3
	784
	33822.7
	2
	Q15493
	Regucalcin

	Hingenbet (HI) treated
	15.4
	5.8
	390
	37303.1
	2
	Q15699
	ALX homeobox protein 1

	Hingenbet (HI) treated
	24.63
	2.7
	492
	98006.9
	2
	Q15700
	Disks large homolog 2

	Hingenbet (HI) treated
	17.35
	0.9
	564
	357078
	2
	Q15772
	Striated muscle preferentially expressed protein kinase

	Hingenbet (HI) treated
	18.65
	2.1
	478
	112888.4
	2
	Q16513
	Serine/threonine-protein kinase N2

	Hingenbet (HI) treated
	20.23
	9.6
	498
	27594.3
	2
	Q16629
	Serine/arginine-rich splicing factor 7

	Hingenbet (HI) treated
	28.31
	4.1
	1060
	106815.5
	2
	Q16849
	Receptor-type tyrosine-protein phosphatase-like N

	Hingenbet (HI) treated
	26.1
	7.8
	492
	71861
	2
	Q16881
	Thioredoxin reductase 1, cytoplasmic

	Hingenbet (HI) treated
	11.44
	3.2
	549
	84075.8
	2
	Q16891
	MICOS complex subunit MIC60

	Hingenbet (HI) treated
	24.42
	6.1
	556
	80778.1
	2
	Q17RY0
	Cytoplasmic polyadenylation element-binding protein 4

	Hingenbet (HI) treated
	36.32
	12.5
	149000
	38156.7
	2
	Q1HG43
	Dual oxidase maturation factor 1

	Hingenbet (HI) treated
	26.73
	2.8
	1860
	136934.1
	2
	Q27J81
	Inverted formin-2

	Hingenbet (HI) treated
	16.72
	2.4
	443
	158351.5
	2
	Q2M1Z3
	Rho GTPase-activating protein 31

	Hingenbet (HI) treated
	16.11
	1.9
	478
	139380
	2
	Q2M3G0
	ATP-binding cassette sub-family B member 5

	Hingenbet (HI) treated
	25.13
	1.4
	883
	213219.4
	2
	Q2PPJ7
	Ral GTPase-activating protein subunit alpha-2

	Hingenbet (HI) treated
	11.62
	2.5
	469
	94866.6
	2
	Q2Q1W2
	E3 ubiquitin-protein ligase TRIM71

	Hingenbet (HI) treated
	15.93
	5.8
	509
	64899.6
	2
	Q2TBF2
	Sialate:O-sulfotransferase 2

	Hingenbet (HI) treated
	23.14
	3.1
	334
	117510.9
	2
	Q2UY09
	Collagen alpha-1(XXVIII) chain

	Hingenbet (HI) treated
	13.19
	5.6
	13500
	57247.3
	2
	Q2VPK5
	Cytoplasmic tRNA 2-thiolation protein 2

	Hingenbet (HI) treated
	22.54
	1.7
	614
	127929.4
	2
	Q2VWP7
	Protogenin

	Hingenbet (HI) treated
	22.54
	36.6
	487
	11721.3
	2
	Q3B7S5
	Small integral membrane protein 21

	Hingenbet (HI) treated
	16.63
	3.3
	9100
	56955.9
	2
	Q3SXZ3
	Zinc finger protein 718

	Hingenbet (HI) treated
	22.88
	13.5
	415
	40580.5
	2
	Q3SY56
	Transcription factor Sp6

	Hingenbet (HI) treated
	24.99
	10.5
	512
	57804
	2
	Q3SY84
	Keratin, type II cytoskeletal 71

	Hingenbet (HI) treated
	22.7
	1.1
	7490
	216722.4
	2
	Q3V6T2
	Girdin

	Hingenbet (HI) treated
	25.77
	5
	445
	67149.2
	2
	Q494U1
	Pleckstrin homology domain-containing family N member 1

	Hingenbet (HI) treated
	13.91
	4.9
	656
	51887.5
	2
	Q495M9
	pre-mRNA splicing regulator USH1G

	Hingenbet (HI) treated
	23.17
	8
	512
	56253.7
	2
	Q495X7
	Tripartite motif-containing protein 60

	Hingenbet (HI) treated
	16.93
	0.3
	770
	581301.6
	2
	Q4G0P3
	Hydrocephalus-inducing protein homolog

	Hingenbet (HI) treated
	20.27
	2.8
	420
	131007
	2
	Q4L180
	Filamin A-interacting protein 1-like

	Hingenbet (HI) treated
	26.26
	3.2
	483
	136848.6
	2
	Q504Q3
	PAN2-PAN3 deadenylation complex catalytic subunit PAN2

	Hingenbet (HI) treated
	11.58
	4.4
	519
	52133.7
	2
	Q53EL6
	Programmed cell death protein 4

	Hingenbet (HI) treated
	20.16
	5.7
	528
	51941.9
	2
	Q53FD0
	Zinc finger C2HC domain-containing protein 1C

	Hingenbet (HI) treated
	14.71
	3.7
	584
	124436.2
	2
	Q53SF7
	Cordon-bleu protein-like 1

	Hingenbet (HI) treated
	28.64
	2.3
	668
	213518.6
	2
	Q562E7
	WD repeat-containing protein 81

	Hingenbet (HI) treated
	18.84
	1.3
	348
	240304.5
	2
	Q58EX2
	Protein sidekick-2

	Hingenbet (HI) treated
	17.32
	4.8
	997
	65044.6
	2
	Q5FBB7
	Shugoshin 1

	Hingenbet (HI) treated
	18.73
	1.6
	563
	192440.8
	2
	Q5H9F3
	BCL-6 corepressor-like protein 1

	Hingenbet (HI) treated
	20.06
	2.5
	737
	80122.6
	2
	Q5H9M0
	PWWP domain-containing DNA repair factor 3B

	Hingenbet (HI) treated
	17.92
	2.9
	462
	116591.2
	2
	Q5HY64
	Putative protein FAM47C

	Hingenbet (HI) treated
	21.49
	0.9
	509
	244103.4
	2
	Q5JSZ5
	Protein PRRC2B

	Hingenbet (HI) treated
	20.43
	7.1
	481
	62162.4
	2
	Q5JTD0
	Tight junction-associated protein 1

	Hingenbet (HI) treated
	22.52
	9.8
	502
	33864.9
	2
	Q5JTD7
	Leucine-rich repeat-containing protein 73

	Hingenbet (HI) treated
	23.93
	3.3
	454
	140223.4
	2
	Q5JUK3
	Potassium channel subfamily T member 1

	Hingenbet (HI) treated
	9.71
	1.5
	508
	185818.1
	2
	Q5K651
	Sterile alpha motif domain-containing protein 9

	Hingenbet (HI) treated
	16.85
	2.5
	602
	99786.9
	2
	Q5QJ38
	Trichohyalin-like protein 1

	Hingenbet (HI) treated
	28.47
	2.2
	456
	169147.6
	2
	Q5RHP9
	Glutamate-rich protein 3

	Hingenbet (HI) treated
	15.74
	9.9
	470
	28519.9
	2
	Q5RKV6
	Exosome complex component MTR3

	Hingenbet (HI) treated
	9.06
	2
	598
	162646.9
	2
	Q5SNV9
	Uncharacterized protein C1orf167

	Hingenbet (HI) treated
	12.3
	1.8
	734
	175689.3
	2
	Q5SW79
	Centrosomal protein of 170 kDa

	Hingenbet (HI) treated
	19.26
	0.4
	572
	382015.9
	2
	Q5T011
	KICSTOR complex protein SZT2

	Hingenbet (HI) treated
	20.19
	3.2
	1030
	135396.9
	2
	Q5T481
	RNA-binding protein 20

	Hingenbet (HI) treated
	8.31
	1.8
	900
	179338.1
	2
	Q5T5Y3
	Calmodulin-regulated spectrin-associated protein 1

	Hingenbet (HI) treated
	19.86
	15.1
	1410
	23382.3
	2
	Q5T6M2
	Putative uncharacterized protein encoded by LINC00242

	Hingenbet (HI) treated
	26.98
	3.3
	475
	128433.1
	2
	Q5T8A7
	Protein phosphatase 1 regulatory subunit 26

	Hingenbet (HI) treated
	15.82
	0.9
	482
	222834.8
	2
	Q5TCS8
	Adenylate kinase 9

	Hingenbet (HI) treated
	6.47
	1.5
	474
	143076.9
	2
	Q5TCY1
	Tau-tubulin kinase 1

	Hingenbet (HI) treated
	25.15
	5.4
	426
	75000.6
	2
	Q5TG30
	Rho GTPase-activating protein 40

	Hingenbet (HI) treated
	27.05
	2.3
	475
	174809.4
	2
	Q5THR3
	EF-hand calcium-binding domain-containing protein 6

	Hingenbet (HI) treated
	18.11
	2.7
	496
	135112.2
	2
	Q5TIE3
	von Willebrand factor A domain-containing protein 5B1

	Hingenbet (HI) treated
	29.76
	1.3
	1050
	352521.4
	2
	Q5VT06
	Centrosome-associated protein 350

	Hingenbet (HI) treated
	12.48
	1.1
	1980
	156473.2
	2
	Q5VT52
	Regulation of nuclear pre-mRNA domain-containing protein 2

	Hingenbet (HI) treated
	16.58
	5.6
	534
	56151.9
	2
	Q5VT98
	PRAME family member 20

	Hingenbet (HI) treated
	15.32
	5.4
	526
	55909.3
	2
	Q5VTA0
	PRAME family member 17

	Hingenbet (HI) treated
	17.37
	0.8
	996
	252762.4
	2
	Q5VUA4
	Zinc finger protein 318

	Hingenbet (HI) treated
	18.55
	1.5
	501
	102158.3
	2
	Q5VUG0
	Scm-like with four MBT domains protein 2

	Hingenbet (HI) treated
	27.32
	8.7
	526
	51632.9
	2
	Q5VV17
	OTU domain-containing protein 1

	Hingenbet (HI) treated
	13.57
	2.8
	992
	80388.8
	2
	Q5VV41
	Rho guanine nucleotide exchange factor 16

	Hingenbet (HI) treated
	22.54
	2.5
	550
	179024.3
	2
	Q5VV67
	Peroxisome proliferator-activated receptor gamma coactivator-related protein 1

	Hingenbet (HI) treated
	20.19
	1.4
	606
	202222.7
	2
	Q5VW36
	Focadhesin

	Hingenbet (HI) treated
	14.01
	1.5
	478
	132592.9
	2
	Q5VWQ8
	Disabled homolog 2-interacting protein

	Hingenbet (HI) treated
	23.61
	8.8
	862
	46121.3
	2
	Q5VYV7
	Protein SLX4IP

	Hingenbet (HI) treated
	27.6
	5.5
	524
	85104.9
	2
	Q5XG87
	Terminal nucleotidyltransferase 4A

	Hingenbet (HI) treated
	23.62
	0.8
	2060
	598927.9
	2
	Q63HN8
	E3 ubiquitin-protein ligase RNF213

	Hingenbet (HI) treated
	23.36
	4.1
	538
	66776.9
	2
	Q658N2
	Sialate:O-sulfotransferase 1

	Hingenbet (HI) treated
	23.12
	4.3
	536
	80568
	2
	Q684P5
	Rap1 GTPase-activating protein 2

	Hingenbet (HI) treated
	30.32
	4.2
	478
	91986
	2
	Q68CJ6
	Nuclear GTPase SLIP-GC

	Hingenbet (HI) treated
	26.13
	1.4
	464
	289333.5
	2
	Q68DK2
	Zinc finger FYVE domain-containing protein 26

	Hingenbet (HI) treated
	21.86
	6.5
	422
	53787.3
	2
	Q68EN5
	Microtubule-associated tyrosine carboxypeptidase 1

	Hingenbet (HI) treated
	28.01
	3.2
	522
	114214.8
	2
	Q69YH5
	Cell division cycle-associated protein 2

	Hingenbet (HI) treated
	20.14
	1.7
	477
	203675.9
	2
	Q69YN4
	Protein virilizer homolog

	Hingenbet (HI) treated
	20.44
	25.8
	516
	16974.4
	2
	Q6AWC8
	Putative uncharacterized protein LOC100129027

	Hingenbet (HI) treated
	19.12
	4.7
	1770
	112478.1
	2
	Q6DN14
	Multiple C2 and transmembrane domain-containing protein 1

	Hingenbet (HI) treated
	15.72
	2.6
	488
	72795.4
	2
	Q6EMK4
	Vasorin

	Hingenbet (HI) treated
	25.92
	7.1
	714
	55854.3
	2
	Q6GTS8
	N-fatty-acyl-amino acid synthase/hydrolase PM20D1

