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Supplementary Material 1: The detailed strategies employed for literature
	Search platform
	Search strategy
	Outputs

	Springerlink
	(Polyporus umbellatus (Pers.) Fries OR Polyporus umbellatus ) AND hepatitis  
	26

	PubMed
	#1:"hepatitis"[MeSH Terms] OR "hepatitis a"[MeSH Terms] OR hepatitis[Text Word] Sort by: Most Recent
	6

	
	#2:"polyporus umbellatus"[All Fields] OR Polyporus umbellatus[Text Word] Sort by: Most Recent
	

	
	#3: #1 and #2 Sort by: Most Recent
	

	ScienceDirect
	Title, abstract, keywords: (polyporus umbellatus)  AND (hepatitis)
	119

	CNKI
	(keywords: Zhuling (fuzzy）AND (keywords: hepatitis + viral hepatitis(fuzzy))
	332

	Wan Fang Database
	(All: (Zhuling) and all: (hepatitis  OR  viral hepatitis)) 
	278

	China Science and Technology Journal Database
	(Title or keyword=Zhuling AND ((Title or keyword = hepatitis) OR Title or keyword =viral hepatitis))
	130
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Supplementary Material 2: Detailed information of the included literature
	Author
	Year
	Constituencies
	Design
	Age
	Number of examples
	Always effective
	Treatment
	Medication Routes of Administration
	Single
dose, mL
	Frequence, times
	Duration,
days
	ALT mean（before treatment）
	ALT SD（before treatment）
	ALT mean（after treatment）
	ALT SD（after treatment）
	AST mean（before treatment）
	AST SD（before treatment）
	AST mean（after treatment）
	AST SD（after treatment）
	TBIL mean（before treatment）
	TBIL SD（before treatment）
	TBIL mean（after treatment）
	TBIL SD（after treatment）
	ALB mean（before treatment）
	ALB SD（before treatment）
	ALB mean（after treatment）
	ALB SD（after treatment）

	Xiaohong, Z
	2021
	Treatment group
	RCT
	37.62 ± 8.14
	30
	28
	CT+P. umbellatus
	Oral
	400
	2/day
	14
	138.3
	34.61
	55.41
	8.53
	96.47
	18.68
	49.37
	10.23
	59.36
	5.47
	31.54
	3.58
	25.44
	4.39
	35.19
	8.73

	
	
	Control group
	RCT
	38.13 ± 8.47
	30
	22
	CT
	
	
	
	
	139.67
	33.70 
	70.34
	12.72
	94.62
	16.75
	66.81
	11.36
	58.42
	5.33
	42.62
	4.18
	25.09
	4.77
	31.22
	7.45

	Peiyong, M
	2000
	Treatment group
	RCT
	17~60
	100
	/
	CT+P. umbellatus
	Intravenous
	40
	1/day
	60
	167.25
	24.12
	31.54
	6.27
	
	
	
	
	 
	
	
	
	36.87
	3.83
	40.96
	5.2

	
	
	Control group
	RCT
	17~60
	87
	/
	CT
	
	
	
	
	149.57
	20.24
	37.86
	9.51
	
	
	
	
	 
	
	
	
	38.41
	3.52
	40.6
	5.1

	Ling, Z
	2016
	Treatment group
	RCT
	48.2±8.2
	23
	/
	CT+P. umbellatus
	Intravenous
	1
	1/every 2 week
	180
	227.75
	35.87
	51.23
	20.67
	
	
	
	
	
	
	
	
	
	
	
	

	
	
	Control group
	RCT
	49.1±7.8
	23
	/
	CT
	
	
	
	
	201.23
	34.56
	62.55
	21.96
	
	
	
	
	
	
	
	
	
	
	
	

	Xiaohong, W
	2011
	Treatment group
	RCT
	36.58 ± 19.05
	50
	48
	CT+P. umbellatus
	Intravenous
	200
	2/day
	180
	258.2
	58.1
	32.4
	15.1
	 
	
	
	
	58.4
	12.5
	21.5
	12.5
	30.4
	5.9
	36.3
	2.6

	
	
	Control group
	RCT
	39.45 ± 17.45
	48
	37
	CT
	
	
	
	
	247.3
	36.9
	68.3
	23.6
	 
	
	
