[image: A table of numbers and letters

Description automatically generated][image: A table with numbers and text

Description automatically generated with medium confidence]
image1.jpeg
Tab.1 List of circRNAs containing an IRES sequence with a predicted ORF of 100 or less

aa in length

Chromosome ChromStart ChromEnd

chr8
chrl
chrl
chril
chrl
chrl
chr5
chr20
chr7
chrl
chrl
chr19
chr19
chr17
chr14
chr2
chrll
chr16
chrl
chrl
chril
chr16
chr22
chr19
chr8
chrl
chr2
chr2
chr22
chr10
chr10
chr18
chr6_gbl _hap6
chr14
chr7
chr7
chrl
chrl
chrl
chrl
chril
chrl2
chr2
chr19
chrl9
chr19
chr19
chr7
chril

circBase ID

128748314 128748869 hsa circ_0085533

61547979
41536266
101984874
21329205
21329205
151151475
489094
6500711
21329205
21324093
36616352
36616569
79008946
73406509
216259250
33162976
20912074
92145899
21327691
10818592
56642477
35812630
36611611
93029453
8927175
211541730
54884986
46631029
116331055
116331055
47017162
2003904
75643057
6500711
6500711
21307540
55062931
92145899
92224169
10818592
13065017
10584599
45910590
45910590
45910590
45910590
43827502
62623483

61548490
41541123
101985125
21415706
21377487
151166276
508693
6502806
21437876
21437876
36616849
36616849
79027543
73407085
216269378
33183037
20927036
92149414
21377487
10820660
56643409
35813849
36616849
93075191
8931635
211543831
54889445
46631406
116335358
116361720
47018935
2004902
75643349
6505954
6509385
21437876
55065088
92163687
92263028
10820971
13066600
10588453
45912983
45917003
45917292
45918218
43832411
62639141

hsa_circ_0012750
hsa_circ_0000061
hsa_circ_0004881
hsa_circ_0007991
hsa_circ_0010491
hsa_circ_0074661
hsa_circ_0059172
hsa_circ_0079369
hsa_circ_0007227
hsa_circ_0010490
hsa_circ_0050732
hsa_circ_0050733
hsa_circ_0046091
hsa_circ_0032482
hsa_circ_0058116
hsa_circ_0021591
hsa_circ_0038399
hsa_circ_0013129
hsa_circ_0005254
hsa_circ_0021245
hsa_circ_0039459
hsa_circ_0063045
hsa_circ_0050730
hsa_circ_0084882
hsa_circ_0009628
hsa_circ_0058030
hsa_circ_0054586
hsa_circ_0004706
hsa_circ_0020074
hsa_circ_0020075
hsa_circ_0047664
hsa_circ_0078969
hsa_circ_0032685
hsa_circ_0079370
hsa_circ_0079371
hsa_circ_0010489
hsa_circ_0012660
hsa_circ_0013130
hsa_circ_0013143
hsa_circ_0021246
hsa_circ_0025508
hsa_circ_0052609
hsa_circ_0051483
hsa_circ_0051484
hsa_circ_0051485
hsa_circ_0051486
hsa_circ_0079968
hsa circ 0022572

Strand

Exon ORF
number length
1 0
11
14
21
3l
31
Bl
33
37
40
40
40
40
43
44
44
47
53
54
59
61
61
61
65
65
67
67
70
72
72
72
72
72
75
76
76
81
83
84
86
92
92
92
93
93
93
93
94
99
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Best Transcript Gene name

NM_002467 MYC
NM_001134673 NFIA
NM_ 001172220 SCMHI1
NM_001130145 YAP1
NM_ 001198801  EIF4G3
NM_001198801  EIF4G3

NM_005754 G3BP1

NM_177559  CSNK2Al

NM_006854 KDELR2
NM_001198803  EIF4G3
NM 001198803  EIF4G3

NM_001281 TBCB

NM_001281 TBCB

NM_006340 BAIAP2

NM_015604 DCAF4

NM_212482 FN1
NM 001033506  CSTF3
NM_ 001128301 LYRMI

NR_036634 TGFBR3
NM_001198801  EIF4G3
NM 001172705  EIF4G2

NM_005953 MT2A

NM_006739 MCMS5

NM_001281 TBCB

NM_004349  RUNXITI1
NM_001201483 ENO1

NM_001875 CPS1

NM_178313 SPTBN1

NM_005036 PPARA
NM_001003408 ABLIM1
NM_ 001003408 ABLIMI

NM_000985 RPL17

None None

NM_006827 TMEDI10

NM_006854 KDELR2

NM_006854 KDELR2
NM_ 001198803  EIF4G3

NM_147161 ACOT11

NR_036634 TGFBR3

NR_ 036634 TGFBR3
NM 001172705  EIF4G2

NM_003979 GPRC5A

NM_002539 ODC1

NM_001983 ERCC1

NM._001983 ERCC1

NM_001983 ERCC1

NM_001983 ERCC1
NM_001253823 BLVRA

NM 002394 SLC3A2
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Tab.2 Identification of potential BDs and TSs between circ5533 and Pxk mRNA

Pxk mRNA
subject sequence J q Pxk mRNA
(ENST o Match | Mismatch Gap

number | number
S-start

3 14 471 482 91,667 12 1 0 8 0 1 1 0 0

TSI 12 20 29 37 100 9 0 0 9 1 0 1 0 0
Al 38 470 477 100 8 0 0 8 0 1 1 0 0

62 69 417 424 100 8 0 0 8 0 1 1 0 0

TS2 2 86 23 36 929 14 1 0 8 1 0 1 0 0
TS3 81 102 28 48 82,6 23 1 3 8 1 0 1 1 0
110 i 82 89 100 8 0 0 8 1 0 0 1 0

124 142 33 349 84,2 19 1 2 8 0 1 0 1 0

210 222 386 398 23 13 1 0 & 0 1 0 | 0

664 674 155 165 90,9 11 1 0 8 I 0 0 1 0

953 960 364 371 100 8 0 0 8 0 1 0 1 0

1749 1756 411 418 100 8 0 0 8 0 1 0 i 0

TS4 1863 1871 104 12 100 ] 0 0 9 1 0 0 0 1
1971 1979 513 521 100 9 0 0 L 0 1 0 0 1

2003 2010 445 452 100 8 0 0 8 0 1 0 0 1

2273 2280 151 164 100 8 0 0 8 1 0 0 0 1

TS5 2483 2491 104 112 100 9 0 0 5 1 0 0 0 1
2492 2499 159 166 100 8 0 0 8 1 0 0 0 1