	Hingenbet (HI) treated
	21.81
	1.5
	455
	231710.5
	2
	Q6GYQ0
	Ral GTPase-activating protein subunit alpha-1

	Hingenbet (HI) treated
	22.79
	7.3
	1170
	36221.8
	2
	Q6IEZ7
	Olfactory receptor 2T5

	Hingenbet (HI) treated
	19.92
	7.7
	1260
	30250
	2
	Q6IPR3
	tRNA wybutosine-synthesizing protein 3 homolog

	Hingenbet (HI) treated
	6.75
	1.5
	1980
	45331
	2
	Q6IQ16
	Speckle-type POZ protein-like

	Hingenbet (HI) treated
	18.24
	2
	25700
	148633.4
	2
	Q6IQ26
	DENN domain-containing protein 5A

	Hingenbet (HI) treated
	14.81
	3.1
	522
	119973.1
	2
	Q6JQN1
	Acyl-CoA dehydrogenase family member 10

	Hingenbet (HI) treated
	19.94
	0.8
	405
	318099.5
	2
	Q6KC79
	Nipped-B-like protein

	Hingenbet (HI) treated
	15.84
	4.3
	1060
	77915
	2
	Q6NUM6
	S-adenosyl-L-methionine-dependent tRNA 4-demethylwyosine synthase TYW1B

	Hingenbet (HI) treated
	12.27
	3
	7270
	88228
	2
	Q6NUT2
	Probable C-mannosyltransferase DPY19L2

	Hingenbet (HI) treated
	20.05
	1.7
	1920
	153084.9
	2
	Q6P2E9
	Enhancer of mRNA-decapping protein 4

	Hingenbet (HI) treated
	21.62
	1.3
	7870
	274907.6
	2
	Q6P2Q9
	Pre-mRNA-processing-splicing factor 8

	Hingenbet (HI) treated
	20.53
	7.7
	440
	56663.9
	2
	Q6P4F1
	GDP-fucose protein O-fucosyltransferase 3

	Hingenbet (HI) treated
	23.82
	21.5
	610
	16277.4
	2
	Q6P582
	Mitotic-spindle organizing protein 2A

	Hingenbet (HI) treated
	19.41
	4
	622
	72082.1
	2
	Q6PF04
	Zinc finger protein 613

	Hingenbet (HI) treated
	12.5
	1.1
	494
	243762.9
	2
	Q6PIF6
	Unconventional myosin-VIIb

	Hingenbet (HI) treated
	23.34
	7.9
	744
	65770.7
	2
	Q6PJ61
	F-box only protein 46

	Hingenbet (HI) treated
	13.13
	4.9
	486
	64141.6
	2
	Q6PML9
	Proton-coupled zinc antiporter SLC30A9, mitochondrial

	Hingenbet (HI) treated
	21.02
	1.1
	296
	252935.4
	2
	Q6Q759
	Sperm-associated antigen 17

	Hingenbet (HI) treated
	15.16
	6.3
	807
	80413.8
	2
	Q6SZW1
	NAD(+) hydrolase SARM1

	Hingenbet (HI) treated
	18.99
	3.2
	522
	70671.8
	2
	Q6TDP4
	Kelch-like protein 17

	Hingenbet (HI) treated
	19.99
	4.2
	1720
	66639.3
	2
	Q6UN15
	Pre-mRNA 3'-end-processing factor FIP1

	Hingenbet (HI) treated
	21.23
	1.5
	461
	251216.7
	2
	Q6UVK1
	Chondroitin sulfate proteoglycan 4

	Hingenbet (HI) treated
	19.36
	25.9
	692
	9515.2
	2
	Q6UWK7
	Protein GPR15LG

	Hingenbet (HI) treated
	21.12
	5
	508
	60289.5
	2
	Q6UXF1
	Transmembrane protein 108

	Hingenbet (HI) treated
	21.51
	3
	390
	79958.7
	2
	Q6UXK2
	Immunoglobulin superfamily containing leucine-rich repeat protein 2

	Hingenbet (HI) treated
	18.5
	6.1
	729
	52626
	2
	Q6UXT9
	Protein ABHD15

	Hingenbet (HI) treated
	22.19
	2.1
	420
	143698
	2
	Q6UXX5
	Inter-alpha-trypsin inhibitor heavy chain H6

	Hingenbet (HI) treated
	23.07
	4
	142
	105295.9
	2
	Q6VY07
	Phosphofurin acidic cluster sorting protein 1

	Hingenbet (HI) treated
	16.71
	2.7
	462
	178827.3
	2
	Q6XZF7
	Dynamin-binding protein

	Hingenbet (HI) treated
	18.45
	7.8
	601
	28424.9
	2
	Q6Y1H2
	Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 2

	Hingenbet (HI) treated
	29.84
	10.2
	1320
	45679.2
	2
	Q6YN16
	Hydroxysteroid dehydrogenase-like protein 2

	Hingenbet (HI) treated
	13.26
	4.9
	606
	59298.6
	2
	Q6ZMI3
	Gliomedin

	Hingenbet (HI) treated
	21.57
	4
	492
	118698.6
	2
	Q6ZMN7
	PDZ domain-containing RING finger protein 4

	Hingenbet (HI) treated
	17.49
	1.2
	539
	95999.2
	2
	Q6ZN19
	Zinc finger protein 841

	Hingenbet (HI) treated
	12.63
	0.5
	1190
	335491.3
	2
	Q6ZQQ6
	WD repeat-containing protein 87

	Hingenbet (HI) treated
	27.35
	1
	4120
	360016.3
	2
	Q6ZR08
	Dynein axonemal heavy chain 12

	Hingenbet (HI) treated
	23.99
	1.9
	587
	220384.3
	2
	Q6ZU64
	Cilia- and flagella-associated protein 65

	Hingenbet (HI) treated
	20.54
	1
	20600
	150742.9
	2
	Q6ZUA9
	Maestro heat-like repeat family member 5

	Hingenbet (HI) treated
	23.24
	3
	492
	146900.9
	2
	Q6ZV29
	Patatin-like phospholipase domain-containing protein 7

	Hingenbet (HI) treated
	24.67
	2.9
	496
	111929.8
	2
	Q6ZVD7
	Storkhead-box protein 1

	Hingenbet (HI) treated
	18.07
	7.1
	465
	52895.3
	2
	Q6ZWB6
	BTB/POZ domain-containing protein KCTD8

	Hingenbet (HI) treated
	24.71
	1
	1510
	409988.3
	2
	Q70CQ2
	Ubiquitin carboxyl-terminal hydrolase 34

	Hingenbet (HI) treated
	20.15
	2.7
	850
	122744
	2
	Q70EK8
	Ubiquitin carboxyl-terminal hydrolase 53

	Hingenbet (HI) treated
	22.77
	13.8
	476
	25964.6
	2
	Q70IA8
	MOB kinase activator 3C

	Hingenbet (HI) treated
	16.22
	1.9
	454
	159867.6
	2
	Q76I76
	Protein phosphatase Slingshot homolog 2

	Hingenbet (HI) treated
	26.06
	3.4
	468
	102679.8
	2
	Q7KZF4
	Staphylococcal nuclease domain-containing protein 1

	Hingenbet (HI) treated
	21.67
	2.8
	726
	135019.8
	2
	Q7L2E3
	ATP-dependent RNA helicase DHX30

	Hingenbet (HI) treated
	20.74
	3.4
	979
	65967.6
	2
	Q7L311
	Armadillo repeat-containing X-linked protein 2

	Hingenbet (HI) treated
	18.68
	4.8
	454
	54029.1
	2
	Q7L591
	Docking protein 3

	Hingenbet (HI) treated
	18.39
	5
	5200
	43726.7
	2
	Q7L8J4
	SH3 domain-binding protein 5-like

	Hingenbet (HI) treated
	8.8
	2.2
	933
	87542.7
	2
	Q7L8L6
	FAST kinase domain-containing protein 5, mitochondrial

	Hingenbet (HI) treated
	16.28
	6.2
	488
	70103
	2
	Q7LDG7
	RAS guanyl-releasing protein 2

	Hingenbet (HI) treated
	22.51
	13.3
	566
	33433.2
	2
	Q7LFL8
	CXXC-type zinc finger protein 5

	Hingenbet (HI) treated
	24
	6.5
	460
	68151
	2
	Q7RTM1
	Proton channel OTOP1

	Hingenbet (HI) treated
	17.43
	12.7
	493
	21802.1
	2
	Q7RTT6
	Putative protein SSX6

	Hingenbet (HI) treated
	24.9
	3.6
	600
	96523.8
	2
	Q7RTY8
	Transmembrane protease serine 7

	Hingenbet (HI) treated
	20.96
	3.6
	512
	103196.3
	2
	Q7Z2K8
	G protein-regulated inducer of neurite outgrowth 1

	Hingenbet (HI) treated
	16.81
	1
	438
	282124
	2
	Q7Z2Y8
	Interferon-induced very large GTPase 1

	Hingenbet (HI) treated
	18.69
	0.9
	812
	307210.6
	2
	Q7Z333
	Probable helicase senataxin

	Hingenbet (HI) treated
	18.44
	2.1
	462
	171296.7
	2
	Q7Z3T8
	Zinc finger FYVE domain-containing protein 16

	Hingenbet (HI) treated
	15.83
	1.8
	497
	152059.6
	2
	Q7Z494
	Nephrocystin-3

	Hingenbet (HI) treated
	18.91
	5.1
	569
	47577.1
	2
	Q7Z4P5
	Growth/differentiation factor 7

	Hingenbet (HI) treated
	17.97
	3.2
	627
	68615.7
	2
	Q7Z569
	BRCA1-associated protein

	Hingenbet (HI) treated
	21.63
	23.9
	490
	20359.6
	2
	Q7Z6I8
	UPF0461 protein C5orf24

	Hingenbet (HI) treated
	21.59
	7
	492
	59331.7
	2
	Q7Z6J9
	tRNA-splicing endonuclease subunit Sen54

	Hingenbet (HI) treated
	9.58
	2.1
	512
	111304.5
	2
	Q7Z6P3
	Ras-related protein Rab-44

	Hingenbet (HI) treated
	18.01
	0.5
	524
	485818.9
	2
	Q7Z6Z7
	E3 ubiquitin-protein ligase HUWE1

	Hingenbet (HI) treated
	12.89
	4.1
	508
	63974.2
	2
	Q7Z739
	YTH domain-containing family protein 3

	Hingenbet (HI) treated
	14.32
	1.1
	515
	138620.2
	2
	Q7Z7B0
	Filamin-A-interacting protein 1

	Hingenbet (HI) treated
	20.73
	6.1
	480
	58902.8
	2
	Q86SJ2
	Amphoterin-induced protein 2

	Hingenbet (HI) treated
	23.73
	2.7
	559
	142897.4
	2
	Q86SQ0
	Pleckstrin homology-like domain family B member 2

	Hingenbet (HI) treated
	28.71
	2.8
	694
	146794.9
	2
	Q86TC9
	Myopalladin

	Hingenbet (HI) treated
	15.03
	5.9
	450
	61950
	2
	Q86TJ5
	Zinc finger protein 554

	Hingenbet (HI) treated
	15.31
	0.8
	368
	295570.4
	2
	Q86UK0
	Glucosylceramide transporter ABCA12

	Hingenbet (HI) treated
	20.53
	1.3
	1210
	190267.4
	2
	Q86UR5
	Regulating synaptic membrane exocytosis protein 1

	Hingenbet (HI) treated
	15.62
	5.4
	447
	48502.1
	2
	Q86V59
	Paraneoplastic antigen-like protein 8A

	Hingenbet (HI) treated
	24.41
	2
	1410
	185380.1
	2
	Q86VI3
	Ras GTPase-activating-like protein IQGAP3

	Hingenbet (HI) treated
	15.56
	3.9
	501
	92422.2
	2
	Q86VR7
	V-set and immunoglobulin domain-containing protein 10-like

	Hingenbet (HI) treated
	24.57
	3.6
	395
	75886.7
	2
	Q86W26
	NACHT, LRR and PYD domains-containing protein 10

	Hingenbet (HI) treated
	16.11
	6.4
	728
	65982.5
	2
	Q86WA9
	Sodium-independent sulfate anion transporter

	Hingenbet (HI) treated
	13.71
	0.9
	710
	208756.4
	2
	Q86WI3
	Protein NLRC5

	Hingenbet (HI) treated
	31.41
	8.4
	445
	53509.4
	2
	Q86WP2
	Vasculin

	Hingenbet (HI) treated
	16.15
	4.3
	519
	53408.9
	2
	Q86X02
	Cerebellar degeneration-related protein 2-like