	
	65.3
	54.2
	39.8
	12.8
	31.3
	6.5
	31.5
	4.6

	Jun, L
	2022
	Treatment group
	RCT
	43.25±3.47
	52
	47
	CT+P. umbellatus
	Intravenous
	240
	2/day
	60
	155.36
	52.17
	59.17
	12.63
	161.82
	56.23
	56.24
	13.18
	52.31
	8.38
	26.81
	5.29
	
	
	
	

	
	
	Control group
	RCT
	43.86±3.52
	52
	39
	CT
	
	
	
	
	158.1
	52.98
	71.09
	14.54
	162.17
	56.42
	73.35
	15.82
	52.94
	8.14
	42.04
	6.37
	
	
	
	

	Haizhou, H
	2005
	Treatment group
	RCT
	49.9
	30
	25
	CT+P. umbellatus
	Intravenous
	200
	2/day
	180
	132.5
	25.8
	40.1
	15.2
	128.3
	32.1
	42.3
	12.5
	78.1
	23.5
	20.2
	4.1
	26.2
	5.2
	33.6
	6.7

	
	
	Control group
	RCT
	49.3
	30
	20
	CT
	
	
	
	
	130.8
	26.8
	60.8
	16.4
	129.4
	31.1
	59.6
	15.1
	80
	22.7
	30.5
	6.2
	27.6
	4.9
	29.6
	5.2

	Jie, S
	2014
	Treatment group
	RCT
	51.2±5.4
	41
	32
	CT+P. umbellatus
	Intravenous
	100
	2/day
	60
	202.03
	21.03
	75.36
	7.68
	477.36
	48.62
	100.01
	11.25
	
	
	
	
	
	
	
	

	
	
	Control group
	RCT
	51.2±5.4
	41
	37
	CT
	
	
	
	
	200.82
	21.28
	131.21
	14.23
	472.56
	49.53
	186.25
	20.68
	
	
	
	
	
	
	
	

	Guoqing, Y
	2025
	Treatment group
	RCT
	46.01 ±3.64
	40
	36
	CT+P. umbellatus
	Intravenous
	150
	2/day
	28
	115.6
	18.52
	68.96
	9.87
	129.54
	7.48
	94.52
	5.71
	120.06
	21.07
	70.58
	14.35
	31.06
	3.92
	36.15
	3.24

	
	
	Control group
	RCT
	45.36 ±3.59
	40
	28
	CT
	
	
	
	
	116.02
	19.14
	81.63
	8.96
	130.04
	7.5
	106.36
	6.6
	119.52
	20.35
	82.2
	13.74
	29.96
	3.47
	33.4
	2.79

	Bijian, W
	2021
	Treatment group
	RCT
	48.25 ±5.91
	43
	/
	CT+P. umbellatus
	Intravenous
	300
	1/day
	90
	
	
	
	
	
	
	
	
	371.49
	93.71
	251.56
	28.31
	23.58
	8.18
	41.23
	10.5

	
	
	Control group
	RCT
	48.39 ±5.85
	43
	/
	[bookmark: _GoBack]CT
	
	
	
	
	
	
	
	
	
	
	
	
	375.54
	97.08
	290.89
	29.46
	23.43
	8.94
	35.18
	9.76

	Deliang, Z
	2016
	Treatment group
	RCT
	63.36±13.63
	40
	34
	CT+P. umbellatus
	Intravenous
	200
	2/day
	180
	212.53
	23.25
	79.53
	16.84
	124.63
	16.94
	42.84
	12.94
	
	
	
	
	
	
	
	

	
	
	Control group
	RCT
	62.94±12.96
	40
	26
	CT
	
	
	
	
	212.57
	24.16
	121.94
	20.84
	123.95
	17.05
	67.84
	13.96
	　
	　
	　
	　
	　
	　
	　
	　




Supplementary Material 3: Detailed information regarding the 124 targets.
	NO.
	Gene name
	Uniplot
	NO.
	Gene name
	Uniplot
	NO.
	Gene name
	Uniplot

