Supplementary Tables:
Supplementary Table 1. The peptides included in the final round of analysis.
	
	Pep ID
	Sequence
	Origin

	1
	p1_set38_
	IMEQITNYVKPELIVVAIAL
	Ruminococcus sp.

	2
	p8_set72_
	IMEQITNYVKPELIVVAIAL
	Ruminococcus sp.

	3
	p49_set72_
	VQAGGVVTDYDKLIDRQLER
	Ruminococcus JE7A12

	4
	p14_set40_
	GAVSAVASGVLSFAKC
	Ruminococcus sp.

	5
	p8_set40_
	GAASYWKNNSFTSAA
	Ruminococcus sp.

	6
	p3_set38_
	YQRIKRYLRKRETSPSFPIV
	Phocaeicola dorei

	7
	p20_set72_
	YQRIKRYLRKRETSPSFPIV
	Phocaeicola dorei

	8
	p4_set38_
	QNFHLRGACSTEESHRHPNA
	Phocaeicola sp. 

	9
	p7_set38_
	SFWFVFFRFLLPRFHKEQ
	Phocaeicola sp.

	10
	p36_set72_
	SFWFVFFRFLLPRFHKEQ
	Phocaeicola sp.

	11
	p6_set38_
	KRLEGGSFELPTFNPNTGNYE
	Faecalibacterium prausnitzii

	12
	p11_set38_
	KKYLELQKEYTKLEVTEKLS
	Bacteroides A1C1

	13
	p41_set72_
	KKYLELQKEYTKLEVTEKLS
	Bacteroides A1C1

	14
	p19_set72_
	VLVYKTKAKVQHKIKKD
	Bacteroides sp.

	15
	p13_set38_
	EQLTELVQSILSKIAKQSNS
	Blautia hanseni

	16
	p42_set72_
	EQLTELVQSILSKIAKQSNS
	Blautia hanseni

	17
	p14_set38_
	IRQIKKKNGLIRRFAEEEDAV
	Blautia hanseni

	18
	p19_set38_
	TPEAIEADDFMTRLKQQKR
	Fecalibacterium prausnitzii

	19
	p44_set72_
	TPEAIEADDFMTRLKQQKR
	Fecalibacterium prausnitzii

	20
	p33_set38_
	HSLAFSGDSPSTFRSTVAFKVS
	Unknown

	21
	p15_set40_
	KKKNKQNLLPKELQQFEILT
	Streptococcus sp.

	22
	p32_set40_
	LHSICLGYIAFTFQSLIENY
	Streptococcus sp.

	23
	p2_set72_
	AYVKPEQKKADARKFAEV
	Streptococcus salivarius

	24
	p28_set72_
	SYLSQRQDSNLTKSLPLPQL
	Herellevirus sp.

	25
	p65_set72_
	KETALYKMSGADSNFNRMAL
	Podoviridae ctfa10

	26
	p30_set40_
	LDVKKPTEDKDDKNRKDGDK
	Vibrio,Arthrobacter

	27
	p2_set40_
	LLTFVNENQKRNNTMLL
	Streptococcus suis

	28
	p39_set40_
	NPTERSDLLSTYEALQLMLA
	Streptococcus equi

	29
	p17_set40_
	GEMLRASGADLGLRQILQRV
	Pseudomonas DrBHI1

	30
	p37_set40_
	LIWRGEVGEPLSLAASSLLR
	Pseudomonas 58R3

	31
	p22_set40_
	IWRLAKPKIPARSLREPWMN
	Alphaproteobacterium sp.

	32
	p26_set72_
	RLLYFLTTLPASFPNILAII
	Caudovirus sp.

	33
	p7_set40_
	KPDVIGVNYYPQVSTVKYVA
	Bifidobacterium adolescentis

	34
	p25_Set40_
	GALIGVSQLTAAKPDSSNEK
	Bifidobacterium adolescentis

	35
	p27_set38_
	VVKSNNVPHKSASPDTQSILA
	Bifidobacterium adolescentis

	36
	p53_set72_
	DFSDLTADDQGGYDQQAISD
	Bifidobacterium adolescentis

	37
	p39_set72_
	ITCGATKPVKSVWARPI
	Unknown

	38
	p16_set40_
	TGWVADLFDIGFHVEGFWPA
	Nocardioides sp.

	39
	p18_set40_
	KPLFDNSLAMISQDWRLFRT
	Methylophilus sp.
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Supplementary Table 2. The averaged measured optical values of the final experiment.
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Supplementary Figure caption
Supplementary Figure 1. Cytometry gating strategy. Live cells (Small, naive and Large, activated) were defined at Forward Scatter (FSC_A) / 7-AAD_A plot. Single activated cells were defined on FSC_A / FSC_H plot. These in turn were separated into populations according to CD3 and CD19 staining. A representative sample is shown.
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