	Hingenbet (HI) treated
	8.19
	1.1
	715
	225309.1
	2
	Q86XA9
	HEAT repeat-containing protein 5A

	Hingenbet (HI) treated
	22.02
	5.6
	478
	76068.8
	2
	Q86XJ1
	GAS2-like protein 3

	Hingenbet (HI) treated
	26.85
	4.2
	404
	136860
	2
	Q86XP1
	Diacylglycerol kinase eta

	Hingenbet (HI) treated
	23.33
	20.1
	867
	20771.6
	2
	Q86XP6
	Gastrokine-2

	Hingenbet (HI) treated
	19.93
	1.7
	606
	140142.2
	2
	Q86Y13
	E3 ubiquitin-protein ligase DZIP3

	Hingenbet (HI) treated
	20.71
	8.3
	483
	52285.3
	2
	Q86Y22
	Collagen alpha-1(XXIII) chain

	Hingenbet (HI) treated
	9.72
	2.3
	574
	108423.1
	2
	Q86Y38
	Xylosyltransferase 1

	Hingenbet (HI) treated
	20.55
	2.6
	494
	128245.7
	2
	Q86YR7
	Probable guanine nucleotide exchange factor MCF2L2

	Hingenbet (HI) treated
	17.64
	2
	1130
	112530.2
	2
	Q86YT6
	E3 ubiquitin-protein ligase MIB1

	Hingenbet (HI) treated
	26.56
	6.2
	539
	59255.1
	2
	Q86Z20
	Coiled-coil domain-containing protein 125

	Hingenbet (HI) treated
	24.02
	9.2
	938
	63484.1
	2
	Q8IUX8
	Epidermal growth factor-like protein 6

	Hingenbet (HI) treated
	19.81
	1.9
	1890
	149843.4
	2
	Q8IV33
	Uncharacterized protein KIAA0825

	Hingenbet (HI) treated
	14.69
	0.4
	472
	617759.6
	2
	Q8IVF2
	Protein AHNAK2

	Hingenbet (HI) treated
	17.86
	1.7
	379
	186240.8
	2
	Q8IVG5
	Sterile alpha motif domain-containing protein 9-like

	Hingenbet (HI) treated
	31.44
	5.2
	1530
	81895.9
	2
	Q8IVL5
	Prolyl 3-hydroxylase 2

	Hingenbet (HI) treated
	26.52
	4.8
	467
	103356.3
	2
	Q8IVT5
	Kinase suppressor of Ras 1

	Hingenbet (HI) treated
	27.31
	8
	512
	64631.1
	2
	Q8IWD5
	Major facilitator superfamily domain-containing protein 6-like

	Hingenbet (HI) treated
	19.85
	1.7
	472
	148202.1
	2
	Q8IWK6
	Adhesion G protein-coupled receptor A3

	Hingenbet (HI) treated
	14.43
	5.3
	604
	56797.4
	2
	Q8IWU9
	Tryptophan 5-hydroxylase 2

	Hingenbet (HI) treated
	20.43
	2.4
	508
	121117.8
	2
	Q8IX01
	SURP and G-patch domain-containing protein 2

	Hingenbet (HI) treated
	17.46
	2.9
	1230
	132783.8
	2
	Q8IX21
	SMC5-SMC6 complex localization factor protein 2

	Hingenbet (HI) treated
	25.92
	7.6
	516
	69143.5
	2
	Q8IXI1
	Mitochondrial Rho GTPase 2

	Hingenbet (HI) treated
	16.2
	4.4
	484
	91396.1
	2
	Q8IXK0
	Polyhomeotic-like protein 2

	Hingenbet (HI) treated
	20.75
	5.9
	605
	66860.9
	2
	Q8IXL6
	Extracellular serine/threonine protein kinase FAM20C

	Hingenbet (HI) treated
	23.35
	4.2
	672
	98299.3
	2
	Q8IY33
	MICAL-like protein 2

	Hingenbet (HI) treated
	22.13
	1.3
	502
	234983
	2
	Q8IYD8
	Fanconi anemia group M protein

	Hingenbet (HI) treated
	15.19
	2.3
	518
	80882.2
	2
	Q8IYE1
	Coiled-coil domain-containing protein 13

	Hingenbet (HI) treated
	22.17
	6.6
	500
	82482.3
	2
	Q8IYI6
	Exocyst complex component 8

	Hingenbet (HI) treated
	17.75
	4.7
	2010
	69726.5
	2
	Q8IYS2
	Uncharacterized protein KIAA2013

	Hingenbet (HI) treated
	20.05
	5.7
	1230
	35812.8
	2
	Q8IZA3
	Histone H1.8

	Hingenbet (HI) treated
	19.06
	5.2
	534
	70215.5
	2
	Q8IZC4
	Rhotekin-2

	Hingenbet (HI) treated
	13.44
	5.2
	718
	45340.3
	2
	Q8IZD0
	Sterile alpha motif domain-containing protein 14

	Hingenbet (HI) treated
	18.84
	1.7
	482
	207015.2
	2
	Q8IZD2
	Inactive histone-lysine N-methyltransferase 2E

	Hingenbet (HI) treated
	20.32
	1.5
	638
	208752.1
	2
	Q8IZJ3
	C3 and PZP-like alpha-2-macroglobulin domain-containing protein 8

	Hingenbet (HI) treated
	20.51
	8.6
	1760
	40635.6
	2
	Q8IZT8
	Heparan sulfate glucosamine 3-O-sulfotransferase 5

	Hingenbet (HI) treated
	28.16
	2.1
	481
	208838.6
	2
	Q8IZX4
	Transcription initiation factor TFIID subunit 1-like

	Hingenbet (HI) treated
	21.4
	2.7
	462
	150746.6
	2
	Q8N122
	Regulatory-associated protein of mTOR

	Hingenbet (HI) treated
	23.43
	2.6
	477
	103527.3
	2
	Q8N163
	Cell cycle and apoptosis regulator protein 2

	Hingenbet (HI) treated
	20.49
	4.4
	489
	77102.7
	2
	Q8N184
	Zinc finger protein 567

	Hingenbet (HI) treated
	20.84
	2.8
	613
	131979.7
	2
	Q8N1G0
	Zinc finger protein 687

	Hingenbet (HI) treated
	17.93
	3.8
	465
	96231.9
	2
	Q8N1G2
	Cap-specific mRNA (nucleoside-2'-O-)-methyltransferase 1

	Hingenbet (HI) treated
	19.33
	1.5
	528
	246518.1
	2
	Q8N201
	Integrator complex subunit 1

	Hingenbet (HI) treated
	12.54
	8.6
	1570
	26603.6
	2
	Q8N2E6
	Prosalusin

	Hingenbet (HI) treated
	19.81
	3
	490
	97124.4
	2
	Q8N3A8
	Protein mono-ADP-ribosyltransferase PARP8

	Hingenbet (HI) treated
	24.72
	1.1
	728
	253053.3
	2
	Q8N3C0
	Activating signal cointegrator 1 complex subunit 3

	Hingenbet (HI) treated
	20.66
	0.8
	480
	451028.5
	2
	Q8N3K9
	Cardiomyopathy-associated protein 5

	Hingenbet (HI) treated
	21.72
	2.1
	491
	163804.6
	2
	Q8N3P4
	Vacuolar protein sorting-associated protein 8 homolog

	Hingenbet (HI) treated
	22.55
	8.9
	506
	51634.6
	2
	Q8N4T0
	Carboxypeptidase A6

	Hingenbet (HI) treated
	19.16
	4.8
	497
	84574.1
	2
	Q8N568
	Serine/threonine-protein kinase DCLK2

	Hingenbet (HI) treated
	25.55
	24.5
	490
	17802.1
	2
	Q8N5L8
	Ribonuclease P protein subunit p25-like protein

	Hingenbet (HI) treated
	22.87
	1.4
	664
	199396.5
	2
	Q8N6G6
	ADAMTS-like protein 1

	Hingenbet (HI) treated
	28.06
	4.9
	498
	63238.2
	2
	Q8N6L0
	Protein KASH5

	Hingenbet (HI) treated
	20.52
	2.9
	457
	112213.7
	2
	Q8N766
	ER membrane protein complex subunit 1

	Hingenbet (HI) treated
	21.78
	29
	464
	13549.2
	2
	Q8N7H1
	Putative uncharacterized protein encoded by LINC01465

	Hingenbet (HI) treated
	16.66
	8.8
	504
	49055
	2
	Q8N7P7
	Uncharacterized protein FLJ40521

	Hingenbet (HI) treated
	17.59
	3.7
	822
	69734
	2
	Q8N7Q3
	Zinc finger protein 676

	Hingenbet (HI) treated
	19.82
	3.4
	568
	102545.5
	2
	Q8N841
	Tubulin polyglutamylase TTLL6

	Hingenbet (HI) treated
	9.77
	2.3
	474
	69147.8
	2
	Q8N865
	Sperm-associated microtubule inner protein 4

	Hingenbet (HI) treated
	22.02
	2.7
	715
	130922.9
	2
	Q8N957
	Ankyrin repeat and fibronectin type-III domain-containing protein 1

	Hingenbet (HI) treated
	16.19
	7.6
	487
	39236.4
	2
	Q8N9Y4
	Protein FAM181A

	Hingenbet (HI) treated
	25.03
	6.2
	488
	72090.7
	2
	Q8NA19
	Lethal(3)malignant brain tumor-like protein 4

	Hingenbet (HI) treated
	18.74
	3
	465
	136651.1
	2
	Q8NAP3
	Zinc finger and BTB domain-containing protein 38

	Hingenbet (HI) treated
	21.21
	8.4
	498
	55048.6
	2
	Q8NB16
	Mixed lineage kinase domain-like protein

	Hingenbet (HI) treated
	21.2
	3.8
	500
	116900.4
	2
	Q8NB46
	Serine/threonine-protein phosphatase 6 regulatory ankyrin repeat subunit C

	Hingenbet (HI) treated
	23.63
	1.4
	516
	252846.8
	2
	Q8NB66
	Protein unc-13 homolog C

	Hingenbet (HI) treated
	4.88
	3.7
	381
	58113
	2
	Q8NCQ5
	F-box only protein 15

	Hingenbet (HI) treated
	18.86
	1.9
	660
	140642.4
	2
	Q8NDI1
	EH domain-binding protein 1

	Hingenbet (HI) treated
	15.55
	5.7
	596
	23949.6
	2
	Q8NDY6
	Class E basic helix-loop-helix protein 23

	Hingenbet (HI) treated
	24.98
	3.6
	491
	81836.7
	2
	Q8NE18
	Putative methyltransferase NSUN7

	Hingenbet (HI) treated
	16.36
	6.3
	500
	66099
	2
	Q8NE62
	Choline dehydrogenase, mitochondrial

	Hingenbet (HI) treated
	20.98
	3.8
	472
	102232.3
	2
	Q8NEB9
	Phosphatidylinositol 3-kinase catalytic subunit type 3

	Hingenbet (HI) treated
	27.4
	8.7
	916
	56239.1
	2
	Q8NER5
	Activin receptor type-1C

	Hingenbet (HI) treated
	17.4
	1.2
	503
	187688.5
	2
	Q8NEV4
	Myosin-IIIa

	Hingenbet (HI) treated
	15.33
	1.1
	513
	203209.9
	2
	Q8NEY1
	Neuron navigator 1

	Hingenbet (HI) treated
	20.82
	1.4
	487
	330269
	2
	Q8NFP9
	Neurobeachin

	Hingenbet (HI) treated
	18.74
	2.4
	524
	55849.4
	2
	Q8NG06
	E3 ubiquitin-protein ligase TRIM58

	Hingenbet (HI) treated
	13.87
	5.6
	4760
	36084
	2
	Q8NH04
	Olfactory receptor 2T27

	Hingenbet (HI) treated
	26.75
	2.1
	468
	155065.3
	2
	Q8NHM5
	Lysine-specific demethylase 2B

	Hingenbet (HI) treated
	24.88
	3.3
	1410
	125123.8
	2
	Q8NHU6
	Tudor domain-containing protein 7

	Hingenbet (HI) treated
	17.1
	1.6
	794
	197163.3
	2
	Q8NI35
	InaD-like protein

	Hingenbet (HI) treated
	20.15
	3.4
	570
	72462.4
	2
	Q8NI60
	Atypical kinase COQ8A, mitochondrial

	Hingenbet (HI) treated
	8.85
	1.4
	35000
	133276.4
	2
	Q8TAQ2
	SWI/SNF complex subunit SMARCC2

