SUPPLEMENTAL MATERIALS
Anti-UBE2T antibody: a novel biomarker of progressive-fibrosing interstitial lung disease 


Suppplemental table 1. The top 50 candidate autoantigens in the microarray analysis. 




Supplemental Table 1. The top 50 candidate autoantigens in the microarray analysis.

	Autoantigens
	Control (Prevalence)
	Patient (Prevalence)
	p-value
	Control 
(Signal, average)
	Patient 
(Signal, average)
	Signal Ratio 
Control /Patient

	ubiquitin-conjugating enzyme E2T (putative) (UBE2T)
	14%
	73%
	1.05E-02
	124
	7316
	59.1

	hexokinase 1 (HK1)
	14%
	82%
	3.00E-03
	280
	13624
	48.7

	Glycolipid transfer protein
	14%
	64%
	2.80E-02
	307
	6566
	21.4

	Gamma-interferon-inducible protein Ifi-16
	14%
	73%
	1.05E-02
	277
	5221
	18.8

	cell division cycle 123 homolog (S. cerevisiae) (CDC123)
	14%
	82%
	2.30E-02
	95
	1226
	12.9

	USO1 homolog, vesicle docking protein (yeast) (VDP)
	14%
	64%
	2.80E-02
	448
	5675
	12.7

	proteasome (prosome, macropain) activator subunit 1 (PA28 alpha) (PSME1), transcript variant 2
	14%
	55%
	6.29E-02
	925
	10334
	11.2

	guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 3 (GNAI3)
	14%
	55%
	6.29E-02
	539
	5348
	9.9

	Wolf-Hirschhorn syndrome candidate 1 (WHSC1), transcript variant 9
	29%
	91%
	5.00E-03
	415
	3936
	9.5

	thymopoietin (TMPO)
	14%
	73%
	1.05E-02
	1043
	9798
	9.4

	PREDICTED: Homo sapiens hypothetical protein LOC147646 (LOC147646), mRNA.
	14%
	55%
	6.29E-02
	627
	5882
	9.4

	prune homolog 2 (Drosophila) (PRUNE2)
	14%
	73%
	1.05E-02
	1024
	9326
	9.1

	Eukaryotic translation initiation factor 2C 1
	14%
	64%
	2.80E-02
	824
	7157
	8.7

	LSM14A, SCD6 homolog A (S. cerevisiae) (LSM14A)
	29%
	73%
	6.29E-02
	816
	7063
	8.7

	KN motif and ankyrin repeat domain-containing protein 4
	14%
	55%
	6.29E-02
	938
	7685
	8.2

	Interleukin-1 receptor-associated kinase 1
	14%
	55%
	6.29E-02
	920
	7404
	8.1

	protein regulator of cytokinesis 1 (PRC1), transcript variant 1
	29%
	91%
	5.00E-03
	1341
	10729
	8.0

	Dynein intermediate chain 1, axonemal
	14%
	55%
	6.29E-02
	195
	1541
	7.9

	DCN1, defective in cullin neddylation 1, domain containing 3 (S. cerevisiae) (DCUN1D3)
	14%
	55%
	6.29E-02
	240
	1885
	7.8

	DNA repair protein XRCC4
	14%
	73%
	1.05E-02
	762
	5927
	7.8

	Arfaptin-1
	14%
	55%
	6.29E-02
	1046
	8116
	7.8

	Spindlin-2B
	14%
	73%
	1.05E-02
	1444
	10115
	7.0

	transcription factor binding to IGHM enhancer 3 (TFE3)
	14%
	55%
	6.29E-02
	1471
	10076
	6.9

	Protein phosphatase 1D
	29%
	73%
	6.29E-02
	891
	5992
	6.7

	RAB1B, member RAS oncogene family (RAB1B)
	14%
	55%
	6.29E-02
	410
	2725
	6.6

	F-box/WD repeat-containing protein 11
	43%
	91%
	2.75E-02
	1392
	9151
	6.6

	Glucose-fructose oxidoreductase domain-containing protein 1
	14%
	55%
	6.29E-02
	212
	1370
	6.5

	X-ray repair complementing defective repair in Chinese hamster cells 4 (XRCC4)
	14%
	64%
	2.80E-02
	656
	4140
	6.3

	glutamate decarboxylase 1 (brain, 67kDa) (GAD1)
	14%
	64%
	2.80E-02
	394
	2469
	6.3

	interferon regulatory factor 2 (IRF2)
	14%
	55%
	6.29E-02
	1700
	10638
	6.3

	eukaryotic translation initiation factor 2C, 1 (EIF2C1)
	14%
	55%
	6.29E-02
	1310
	8023
	6.1

	guanine nucleotide binding protein-like 3 (nucleolar)-like (GNL3L)
	29%
	91%
	5.00E-03
	588
	3537
	6.0

	zinc finger, RAN-binding domain containing 2 (ZRANB2), transcript variant 1
	14%
	55%
	6.29E-02
	721
	3915
	5.4

	Bone morphogenetic protein receptor type-2
	29%
	82%
	2.30E-02
	218
	1166
	5.3

	LUC7-like 2 (S. cerevisiae) (LUC7L2)
	14%
	64%
	2.80E-02
	388
	2055
	5.3

	activating transcription factor 2 (ATF2)
	29%
	73%
	6.29E-02
	1311
	6794
	5.2

	WW domain containing adaptor with coiled-coil (WAC)
	14%
	55%
	6.29E-02
	1174
	6047
	5.2

	ring finger protein 138 (RNF138), transcript variant 1
	29%
	82%
	2.30E-02
	539
	2751
	5.1

	Activin receptor type-2B
	14%
	64%
	2.80E-02
	2111
	10496
	5.0

	eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa (EIF2B2)
	14%
	64%
	2.80E-02
	425
	2109
	5.0

	ankyrin repeat domain 50 (ANKRD50)
	14%
	64%
	2.80E-02
	461
	2286
	5.0

	RIO kinase 3 (yeast) (RIOK3)
	14%
	55%
	6.29E-02
	2641
	13027
	4.9

	PREDICTED: Homo sapiens similar to putative membrane-bound dipeptidase 2 (LOC339065)
	14%
	64%
	2.80E-02
	1031
	5071
	4.9

	DiGeorge syndrome critical region gene 6 (DGCR6)
	14%
	55%
	6.29E-02
	316
	1541
	4.9

	cell division cycle associated 3 (CDCA3)
	14%
	64%
	2.80E-02
	1624
	7800
	4.8

	chromosome 20 open reading frame 112 (C20orf112)
	14%
	55%
	6.29E-02
	1971
	9457
	4.8

	estrogen receptor binding site associated, antigen, 9 (EBAG9)
	14%
	55%
	6.29E-02
	1077
	5063
	4.7

	mitochondrial ribosomal protein L28 (MRPL28), nuclear gene encoding mitochondrial protein
	14%
	55%
	6.29E-02
	3408
	15993
	4.7

	FK506 binding protein 1A, 12kDa (FKBP1A), transcript variant 12B
	14%
	82%
	3.00E-03
	340
	1586
	4.7

	mitogen-activated protein kinase kinase 1 (MAP2K1); see catalog number for detailed information on wild-type or point mutant status
	14%
	55%
	6.29E-02
	557
	2586
	4.6



Out of 9,483 immobilized proteins, 127 autoantigens were recognized by the serum antibodies in interstitial lung disease patients. The autoantigens are ranked by the ratio of the average signal values, and the top 50 autoantigens are presented in this table.