	Hingenbet (HI) treated
	24.38
	4.1
	668
	88638.8
	2
	Q8TB22
	Spermatogenesis-associated protein 20

	Hingenbet (HI) treated
	15.64
	3
	474
	81939.3
	2
	Q8TBB1
	E3 ubiquitin-protein ligase LNX

	Hingenbet (HI) treated
	19.47
	5.7
	500
	76969.9
	2
	Q8TBC3
	SH3KBP1-binding protein 1

	Hingenbet (HI) treated
	14.19
	3.6
	512
	56297.4
	2
	Q8TBG4
	Ethanolamine-phosphate phospho-lyase

	Hingenbet (HI) treated
	21.42
	10.1
	467
	53587.1
	2
	Q8TBK2
	N-lysine methyltransferase SETD6

	Hingenbet (HI) treated
	21.81
	6.3
	1210
	42971.4
	2
	Q8TBM8
	DnaJ homolog subfamily B member 14

	Hingenbet (HI) treated
	13.83
	4.4
	498
	43206.4
	2
	Q8TBN0
	Guanine nucleotide exchange factor for Rab-3A

	Hingenbet (HI) treated
	12
	2
	374
	87454.2
	2
	Q8TBP0
	TBC1 domain family member 16

	Hingenbet (HI) treated
	18.99
	2.6
	486
	131204.8
	2
	Q8TBY9
	Cilia- and flagella-associated protein 251

	Hingenbet (HI) treated
	15.68
	0.9
	1610
	308259.4
	2
	Q8TD26
	Chromodomain-helicase-DNA-binding protein 6

	Hingenbet (HI) treated
	22.21
	5.4
	486
	61388.5
	2
	Q8TDF5
	Neuropilin and tolloid-like protein 1

	Hingenbet (HI) treated
	20.79
	3.6
	571
	101587.9
	2
	Q8TE49
	OTU domain-containing protein 7A

	Hingenbet (HI) treated
	17.45
	0.6
	823
	532834.1
	2
	Q8TE73
	Dynein axonemal heavy chain 5

	Hingenbet (HI) treated
	16.19
	2.1
	474
	111202.8
	2
	Q8TEH3
	DENN domain-containing protein 1A

	Hingenbet (HI) treated
	21.71
	0.8
	21100
	281787.5
	2
	Q8TEP8
	Centrosomal protein of 192 kDa

	Hingenbet (HI) treated
	26
	3.9
	2020
	133176.7
	2
	Q8TEW8
	Partitioning defective 3 homolog B

	Hingenbet (HI) treated
	17.75
	4
	522
	75389.2
	2
	Q8TF50
	Zinc finger protein 526

	Hingenbet (HI) treated
	14.36
	6
	558
	46710.7
	2
	Q8WU08
	Serine/threonine-protein kinase 32A

	Hingenbet (HI) treated
	19.29
	6.4
	388
	44537.3
	2
	Q8WV60
	Pentatricopeptide repeat-containing protein 2, mitochondrial

	Hingenbet (HI) treated
	21.92
	2.4
	428
	123367.3
	2
	Q8WVS4
	Cytoplasmic dynein 2 intermediate chain 1

	Hingenbet (HI) treated
	23
	13.1
	272
	19722.5
	2
	Q8WW33
	Gametocyte-specific factor 1

	Hingenbet (HI) treated
	20.02
	1.6
	437
	208454.1
	2
	Q8WWQ0
	PH-interacting protein

	Hingenbet (HI) treated
	22.72
	5
	596
	94092.8
	2
	Q8WXB4
	Zinc finger protein 606

	Hingenbet (HI) treated
	22.59
	1.9
	606
	150381.5
	2
	Q8WXD9
	Caskin-1

	Hingenbet (HI) treated
	14.74
	7.3
	642
	36634.7
	2
	Q8WXF8
	DNA-binding death effector domain-containing protein 2

	Hingenbet (HI) treated
	15.45
	3.4
	427
	81866.7
	2
	Q8WXH2
	Junctophilin-3

	Hingenbet (HI) treated
	11.65
	3.1
	1310
	137252
	2
	Q8WXS8
	A disintegrin and metalloproteinase with thrombospondin motifs 14

	Hingenbet (HI) treated
	18
	2.2
	498
	106212.3
	2
	Q8WY36
	HMG box transcription factor BBX

	Hingenbet (HI) treated
	20.09
	3.2
	573
	101181.4
	2
	Q8WYQ9
	Zinc finger CCHC domain-containing protein 14

	Hingenbet (HI) treated
	24.52
	4.3
	1060
	108482.5
	2
	Q8WZ75
	Roundabout homolog 4

	Hingenbet (HI) treated
	16.91
	2.8
	1210
	80540.3
	2
	Q92541
	RNA polymerase-associated protein RTF1 homolog

	Hingenbet (HI) treated
	24.88
	4.1
	669
	104431.8
	2
	Q92562
	Polyphosphoinositide phosphatase

	Hingenbet (HI) treated
	26.91
	5.5
	112
	80949.9
	2
	Q92615
	La-related protein 4B

	Hingenbet (HI) treated
	20.53
	3.7
	650
	126397.9
	2
	Q92618
	Zinc finger protein 516

	Hingenbet (HI) treated
	30.87
	3.5
	1060
	141356.1
	2
	Q92620
	Pre-mRNA-splicing factor ATP-dependent RNA helicase PRP16

	Hingenbet (HI) treated
	28.69
	4.8
	746
	87802.8
	2
	Q92674
	Centromere protein I

	Hingenbet (HI) treated
	11.02
	3.3
	610
	88297
	2
	Q92805
	Golgin subfamily A member 1

	Hingenbet (HI) treated
	20.14
	13
	688
	34785
	2
	Q92890
	Ubiquitin recognition factor in ER-associated degradation protein 1

	Hingenbet (HI) treated
	16.56
	2.3
	456
	125655.3
	2
	Q92900
	Regulator of nonsense transcripts 1

	Hingenbet (HI) treated
	24.16
	3.1
	684
	152256.4
	2
	Q92954
	Proteoglycan 4

	Hingenbet (HI) treated
	15.16
	5.2
	593
	71412.3
	2
	Q92959
	Solute carrier organic anion transporter family member 2A1

	Hingenbet (HI) treated
	19.15
	3.1
	397
	112453.5
	2
	Q92974
	Rho guanine nucleotide exchange factor 2

	Hingenbet (HI) treated
	22.02
	4
	538
	82994.7
	2
	Q93063
	Exostosin-2

	Hingenbet (HI) treated
	19.4
	9.5
	630
	27700.7
	2
	Q969G5
	Caveolae-associated protein 3

	Hingenbet (HI) treated
	13.17
	3.4
	846
	52682.9
	2
	Q969G9
	Protein naked cuticle homolog 1

	Hingenbet (HI) treated
	22.02
	1.5
	518
	99316.6
	2
	Q969V6
	Myocardin-related transcription factor A

	Hingenbet (HI) treated
	17.22
	8.1
	452
	52570.7
	2
	Q969Y2
	5-taurinomethyluridine-[tRNA] synthase subunit GTPB3, mitochondrial

	Hingenbet (HI) treated
	15.45
	10.2
	752
	46122.1
	2
	Q96A83
	Collagen alpha-1(XXVI) chain

	Hingenbet (HI) treated
	19.13
	3.8
	532
	90944.5
	2
	Q96AC6
	Kinesin-like protein KIFC2

	Hingenbet (HI) treated
	17.14
	7.5
	676
	40035.7
	2
	Q96AQ8
	Mitochondrial calcium uniporter regulator 1

	Hingenbet (HI) treated
	15.5
	5.5
	371
	65347.3
	2
	Q96B18
	Dapper homolog 3

	Hingenbet (HI) treated
	16.82
	8.6
	465
	29825.7
	2
	Q96BD8
	SKA complex subunit 1

	Hingenbet (HI) treated
	24.17
	13.1
	516
	37205.2
	2
	Q96BK5
	PIN2/TERF1-interacting telomerase inhibitor 1

	Hingenbet (HI) treated
	19.18
	4
	545
	74144.1
	2
	Q96BP3
	Peptidylprolyl isomerase domain and WD repeat-containing protein 1

	Hingenbet (HI) treated
	12.53
	1.4
	568
	144036.7
	2
	Q96C45
	Serine/threonine-protein kinase ULK4

	Hingenbet (HI) treated
	25.26
	3.8
	446
	81363.3
	2
	Q96CP6
	Protein Aster-A

	Hingenbet (HI) treated
	17.83
	3.2
	571
	58788.7
	2
	Q96CS4
	Zinc finger protein 689

	Hingenbet (HI) treated
	18.37
	6.3
	417
	54152.9
	2
	Q96CU9
	FAD-dependent oxidoreductase domain-containing protein 1

	Hingenbet (HI) treated
	23.33
	5.5
	924
	48084.6
	2
	Q96E29
	Transcription termination factor 3, mitochondrial

	Hingenbet (HI) treated
	19.95
	2.2
	432
	99145
	2
	Q96EN8
	Molybdenum cofactor sulfurase

	Hingenbet (HI) treated
	12.95
	1.8
	584
	130268.8
	2
	Q96EV2
	RNA-binding protein 33

	Hingenbet (HI) treated
	21.89
	4.1
	297
	112888.8
	2
	Q96FS4
	Signal-induced proliferation-associated protein 1

	Hingenbet (HI) treated
	24.55
	2.3
	492
	128174.4
	2
	Q96HA1
	Nuclear envelope pore membrane protein POM 121

	Hingenbet (HI) treated
	22.1
	2.8
	815
	135592.7
	2
	Q96J92
	Serine/threonine-protein kinase WNK4

	Hingenbet (HI) treated
	22.8
	2.7
	1750
	135687.4
	2
	Q96JH7
	Deubiquitinating protein VCPIP1

	Hingenbet (HI) treated
	16.92
	2.3
	448
	201407.8
	2
	Q96JM4
	Leucine-rich repeat- and IQ domain-containing protein 1

	Hingenbet (HI) treated
	22.87
	14.1
	456
	28790.1
	2
	Q96K30
	RBPJ-interacting and tubulin-associated protein 1

	Hingenbet (HI) treated
	18.25
	2
	2670
	118151.1
	2
	Q96KR1
	Zinc finger RNA-binding protein

	Hingenbet (HI) treated
	14.8
	4.8
	35300
	59030.5
	2
	Q96LT9
	RNA-binding region-containing protein 3

	Hingenbet (HI) treated
	19.77
	6
	524
	47740.8
	2
	Q96LZ7
	Regulator of microtubule dynamics protein 2

	Hingenbet (HI) treated
	21.49
	5.1
	1170
	57434.6
	2
	Q96M29
	Tektin-5

	Hingenbet (HI) treated
	18.77
	1.5
	3940
	157673.7
	2
	Q96M83
	Coiled-coil domain-containing protein 7

	Hingenbet (HI) treated
	18.27
	6.1
	488
	70579.2
	2
	Q96MC4
	CEP295 N-terminal-like protein

	Hingenbet (HI) treated
	26.24
	6
	702
	84984.1
	2
	Q96MU7
	YTH domain-containing protein 1

	Hingenbet (HI) treated
	21.4
	2.5
	1170
	88830.6
	2
	Q96N46
	Tetratricopeptide repeat protein 14

	Hingenbet (HI) treated
	24.39
	4.5
	542
	82415.3
	2
	Q96N64
	PWWP domain-containing protein 2A

	Hingenbet (HI) treated
	9.17
	2.9
	833
	81251.3
	2
	Q96NL6
	Sodium channel and clathrin linker 1

	Hingenbet (HI) treated
	19.06
	2.2
	592
	144984.1
	2
	Q96PE1
	Adhesion G protein-coupled receptor A2

	Hingenbet (HI) treated
	21.88
	1.4
	512
	223779.6
	2
	Q96PE2
	Rho guanine nucleotide exchange factor 17

	Hingenbet (HI) treated
	27.18
	1.7
	624
	259341
	2
	Q96RK0
	Protein capicua homolog

	Hingenbet (HI) treated
	22.77
	2
	451
	202548.3
	2
	Q96RT7
	Gamma-tubulin complex component 6

	Hingenbet (HI) treated
	20.14
	6.6
	451
	71762
	2
	Q96RU3
	Formin-binding protein 1

	Hingenbet (HI) treated
	20.96
	13.8
	512
	28274
	2
	Q96S44
	EKC/KEOPS complex subunit TP53RK

	Hingenbet (HI) treated
	23.93
	3
	574
	78701.8
	2
	Q96S59
	Ran-binding protein 9

	Hingenbet (HI) treated
	18.56
	5.3
	238
	58659.8
	2
	Q96S94
	Cyclin-L2

	Hingenbet (HI) treated
	18.24
	4.5
	599
	83129.6
	2
	Q96SK3
	Zinc finger protein 607

	Hingenbet (HI) treated
	17.67
	3.1
	470
	89987.7
	2
	Q96ST8
	Centrosomal protein of 89 kDa

	Hingenbet (HI) treated
	19.42
	4.8
	483
	96144.8
	2
	Q96T21
	Selenocysteine insertion sequence-binding protein 2

	Hingenbet (HI) treated
	19.06
	4.5
	2860
	64120.4
	2
	Q96T49
	Protein phosphatase 1 regulatory inhibitor subunit 16B

	Hingenbet (HI) treated
	22.01
	1.6
	520
	221542.7
	2
	Q99466
	Neurogenic locus notch homolog protein 4

	Hingenbet (HI) treated
	20.43
	5.7
	572
	48302.8
	2
	Q99541
	Perilipin-2

	Hingenbet (HI) treated
	13.34
	1.6
	582
	116418.3
	2
	Q99575
	Ribonucleases P/MRP protein subunit POP1

	Hingenbet (HI) treated
	13.09
	1.6
	516
	166418
	2
	Q99590
	Protein SCAF11

	Hingenbet (HI) treated
	23.31
	12
	499
	33295.8
	2
	Q99623
	Prohibitin-2

	Hingenbet (HI) treated
	18.55
	3.9
	514
	111989.9
	2
	Q99650
	Oncostatin-M-specific receptor subunit beta

	Hingenbet (HI) treated
	12.99
	0.5
	468
	434437.2
	2
	Q99698
	Lysosomal-trafficking regulator

	Hingenbet (HI) treated
	19.08
	2.5
	454
	140907.9
	2
	Q99700
	Ataxin-2

	Hingenbet (HI) treated
	24.73
	5.5
	884
	103252.3
	2
	Q99708
	DNA endonuclease RBBP8

	Hingenbet (HI) treated
	19.22
	4.3
	570
	71295.8
	2
	Q99759
	Mitogen-activated protein kinase kinase kinase 3

	Hingenbet (HI) treated
	10.81
	4.4
	472
	59879.1
	2
	Q99832
	T-complex protein 1 subunit eta

	Hingenbet (HI) treated
	15.86
	4.1
	494
	97926.6
	2
	Q99959
	Plakophilin-2

	Hingenbet (HI) treated
	20
	0.9
	500
	455261.4
	2
	Q99996
	A-kinase anchor protein 9

	Hingenbet (HI) treated
	14.77
	2.7
	502
	85343.5
	2
	Q9BQI7
	PH and SEC7 domain-containing protein 2

	Hingenbet (HI) treated
	23.16
	11.1
	997
	28957.4
	2
	Q9BRJ9
	Mesoderm posterior protein 1

	Hingenbet (HI) treated
	26.88
	5.5
	454
	73442.7
	2
	Q9BRK4
	Leucine zipper putative tumor suppressor 2

	Hingenbet (HI) treated
	7.69
	6.3
	494
	32401.1
	2
	Q9BRL6
	Serine/arginine-rich splicing factor 8

	Hingenbet (HI) treated
	16.7
	3.7
	610
	54475.7
	2
	Q9BSW7
	Synaptotagmin-17

	Hingenbet (HI) treated
	15.55
	6.2
	474
	54420.7
	2
	Q9BTU6
	Phosphatidylinositol 4-kinase type 2-alpha

	Hingenbet (HI) treated
	18.72
	11.4
	504
	38970.9
	2
	Q9BTX7
	Alpha-tocopherol transfer protein-like

	Hingenbet (HI) treated
	19.6
	4.6
	488
	66632.6
	2
	Q9BV36
	Melanophilin

	Hingenbet (HI) treated
	28.11
	1.7
	855
	282045.1
	2
	Q9BV73
	Centrosome-associated protein CEP250

	Hingenbet (HI) treated
	21.07
	4.2
	496
	75873.9
	2
	Q9BW27
	Nuclear pore complex protein Nup85

	Hingenbet (HI) treated
	24.51
	10.5
	524
	39295.4
	2
	Q9BW91
	ADP-ribose pyrophosphatase, mitochondrial

	Hingenbet (HI) treated
	26.59
	6.5
	668
	84767.3
	2
	Q9BXB5
	Oxysterol-binding protein-related protein 10

	Hingenbet (HI) treated
	16.53
	4.1
	598
	60261.8
	2
	Q9BXM9
	FSD1-like protein

	Hingenbet (HI) treated
	18.76
	7.2
	484
	49622.1
	2
	Q9BXS6
	Nucleolar and spindle-associated protein 1

	Hingenbet (HI) treated
	25.78
	0.9
	13500
	319438.5
	2
	Q9BXT5
	Testis-expressed protein 15

	Hingenbet (HI) treated
	22.84
	8.5
	368
	45924.2
	2
	Q9BXU3
	Testis-expressed protein 13A

	Hingenbet (HI) treated
	21.28
	2.2
	484
	197734.4
	2
	Q9BY89
	Uncharacterized protein KIAA1671

	Hingenbet (HI) treated
	25.57
	2.9
	450
	142224.8
	2
	Q9BYE9
	Cadherin-related family member 2

	Hingenbet (HI) treated
	17.65
	2.7
	858
	78915.1
	2
	Q9BYH8
	NF-kappa-B inhibitor zeta

	Hingenbet (HI) treated
	18.31
	4.4
	420
	94552.3
	2
	Q9BYN7
	Zinc finger protein 341

	Hingenbet (HI) treated
	16.5
	3.2
	2920
	106324.8
	2
	Q9BYX2
	TBC1 domain family member 2A

	Hingenbet (HI) treated
	19.65
	5.5
	1180
	57875.1
	2
	Q9BZI7
	Regulator of nonsense transcripts 3B

	Hingenbet (HI) treated
	17.62
	5.2
	530
	51619.9
	2
	Q9BZR6
	Reticulon-4 receptor

	Hingenbet (HI) treated
	13.05
	6.1
	1060
	36940
	2
	Q9BZR8
	Apoptosis facilitator Bcl-2-like protein 14

	Hingenbet (HI) treated
	16.28
	5.5
	792
	59345.8
	2
	Q9BZZ5
	Apoptosis inhibitor 5

	Hingenbet (HI) treated
	22.49
	1.7
	965
	210377.5
	2
	Q9C093
	Sperm flagellar protein 2

	Hingenbet (HI) treated
	22.84
	1.6
	1480
	277594.3
	2
	Q9C0A1
	Zinc finger homeobox protein 2

	Hingenbet (HI) treated
	19.03
	3.1
	644
	122285.9
	2
	Q9C0B7
	Transport and Golgi organization protein 6 homolog

	Hingenbet (HI) treated
	14.26
	2
	454
	182819.3
	2
	Q9C0C2
	182 kDa tankyrase-1-binding protein

	Hingenbet (HI) treated
	15.42
	2.1
	603
	93819.3
	2
	Q9C0C4
	Semaphorin-4C

	Hingenbet (HI) treated
	26.71
	2.6
	492
	143360.5
	2
	Q9C0C7
	Activating molecule in BECN1-regulated autophagy protein 1

	Hingenbet (HI) treated
	15.81
	3.6
	660
	113484.2
	2
	Q9C0E4
	Glutamate receptor-interacting protein 2

	Hingenbet (HI) treated
	26.75
	1.9
	880
	244481.9
	2
	Q9C0F0
	Putative Polycomb group protein ASXL3

	Hingenbet (HI) treated
	17.05
	2.4
	958
	122310.6
	2
	Q9C0H5
	Rho GTPase-activating protein 39

	Hingenbet (HI) treated
	22.4
	7.4
	592
	40519.1
	2
	Q9H0F6
	Sharpin

	Hingenbet (HI) treated
	14.28
	3.7
	596
	80545.6
	2
	Q9H0J9
	Protein mono-ADP-ribosyltransferase PARP12

	Hingenbet (HI) treated
	18.07
	7.2
	1380
	45105.3
	2
	Q9H1N7
	Adenosine 3'-phospho 5'-phosphosulfate transporter 2

	Hingenbet (HI) treated
	27.15
	4.5
	842
	124930
	2
	Q9H2P0
	Activity-dependent neuroprotector homeobox protein

	Hingenbet (HI) treated
	25.33
	10
	494
	46437
	2
	Q9H2S5
	RING finger protein 39

	Hingenbet (HI) treated
	14.66
	4
	568
	93688.1
	2
	Q9H2Y9
	Solute carrier organic anion transporter family member 5A1

	Hingenbet (HI) treated
	18.98
	6.7
	482
	54448
	2
	Q9H3G5
	Probable serine carboxypeptidase CPVL

	Hingenbet (HI) treated
	16.58
	2.9
	498
	122033.6
	2
	Q9H3R0
	Lysine-specific demethylase 4C

	Hingenbet (HI) treated
	19.84
	5
	482
	46768.7
	2
	Q9H497
	Torsin-3A

	Hingenbet (HI) treated
	23
	1
	552
	320853.7
	2
	Q9H5I5
	Piezo-type mechanosensitive ion channel component 2

	Hingenbet (HI) treated
	23.24
	5.9
	410
	63998.1
	2
	Q9H5N1
	Rab GTPase-binding effector protein 2

	Hingenbet (HI) treated
	17.29
	3.2
	679
	112263.4
	2
	Q9H5P4
	PDZ domain-containing protein 7

	Hingenbet (HI) treated
	27.17
	11.7
	516
	26023.5
	2
	Q9H5V9
	STING ER exit protein

	Hingenbet (HI) treated
	22
	5.8
	498
	42157.7
	2
	Q9H790
	Exonuclease V

	Hingenbet (HI) treated
	18.95
	1.7
	583
	216331.8
	2
	Q9H7D0
	Dedicator of cytokinesis protein 5

	Hingenbet (HI) treated
	26.6
	15.7
	438
	25334.4
	2
	Q9H7E9
	UPF0488 protein C8orf33

	Hingenbet (HI) treated
	13.89
	6.4
	6990
	30757.1
	2
	Q9H7J1
	Protein phosphatase 1 regulatory subunit 3E

	Hingenbet (HI) treated
	19.67
	6.6
	624
	69386.7
	2
	Q9H845
	Complex I assembly factor ACAD9, mitochondrial

	Hingenbet (HI) treated
	15.22
	6.1
	466
	33241.5
	2
	Q9H8T0
	AKT-interacting protein

	Hingenbet (HI) treated
	14.33
	2.9
	470
	104530
	2
	Q9H8V3
	Protein ECT2

	Hingenbet (HI) treated
	23.96
	5
	565
	66297.6
	2
	Q9H8W5
	E3 ubiquitin-protein ligase TRIM45

	Hingenbet (HI) treated
	34.26
	7.5
	660
	80206.2
	2
	Q9H9D4
	Zinc finger protein 408

	Hingenbet (HI) treated
	28.8
	4.5
	442
	90051.4
	2
	Q9H9E3
	Conserved oligomeric Golgi complex subunit 4

	Hingenbet (HI) treated
	11.63
	2.6
	537
	73353.5
	2
	Q9HA65
	TBC1 domain family member 17

	Hingenbet (HI) treated
	26.44
	3.8
	464
	66487.4
	2
	Q9HB29
	Interleukin-1 receptor-like 2

	Hingenbet (HI) treated
	23.86
	6.3
	467
	59451.6
	2
	Q9HB96
	Fanconi anemia group E protein

	Hingenbet (HI) treated
	19.09
	2.9
	899
	120444.8
	2
	Q9HBR0
	Solute carrier family 38 member 10

	Hingenbet (HI) treated
	19.44
	11.1
	499
	35192.2
	2
	Q9HC38
	Glyoxalase domain-containing protein 4

	Hingenbet (HI) treated
	22.6
	3.8
	501
	137286.9
	2
	Q9HCE9
	Anoctamin-8

	Hingenbet (HI) treated
	13.33
	1.3
	542
	202624.8
	2
	Q9HCJ0
	Trinucleotide repeat-containing gene 6C protein

	Hingenbet (HI) treated
	15.62
	1.4
	1980
	268751
	2
	Q9HCK1
	DBF4-type zinc finger-containing protein 2

	Hingenbet (HI) treated
	25.89
	3.7
	572
	127002.7
	2
	Q9HCL0
	Protocadherin-18

	Hingenbet (HI) treated
	15.64
	2.3
	882
	82425.3
	2
	Q9HCM4
	Band 4.1-like protein 5

	Hingenbet (HI) treated
	17.66
	4.3
	448
	79741.9
	2
	Q9HCS5
	Band 4.1-like protein 4A

	Hingenbet (HI) treated
	8.23
	2.7
	516
	68628.7
	2
	Q9HD45
	Transmembrane 9 superfamily member 3

	Hingenbet (HI) treated
	15.47
	15.4
	715
	18921.2
	2
	Q9HDD0
	Phospholipase A and acyltransferase 1

	Hingenbet (HI) treated
	17.75
	7.7
	462
	40142.8
	2
	Q9NP66
	High mobility group protein 20A

	Hingenbet (HI) treated
	11.05
	4.4
	482
	53478.2
	2
	Q9NQ55
	Suppressor of SWI4 1 homolog

	Hingenbet (HI) treated
	15.51
	4.7
	458
	44945.2
	2
	Q9NQ69
	LIM/homeobox protein Lhx9

	Hingenbet (HI) treated
	25.99
	5.1
	1770
	125566
	2
	Q9NQW6
	Anillin

	Hingenbet (HI) treated
	18.69
	0.4
	602
	536535.4
	2
	Q9NR09
	Dual E2 ubiquitin-conjugating enzyme/E3 ubiquitin-protein ligase BIRC6

	Hingenbet (HI) treated
	12.41
	0.9
	393
	419481.1
	2
	Q9NRC6
	Spectrin beta chain, non-erythrocytic 5

	Hingenbet (HI) treated
	20.53
	2.3
	558
	145818.3
	2
	Q9NRP7
	Serine/threonine-protein kinase 36

	Hingenbet (HI) treated
	19.22
	1.8
	406
	160910.7
	2
	Q9NRR4
	Ribonuclease 3

	Hingenbet (HI) treated
	22.18
	4
	472
	120222.5
	2
	Q9NS56
	E3 ubiquitin-protein ligase Topors

	Hingenbet (HI) treated
	20.67
	1.4
	462
	265670.1
	2
	Q9NSI6
	Bromodomain and WD repeat-containing protein 1

	Hingenbet (HI) treated
	13.02
	2.1
	465
	138235.7
	2
	Q9NSV4
	Protein diaphanous homolog 3

	Hingenbet (HI) treated
	22.21
	5.7
	524
	43971.7
	2
	Q9NTG7
	NAD-dependent protein deacetylase sirtuin-3, mitochondrial

	Hingenbet (HI) treated
	17.46
	3
	480
	87404.5
	2
	Q9NU02
	Ankyrin repeat and EF-hand domain-containing protein 1

	Hingenbet (HI) treated
	19.14
	3.4
	502
	75711.2
	2
	Q9NUB1
	Acetyl-coenzyme A synthetase 2-like, mitochondrial

	Hingenbet (HI) treated
	28.76
	10.6
	869
	31119.3
	2
	Q9NUI1
	Peroxisomal 2,4-dienoyl-CoA reductase [(3E)-enoyl-CoA-producing]

	Hingenbet (HI) treated
	22.56
	8.2
	432
	42413.7
	2
	Q9NUQ2
	1-acyl-sn-glycerol-3-phosphate acyltransferase epsilon

	Hingenbet (HI) treated
	18.74
	5.1
	540
	61098.1
	2
	Q9NUQ3
	Gamma-taxilin

	Hingenbet (HI) treated
	27.08
	5.8
	718
	62271.3
	2
	Q9NV72
	Zinc finger protein 701

	Hingenbet (HI) treated
	16.86
	7
	573
	31508.3
	2
	Q9NVT9
	Armadillo repeat-containing protein 1

	Hingenbet (HI) treated
	26.16
	4.6
	526
	68889.9
	2
	Q9NVW2
	E3 ubiquitin-protein ligase RLIM

	Hingenbet (HI) treated
	12.69
	5.4
	468
	33215.8
	2
	Q9NWB6
	Arginine and glutamate-rich protein 1

	Hingenbet (HI) treated
	26.99
	3.2
	1710
	117431.6
	2
	Q9NWH9
	SAFB-like transcription modulator

	Hingenbet (HI) treated
	20.22
	20.2
	440
	19771.3
	2
	Q9NX00
	Transmembrane protein 160

	Hingenbet (HI) treated
	29.23
	5.3
	1470
	121715
	2
	Q9NX05
	Constitutive coactivator of PPAR-gamma-like protein 2

	Hingenbet (HI) treated
	10.78
	3
	3010
	100294.3
	2
	Q9NXC5
	GATOR2 complex protein MIOS

	Hingenbet (HI) treated
	21.69
	14.1
	540
	26491.5
	2
	Q9NXV2
	BTB/POZ domain-containing protein KCTD5

	Hingenbet (HI) treated
	19.33
	3.4
	638
	106234.3
	2
	Q9NYF8
	Bcl-2-associated transcription factor 1

	Hingenbet (HI) treated
	16.31
	2.2
	474
	122460.3
	2
	Q9NYK1
	Toll-like receptor 7

	Hingenbet (HI) treated
	12.67
	1.6
	596
	164836.3
	2
	Q9NYV4
	Cyclin-dependent kinase 12

	Hingenbet (HI) treated
	30.52
	6.2
	663
	79073.9
	2
	Q9NYZ3
	G2 and S phase-expressed protein 1

	Hingenbet (HI) treated
	18.61
	3.2
	494
	70397.2
	2
	Q9NZI5
	Grainyhead-like protein 1 homolog

	Hingenbet (HI) treated
	22.53
	3.2
	6580
	80892.7
	2
	Q9NZJ0
	Denticleless protein homolog

	Hingenbet (HI) treated
	13.99
	1
	720
	236244.8
	2
	Q9NZM1
	Myoferlin

	Hingenbet (HI) treated
	22.51
	5.2
	512
	66240.6
	2
	Q9NZV5
	Selenoprotein N

	Hingenbet (HI) treated
	30.11
	4.2
	466
	118987.2
	2
	Q9P1A6
	Disks large-associated protein 2

	Hingenbet (HI) treated
	20.42
	3.4
	808
	136569.2
	2
	Q9P218
	Collagen alpha-1(XX) chain

	Hingenbet (HI) treated
	24.12
	1.5
	492
	173713.6
	2
	Q9P265
	Disco-interacting protein 2 homolog B

	Hingenbet (HI) treated
	18.69
	0.7
	548
	305281.2
	2
	Q9P273
	Teneurin-3

	Hingenbet (HI) treated
	13.67
	1.3
	786
	124218
	2
	Q9P275
	Ubiquitin carboxyl-terminal hydrolase 36

	Hingenbet (HI) treated
	22.71
	3.4
	535
	123710.5
	2
	Q9P278
	Folliculin-interacting protein 2

	Hingenbet (HI) treated
	31.17
	1
	457
	491482.5
	2
	Q9P2D7
	Dynein axonemal heavy chain 1

	Hingenbet (HI) treated
	17.25
	1.3
	494
	152852.9
	2
	Q9P2E9
	Ribosome-binding protein 1

	Hingenbet (HI) treated
	17.2
	5.3
	1510
	69827.8
	2
	Q9P2G9
	Kelch-like protein 8

	Hingenbet (HI) treated
	14.2
	2.5
	484
	135313.4
	2
	Q9P2L0
	WD repeat-containing protein 35

	Hingenbet (HI) treated
	28.8
	0.7
	493
	522153.7
	2
	Q9P2P6
	StAR-related lipid transfer protein 9

	Hingenbet (HI) treated
	17.49
	3.3
	14700
	116026.8
	2
	Q9P2Q2
	FERM domain-containing protein 4A

	Hingenbet (HI) treated
	24.3
	4.5
	454
	119311.3
	2
	Q9UBC5
	Unconventional myosin-Ia

	Hingenbet (HI) treated
	12.81
	4.8
	490
	53760.5
	2
	Q9UBG3
	Cornulin

	Hingenbet (HI) treated
	25.45
	7.7
	628
	57662.4
	2
	Q9UBG7
	Recombining binding protein suppressor of hairless-like protein

	Hingenbet (HI) treated
	15.19
	2.8
	512
	78585.2
	2
	Q9UBK8
	Methionine synthase reductase

	Hingenbet (HI) treated
	21.51
	2.2
	434
	139443.7
	2
	Q9UBZ9
	DNA repair protein REV1

	Hingenbet (HI) treated
	24.26
	3
	502
	116291.8
	2
	Q9UDT6
	CAP-Gly domain-containing linker protein 2

	Hingenbet (HI) treated
	19.95
	3.5
	1320
	71859.6
	2
	Q9UG63
	ATP-binding cassette sub-family F member 2

	Hingenbet (HI) treated
	21.12
	5.4
	522
	63236.2
	2
	Q9UGJ0
	5'-AMP-activated protein kinase subunit gamma-2

	Hingenbet (HI) treated
	22.22
	2.6
	466
	178792.4
	2
	Q9UGL1
	Lysine-specific demethylase 5B

	Hingenbet (HI) treated
	27.84
	7.5
	458
	66775.1
	2
	Q9UGN5
	Poly [ADP-ribose] polymerase 2

	Hingenbet (HI) treated
	20.97
	4.5
	535
	79737.6
	2
	Q9UI46
	Dynein axonemal intermediate chain 1

	Hingenbet (HI) treated
	23.98
	2
	484
	242223.6
	2
	Q9UIF8
	Bromodomain adjacent to zinc finger domain protein 2B

	Hingenbet (HI) treated
	16.37
	8.1
	592
	33081
	2
	Q9UJD0
	Regulating synaptic membrane exocytosis protein 3

	Hingenbet (HI) treated
	25.36
	6.4
	4070
	34165.8
	2
	Q9UJK0
	18S rRNA aminocarboxypropyltransferase

	Hingenbet (HI) treated
	16.82
	1.3
	368
	213075.9
	2
	Q9UKA4
	A-kinase anchor protein 11

	Hingenbet (HI) treated
	18.73
	6.3
	1180
	44935
	2
	Q9UKB5
	Adherens junction-associated protein 1

	Hingenbet (HI) treated
	18.99
	3.7
	234
	87268.6
	2
	Q9UKI8
	Serine/threonine-protein kinase tousled-like 1

	Hingenbet (HI) treated
	11.04
	1.7
	510
	165107.3
	2
	Q9UKJ3
	G patch domain-containing protein 8

	Hingenbet (HI) treated
	20.79
	1.8
	553
	224067.5
	2
	Q9UKX2
	Myosin-2

	Hingenbet (HI) treated
	20.84
	11.2
	396
	33559.6
	2
	Q9UL40
	Zinc finger protein 346

	Hingenbet (HI) treated
	17.4
	1.6
	504
	198136.2
	2
	Q9ULH0
	Kinase D-interacting substrate of 220 kDa

	Hingenbet (HI) treated
	19.83
	2.9
	414
	123625.1
	2
	Q9ULJ8
	Neurabin-1

	Hingenbet (HI) treated
	19.1
	2
	465
	156634.8
	2
	Q9ULL1
	Pleckstrin homology domain-containing family G member 1

	Hingenbet (HI) treated
	14.08
	3.7
	546
	68842.2
	2
	Q9ULN7
	Paraneoplastic antigen-like protein 8B

	Hingenbet (HI) treated
	22.21
	0.9
	500
	292387.1
	2
	Q9ULT8
	E3 ubiquitin-protein ligase HECTD1

	Hingenbet (HI) treated
	26.4
	2.5
	479
	151057.7
	2
	Q9UM54
	Unconventional myosin-VI

	Hingenbet (HI) treated
	23.88
	1.9
	486
	141393.5
	2
	Q9UMZ2
	Synergin gamma

	Hingenbet (HI) treated
	20.26
	4.7
	434
	104112.2
	2
	Q9UNA0
	A disintegrin and metalloproteinase with thrombospondin motifs 5

	Hingenbet (HI) treated
	17.49
	9.2
	538
	35521
	2
	Q9UNQ2
	Dimethyladenosine transferase

	Hingenbet (HI) treated
	15.74
	3.1
	498
	130841
	2
	Q9UNY4
	Transcription termination factor 2

	Hingenbet (HI) treated
	21.32
	2.6
	512
	128483.2
	2
	Q9UPM8
	AP-4 complex subunit epsilon-1

	Hingenbet (HI) treated
	32.32
	4.5
	452
	102640.8
	2
	Q9UPR6
	Zinc finger RNA-binding protein 2

	Hingenbet (HI) treated
	15.44
	2.8
	371
	83779.8
	2
	Q9UPT5
	Exocyst complex component 7

	Hingenbet (HI) treated
	21.53
	6.1
	545
	80097.9
	2
	Q9UPU9
	Protein Smaug homolog 1

	Hingenbet (HI) treated
	17.67
	1.9
	860
	195007.4
	2
	Q9UPW8
	Protein unc-13 homolog A

	Hingenbet (HI) treated
	14.23
	1.1
	1630
	221416.1
	2
	Q9UPY3
	Endoribonuclease Dicer

	Hingenbet (HI) treated
	17.1
	1.7
	574
	141938.5
	2
	Q9UQE7
	Structural maintenance of chromosomes protein 3

	Hingenbet (HI) treated
	21.17
	2.3
	2680
	133846.1
	2
	Q9Y2H6
	Fibronectin type-III domain-containing protein 3A

	Hingenbet (HI) treated
	17.46
	1.3
	542
	239756.4
	2
	Q9Y2I7
	1-phosphatidylinositol 3-phosphate 5-kinase

	Hingenbet (HI) treated
	11.35
	2.1
	529
	118900.4
	2
	Q9Y2L6
	FERM domain-containing protein 4B

	Hingenbet (HI) treated
	20.5
	3.2
	548
	108720.9
	2
	Q9Y2W1
	Thyroid hormone receptor-associated protein 3

	Hingenbet (HI) treated
	16.98
	3.3
	1040
	89212.5
	2
	Q9Y3M9
	Zinc finger protein 337

	Hingenbet (HI) treated
	10.43
	2.8
	596
	68343.6
	2
	Q9Y483
	Metal-response element-binding transcription factor 2

	Hingenbet (HI) treated
	26.64
	0.4
	486
	341655.1
	2
	Q9Y485
	DmX-like protein 1

	Hingenbet (HI) treated
	21.84
	1.5
	542
	210777.5
	2
	Q9Y4B5
	Microtubule cross-linking factor 1

	Hingenbet (HI) treated
	18.37
	2.6
	489
	166260.7
	2
	Q9Y4E6
	WD repeat-containing protein 7

	Hingenbet (HI) treated
	7.74
	2.6
	514
	119486.5
	2
	Q9Y4F9
	Rho family-interacting cell polarization regulator 2

	Hingenbet (HI) treated
	26.55
	3.2
	466
	119438
	2
	Q9Y4G2
	Pleckstrin homology domain-containing family M member 1

	Hingenbet (HI) treated
	20.98
	1.7
	769
	168269.8
	2
	Q9Y4G8
	Rap guanine nucleotide exchange factor 2

	Hingenbet (HI) treated
	24.35
	4.5
	510
	103111
	2
	Q9Y5H8
	Protocadherin alpha-3

	Hingenbet (HI) treated
	15.03
	1.5
	453
	222904
	2
	Q9Y5Y9
	Sodium channel protein type 10 subunit alpha

	Hingenbet (HI) treated
	17.48
	4.4
	693
	48039.7
	2
	Q9Y606
	Pseudouridylate synthase 1 homolog

	Hingenbet (HI) treated
	13.67
	1.2
	689
	274393.6
	2
	Q9Y618
	Nuclear receptor corepressor 2

	Hingenbet (HI) treated
	12.06
	1.7
	629
	98583
	2
	Q9Y6F6
	Inositol 1,4,5-triphosphate receptor associated 1

	Hingenbet (HI) treated
	19.55
	4.1
	468
	115779.7
	2
	Q9Y6L7
	Tolloid-like protein 2

	Hingenbet (HI) treated
	18.03
	1.8
	391
	183393.1
	2
	Q9Y6R4
	Mitogen-activated protein kinase kinase kinase 4

	Hingenbet (HI) treated
	23.05
	0.7
	684
	562515
	2
	Q9Y6V0
	Protein piccolo







Supplimentary Table 2: Matrix used for construction of Heat map for differential expression analysis.

	group
	Untreated
	Standard
	Treated

	sample
	Control
	CPT-3μM 
	HI-34μM 

	Q9BXP5
	0
	-5.76951
	-4.35857

	Q9NYQ7
	0
	-3.11596
	-3.92276

	Q15413
	0
	-3.05262
	-2.47139

	Q9NRC6
	0
	-1.95004
	-2.13534

	P20930
	0
	-3.12911
	-2.01317

	Q13428
	0
	-0.30408
	-1.83392

	Q09666
	0
	0.213069
	-1.16897

	O15417
	0
	-0.46435
	-0.83547

	P08123
	0
	0.115214
	-0.65698

	Q13029
	0
	0.106055
	-0.59618

	Q8WXI7
	0
	-0.48386
	-0.55685

	Q9UMN6
	0
	-0.28204
	-0.49038

	Q12955
	0
	0.805391
	-0.48864

	Q9UGU0
	0
	-0.64667
	-0.47222

	Q15751
	0
	1.955135
	-0.30693

	Q8WXH0
	0
	0.262201
	-0.25655

	Q8WZ42
	0
	-0.58061
	-0.25503

	Q66K64
	0
	1.104337
	-0.25027

	Q9UNA0
	0
	1.970882
	-0.23794

	Q9NYF8
	0
	2.999262
	-0.198

	P46939
	0
	5.399077
	-0.16776

	P12111
	0
	-0.32074
	-0.15544

	Q5CZC0
	0
	0.391042
	-0.15035

	P20929
	0
	1.019582
	-0.14122

	Q9P281
	0
	3.118801
	-0.10713

	Q9P2D1
	0
	0.334143
	-0.10507

	Q9NZJ4
	0
	2.685181
	-0.08714

	Q9Y6V0
	0
	-0.05344
	-0.06184

	Q9UIF8
	0
	0.173767
	-0.04394

	Q2M1Z3
	0
	0.779515
	0.009781

	Q5VST9
	0
	0.732415
	0.01413

	Q8N3K9
	0
	6.328119
	0.039528

	O95996
	0
	0.314644
	0.196887

	Q9NR09
	0
	-0.55807
	0.255875

	Q5VT06
	0
	-0.30311
	0.26276

	Q86YE8
	0
	2.857372
	0.369424

	A4UGR9
	0
	0.392317
	0.571753

	Q2LD37
	0
	2.224494
	0.828234

	P42345
	0
	6.69302
	0.950861

	Q13796
	0
	-0.04721
	1.038665

	Q6ZQQ6
	0
	5.293166
	1.099017

	Q14315
	0
	-1.29018
	1.132429

	Q86UR5
	0
	-0.1054
	1.244804

	Q8NFW1
	0
	-0.3054
	1.277012

	Q8NDH2
	0
	0.381804
	1.297148

	Q8IZC6
	0
	-0.50122
	1.654774

	P46013
	0
	0.08674
	1.927528

	Q8NEZ4
	0
	-0.15741
	2.649141

	P22105
	0
	0.011496
	3.028923

	Q5TBA9
	0
	-0.0618
	4.285325

	A0A494C071
	0
	0.094201
	4.697845


 



Supplimentary Table 3: DAVID functional annotation, KEGG pathway enrichment analysis of significantly downregulated proteins due to HI-34 μg/ml treatment.

	Term
	Count
	List Total
	Pop Hits
	Pop Total
	P-Value
	Benjamini
	Fold Enrichment
	Bonferroni
	FDR
	Fisher Exact
	User Ids

	Focal adhesion
	38
	619
	203
	9496
	8.05E-09
	2.71E-06
	2.87
	2.71E-06
	2.58E-06
	2.42E-09
	SHC4,MYLK2,FLT1,ROCK1,ROCK2,ITGB4,SRC,LAMA1,LAMA3,TNC,PIK3CD,LAMC2,ARHGAP5,MYLK,COMP,RELN,AKT3,PIP5K1A,AKT1,PDGFRB,ITGA4,LAMB2,LAMB4,FN1,LAMB1,VAV1,COL1A1,COL2A1,COL4A1,ITGA8,RAPGEF1,ZYX,ITGA7,COL6A6,TLN2,COL6A5,COL9A2,PPP1R12C

	Motor proteins
	36
	619
	197
	9496
	4.04E-08
	6.79E-06
	2.80
	1.36E-05
	6.48E-06
	1.25E-08
	DNAH3,DNAH2,DNAH7,DNAH6,KIF14,KIF17,KIF15,KIF3A,MYO18A,KIF13B,MYH14,TNNI3,KIF21A,KIF1A,MYH10,DNAH11,DNAH17,STARD9,MYO5A,MYO9B,HOOK3,KIF7,MYO19,KIF27,DYNC1LI1,MYO1E,CENPE,KIF18A,KIF16B,MYO5B,MYH9,KIFC3,KIF2B,MYH4,MYO1H,MYO1F

	ECM-receptor interaction
	22
	619
	89
	9496
	1.69E-07
	1.90E-05
	3.79
	5.69E-05
	1.81E-05
	3.60E-08
	ITGA4,LAMB2,ITGB4,LAMA1,LAMA3,LAMB4,TNC,FN1,LAMB1,LAMC2,COL1A1,COMP,COL2A1,RELN,COL4A1,ITGA8,DAG1,ITGA7,COL6A6,COL6A5,COL9A2,FREM1

	Cytoskeleton in muscle cells
	38
	619
	233
	9496
	3.3E-07
	2.77E-05
	2.50
	1.11E-04
	2.65E-05
	1.17E-07
	FBN3,SPTBN5,ITGB4,LAMA1,COL11A1,FHL1,FMN2,MYOM2,MYOM3,COMP,PDLIM3,CSRP3,NRAP,DAG1,XIRP1,MYH14,TNNI3,ANKRD2,MYH10,COL24A1,ITGA4,NEBL,FN1,COL1A1,FMNL1,COL4A1,ITGA8,ZYX,MYH9,ITGA7,COL6A6,TLN2,COL6A5,COL9A2,MYH4,SNTB1,PLEC,SNTB2

	Human papillomavirus infection
	39
	619
	333
	9496
	0.00047
	0.0315
	1.80
	0.146
	0.0301
	0.000244
	RB1,NOTCH3,ITGB4,LAMA1,NOTCH4,LAMA3,TNC,UBR4,PIK3CD,LAMC2,COMP,RELN,TBK1,AKT3,E2F1,AKT1,ATP6V1H,MAGI1,PDGFRB,TCF7L2,MAP2K2,ITGA4,LAMB2,LAMB4,FN1,FZD8,LAMB1,ISG15,PPP2R5C,COL1A1,COL2A1,DLG3,COL4A1,ITGA8,GNAS,ITGA7,COL6A6,COL6A5,COL9A2

	Regulation of actin cytoskeleton
	29
	619
	232
	9496
	0.0011
	0.0617
	1.92
	0.31
	0.059
	0.000525
	MYLK2,ROCK1,ROCK2,ITGB4,SRC,PIK3CD,ITGAE,FGD1,MYLK,AKT3,PIP5K1A,AKT1,MYH14,PIP4K2A,MYH10,PDGFRB,ACTR3,MAP2K2,ITGA4,LIMK2,FN1,VAV1,TIAM1,RGCC,FGF19,ITGA8,MYH9,ITGA7,PPP1R12C

	ABC transporters
	10
	619
	45
	9496
	0.00211
	0.101
	3.41
	0.508
	0.0968
	0.000512
	ABCA1,ABCC4,ABCG8,ABCA6,ABCC5,ABCB4,ABCA4,ABCB8,ABCA12,ABCA13

	Hedgehog signaling pathway
	11
	619
	56
	9496
	0.00296
	0.103
	3.01
	0.63
	0.0986
	0.000831
	EVC2,SMURF2,SMURF1,KIF3A,CUL3,HHIP,PTCH2,CSNK1E,MEGF8,KIF7,CSNK1G2

	Protein digestion and absorption
	16
	619
	105
	9496
	0.00315
	0.103
	2.34
	0.654
	0.0986
	0.00119
	COL15A1,COL24A1,COL13A1,COL25A1,COL11A1,SLC3A2,SLC8A1,SLC8A3,COL1A1,COL2A1,COL4A1,COL10A1,COL6A6,COL6A5,COL9A2,PRSS3

	Arrhythmogenic right ventricular cardiomyopathy
	14
	619
	86
	9496
	0.00353
	0.103
	2.50
	0.695
	0.0986
	0.00124
	RYR2,TCF7L2,ITGA4,ITGB4,LAMA1,ATP2A1,SLC8A1,SLC8A3,CACNB3,ITGA8,DAG1,ITGA7,SNTB1,SNTB2

	Yersinia infection
	19
	619
	138
	9496
	0.00356
	0.103
	2.11
	0.699
	0.0986
	0.00151
	ACTR3,FYB1,MAP2K2,ROCK1,ITGA4,ROCK2,SRC,ARHGEF28,FN1,PIK3CD,NLRC4,VAV1,MAPK12,RPS6KA3,CD4,TBK1,AKT3,PIP5K1A,AKT1

	Virion - Lassa virus and SFTS virus
	6
	619
	17
	9496
	0.00369
	0.103
	5.41
	0.711
	0.0986
	0.000498
	NRP2,PCDH11X,DAG1,MYH9,MYH14,MYH10

	Hypertrophic cardiomyopathy
	15
	619
	99
	9496
	0.00468
	0.121
	2.32
	0.793
	0.116
	0.00178
	RYR2,PRKAA2,ITGA4,ITGB4,LAMA1,ATP2A1,SLC8A1,SLC8A3,CACNB3,ITGA8,DAG1,ITGA7,TNNI3,SNTB1,SNTB2

	Rap1 signaling pathway
	25
	619
	212
	9496
	0.00555
	0.126
	1.81
	0.846
	0.12
	0.0028
	FLT1,SRC,CTNND1,PIK3CD,SIPA1L3,GRIN2A,RASSF5,AKT3,AKT1,MAGI1,PDGFRB,ANGPT4,FYB1,MAP2K2,MAGI3,MAPK12,VAV1,TIAM1,FGF19,RAPGEF1,GNAS,EVL,TLN2,TEK,PLCB2

	Spinocerebellar ataxia
	19
	619
	144
	9496
	0.00561
	0.126
	2.02
	0.849
	0.12
	0.00249
	GRIA1,RYR1,GRIA2,KCNC3,CACNA1A,PIK3CD,ITPR2,ATP2A1,GRIN2D,ATXN2L,GRIN2A,RELN,PSMB5,OPA1,AKT3,ATG2A,ULK2,AKT1,PLCB2

	Small cell lung cancer
	14
	619
	93
	9496
	0.00695
	0.137
	2.31
	0.904
	0.131
	0.00265
	RB1,ZBTB17,LAMB2,LAMA1,LAMA3,LAMB4,FN1,PIK3CD,LAMB1,LAMC2,COL4A1,AKT3,E2F1,AKT1

	Adherens junction
	14
	619
	93
	9496
	0.00695
	0.137
	2.31
	0.904
	0.131
	0.00265
	PTPN1,TCF7L2,ROCK1,SMURF2,SMURF1,ROCK2,SRC,CTNND1,PTPRJ,PTPRF,RASIP1,CDH5,FER,RADIL

	Dilated cardiomyopathy
	15
	619
	105
	9496
	0.0079
	0.147
	2.19
	0.93
	0.141
	0.0032
	RYR2,ITGA4,ITGB4,LAMA1,ATP2A1,SLC8A1,SLC8A3,CACNB3,ITGA8,DAG1,GNAS,ITGA7,TNNI3,SNTB1,SNTB2

	Apelin signaling pathway
	18
	619
	140
	9496
	0.00929
	0.164
	1.97
	0.956
	0.157
	0.00423
	MEF2A,RYR1,RYR2,NOTCH3,MYLK2,MAP2K2,PRKAA2,ITPR2,SLC8A1,RYR3,MYLK,SLC8A3,ADCY10,AKT3,APLNR,AKT1,MEF2D,PLCB2

	Pyruvate metabolism
	9
	619
	47
	9496
	0.0101
	0.17
	2.94
	0.967
	0.162
	0.00292
	LDHA,PKLR,MDH2,DLAT,PDHB,ACACB,ALDH7A1,ACAT2,PCK2

	PI3K-Akt signaling pathway
	36
	619
	362
	9496
	0.0115
	0.177
	1.53
	0.979
	0.169
	0.0073
	FLT1,PRKAA2,ITGB4,LAMA1,LAMA3,TNC,PIK3CD,LAMC2,COMP,RELN,ERBB3,AKT3,AKT1,JAK3,PCK2,MAGI1,PDGFRB,ANGPT4,MAP2K2,ITGA4,LAMB2,BDNF,LAMB4,FN1,LAMB1,PPP2R5C,COL1A1,COL2A1,COL4A1,FGF19,ITGA8,ITGA7,COL6A6,COL6A5,COL9A2,TEK

	Endocrine resistance
	14
	619
	99
	9496
	0.0116
	0.177
	2.17
	0.98
	0.169
	0.00475
	RB1,SHC4,NOTCH3,MED1,MAP2K2,SRC,NOTCH4,PIK3CD,ESR1,MAPK12,AKT3,E2F1,GNAS,AKT1

	Nucleotide excision repair
	10
	619
	63
	9496
	0.02
	0.292
	2.44
	0.999
	0.279
	0.00713
	POLD3,DDB1,CDK7,RFC1,RPA1,ERCC5,ERCC6,POLE,GTF2H4,CUL4B

	cGMP-PKG signaling pathway
	19
	619
	166
	9496
	0.0225
	0.315
	1.76
	1.00e+0
	0.3
	0.0116
	MEF2A,MYLK2,MAP2K2,TRPC6,ROCK1,ROCK2,ATP2B3,ITPR2,ATP2A1,SLC8A1,ADRA2A,NFATC4,MYLK,SLC8A3,NPPC,AKT3,AKT1,MEF2D,PLCB2

	Proteoglycans in cancer
	22
	619
	204
	9496
	0.0245
	0.329
	1.65
	1.00e+0
	0.314
	0.0135
	MAP2K2,ROCK1,ROCK2,SRC,FN1,FZD8,PIK3CD,ITPR2,PTPN11,NUDT16L1,ESR1,VAV1,MAPK12,COL1A1,TIAM1,CTTN,ERBB3,AKT3,TIMP3,AKT1,HCLS1,PPP1R12C

	Tight junction
	19
	619
	170
	9496
	0.0278
	0.359
	1.71
	1.00e+0
	0.343
	0.0147
	MAGI1,ACTR3,MAP3K1,PRKAA2,ROCK1,ROCK2,SRC,ARHGEF18,NEDD4L,TIAM1,CTTN,DLG3,MYH14,MYH9,HCLS1,WHAMM,MYH10,TJP3,TJP2

	IgSF CAM signaling
	29
	619
	302
	9496
	0.0356
	0.44
	1.47
	1.00e+0
	0.421
	0.0228
	MYLK2,SPTBN5,NRP2,NLGN2,SRC,PIK3CD,PTPRF,MYLK,MAP2,AKT3,CASKIN1,AKT1,MYH14,SLIT3,MBP,ERC1,MYH10,MAGI1,ACTR3,MAP2K2,CXADR,TRPC6,ITGA4,PTPN11,MAPK12,VAV1,KCNQ2,MYH9,TJP2

	cAMP signaling pathway
	23
	619
	226
	9496
	0.0376
	0.44
	1.56
	1.00e+0
	0.421
	0.022
	HCN4,GRIA1,GRIA2,ABCC4,RYR2,MAP2K2,ROCK1,ROCK2,BDNF,HHIP,ATP2B3,PIK3CD,ATP2A1,VAV1,GRIN2D,TIAM1,ADCY10,GRIN2A,PDE10A,AKT3,GNAS,AKT1,TNNI3

	Glutamatergic synapse
	14
	619
	116
	9496
	0.038
	0.44
	1.85
	1.00e+0
	0.421
	0.0184
	GRIA1,GRIA2,HOMER2,CACNA1A,ITPR2,GRIK2,GRIN2D,GRM3,GRIN2A,GNAS,SHANK3,PLCB2,SHANK1,LZTS3

	Long-term depression
	9
	619
	60
	9496
	0.0395
	0.442
	2.30
	1.00e+0
	0.422
	0.015
	RYR1,GRIA1,GRIA2,GRID2,MAP2K2,GNAS,CACNA1A,ITPR2,PLCB2

	Citrate cycle (TCA cycle)
	6
	619
	30
	9496
	0.0423
	0.458
	3.07
	1.00e+0
	0.438
	0.0116
	SUCLA2,MDH2,SUCLG1,DLAT,PDHB,PCK2

	Nucleocytoplasmic transport
	13
	619
	108
	9496
	0.0476
	0.472
	1.85
	1.00e+0
	0.451
	0.023
	AHCTF1,POM121,NUP133,NUP210,NUP153,UPF3A,CASC3,GLE1,PNN,POM121L2,IPO8,NXF3,EEF1A2

	Homologous recombination
	7
	619
	41
	9496
	0.0477
	0.472
	2.62
	1.00e+0
	0.451
	0.0156
	BARD1,POLD3,BRIP1,RPA1,TOPBP1,BRCA2,RAD54B

	Nicotine addiction
	7
	619
	41
	9496
	0.0477
	0.472
	2.62
	1.00e+0
	0.451
	0.0156
	GRIA1,GRIA2,GRIN2A,SLC32A1,CACNA1A,GABRG3,GRIN2D




Supplimentary Table 4: DAVID functional annotation, KEGG pathway enrichment analysis of significantly upregulated proteins due to HI-34μg/ml treatment.

	Term
	Count
	List Total
	Pop Hits
	Pop Total
	P-Value
	Benjamini
	Fold Enrichment
	Bonferroni
	FDR
	Fisher Exact
	User Ids

	Motor proteins
	27
	352
	197
	9496
	1.44E-08
	4.46E-06
	3.70
	4.46E-06
	4.45E-06
	3.48E-09
	DNAH8,DNAH5,KIF3B,KIF5B,MYO6,KIF1C,MYH11,KIF1B,DNAI1,DYNC2H1,DNAH12,DYNC1H1,DNAH10,MYO10,MYO7B,MYO7A,KIF22,MYH2,MYO1B,DYNC1LI2,KIFC2,MYO15A,KIF26A,KIF4A,MYO3A,KIF20A,MYO1G

	Protein digestion and absorption
	14
	352
	105
	9496
	1.24E-04
	0.0192
	3.60
	0.0376
	0.0191
	0.0000307
	COL28A1,COL26A1,COL27A1,COL16A1,COL22A1,COL23A1,ATP1A2,COL5A3,COL4A3,COL4A6,COL20A1,COL9A1,COL21A1,COL8A1

	Polycomb repressive complex
	11
	352
	83
	9496
	9.22E-04
	0.095
	3.58
	0.248
	0.0947
	0.000229
	ASXL1,MBD5,SFMBT2,ASXL3,USP45,MTF2,BCOR,EPOP,BCORL1,L3MBTL4,EZH2

	Cytoskeleton in muscle cells
	19
	352
	233
	9496
	2.49E-03
	0.193
	2.20
	0.538
	0.192
	0.00105
	SPTBN4,COL27A1,LMOD1,ATP1A2,ANK2,HSPG2,MYPN,DIAPH2,MYH2,VCAN,INF2,COL5A3,COL4A3,COL4A6,COL9A1,MYH11,DMD,FLNC,SPTAN1

	Spinocerebellar ataxia
	13
	352
	144
	9496
	0.00701
	0.433
	2.44
	0.886
	0.432
	0.00263
	RBPJL,TRPC3,ITPR1,ITPR3,AMBRA1,SLC1A6,GRIN1,ATXN2,PSMC1,RB1CC1,PIK3C3,CIC,ATG2B

	Pathways of neurodegeneration - multiple diseases
	29
	352
	483
	9496
	0.0119
	0.613
	1.62
	0.975
	0.611
	0.00692
	CAMK2B,CHRM1,DNAH8,DNAH5,CACNA1B,ITPR1,ITPR3,AMBRA1,ATXN2,ATP5F1A,KIF5B,RB1CC1,CACNA1S,NDUFV2,DNAI1,DNAH12,DNAH10,TRPC3,AXIN1,WNT9B,GRIN1,FIG4,APC,DLG4,PSMC1,CAT,PIK3C3,MAPT,ATG2B

	Amyotrophic lateral sclerosis
	23
	352
	371
	9496
	0.0198
	0.873
	1.67
	0.998
	0.87
	0.011
	RANBP2,NUP214,DNAH12,DNAH10,NCBP1,DNAH8,DNAH5,ITPR3,AMBRA1,GRIN1,FIG4,ATXN2,ATP5F1A,NUP85,PSMC1,KIF5B,RB1CC1,CAT,PIK3C3,NDUFV2,SRSF7,DNAI1,ATG2B

	Lysine degradation
	7
	352
	63
	9496
	0.0283
	1.00e+0
	3.00
	1.00e+0
	1.00e+0
	0.00842
	KMT2E,KMT2D,KMT2C,PLOD3,PLOD2,DLD,EZH2

	Renin secretion
	7
	352
	69
	9496
	0.0416
	1.00e+0
	2.74
	1.00e+0
	1.00e+0
	0.0136
	EDN1,ACE,KCNMA1,ITPR1,PRKG2,ITPR3,CACNA1S