	1
	ABL1
	P00519
	43
	DPP4
	DPP4_HUMAN
	85
	MMP13
	MMP13_HUMAN

	2
	ABO
	P16442
	44
	EPHB4
	EPHB4_HUMAN
	86
	S100A9
	S10A9_HUMAN

	3
	ACHE
	P22303
	45
	PTGS1
	P23219
	87
	MAPK14
	Q16539

	4
	ADAM17
	ADA17_HUMAN
	46
	ERBB4
	Q15303
	88
	CTNNA1
	CTNA1_HUMAN

	5
	ADK
	P55263
	47
	ESR1
	P03372
	89
	MDM2
	Q00987

	6
	CDC25B
	P30305
	48
	NQO1
	NQO1_HUMAN
	90
	NLRP3
	Q96P20

	7
	IL2
	IL2_HUMAN
	49
	ESR2
	Q92731
	91
	NR1H3
	NR1H3_HUMAN

	8
	MMP12
	MMP12_HUMAN
	50
	CYP19A1
	P11511
	92
	PDE4D
	PDE4D_HUMAN

	9
	NR3C1
	P04150
	51
	ESRRA
	P11474
	93
	PDE5A
	PDE5A_HUMAN

	10
	SERPINA6
	P08185
	52
	NR1I2
	NR1I2_HUMAN
	94
	NR1H2
	NR1H2_HUMAN

	11
	ADORA1
	P30542
	53
	ESRRG
	P62508
	95
	PGR
	P06401

	12
	SERPINA1
	A1AT_HUMAN
	54
	FAAH
	O00519
	96
	PLA2G2A
	P14555

	13
	ADORA2A
	P29274
	55
	RBP4
	RET4_HUMAN
	97
	PNMT
	PNMT_HUMAN

	14
	ADORA3
	P0DMS8
	56
	FABP6
	FABP6_HUMAN
	98
	PPARG
	PPARG_HUMAN

	15
	MET
	MET_HUMAN
	57
	FABP7
	FABP7_HUMAN
	99
	PRKACA
	P00517

	16
	RORC
	P51449
	58
	FECH
	P22830
	100
	PROCR
	EPCR_HUMAN

	17
	AKR1C1
	CASP3_HUMAN
	59
	GC
	P02774
	101
	RARA
	RARA_HUMAN

	18
	AR
	CTNA1_HUMAN
	60
	GM2A
	P17900
	102
	PTGFR
	P43088

	19
	BACE1
	P56817
	61
	GSTA1
	P08263
	103
	PTPN1
	P18031

	20
	BCHE
	P06276
	62
	GSTP1
	GSTP1_HUMAN
	104
	REN
	RENI_HUMAN

	21
	BLVRB
	P30043
	63
	PTGER1
	P34995
	105
	MTHFD1
	P11586

	22
	CA2
	CAH2_HUMAN
	64
	PTPN11
	PTN11_HUMAN
	106
	RORA
	RORA_HUMAN

	23
	CASP3
	CASP3_HUMAN
	65
	CES2
	O00748
	107
	SHH
	Q15465

	24
	CDC25A
	P30304
	66
	HMGCR
	P04035
	108
	SIGMAR1
	Q99720

	25
	MAOA
	AOFA_HUMAN
	67
	NR1H4
	NR1H4_HUMAN
	109
	SLC6A2
	P23975

	26
	NR1I3
	NR1I3_HUMAN
	68
	RARB
	RARB_HUMAN
	110
	SLC6A4
	P31645

	27
	PDK2
	PDK2_HUMAN
	69
	CHRM2
	P08172
	111
	SMO
	Q99835

	28
	SEC14L2
	O76054
	70
	HNMT
	P50135
	112
	SORD
	DHSO_HUMAN

	29
	CNR1
	P21554
	71
	MMP3
	MMP3_HUMAN
	113
	SRD5A1
	P18405

	30
	CNR2
	P34972
	72
	HSD11B1
	P28845
	114
	SRD5A2
	P31213

	31
	HNF4G
	Q14541
	73
	HSD11B2
	P80365
	115
	SREBF2
	Q12772

	32
	MMP2
	MMP2_HUMAN
	74
	PIK3R1
	P85A_HUMAN
	116
	SULT2A1
	Q06520

	33
	RARG
	RARG_HUMAN
	75
	SHBG
	P04278
	117
	SULT2B1
	O00204

	34
	CTSD
	P07339
	76
	HSD17B1
	P28845
	118
	SYK
	KSYK_HUMAN

	35
	CYP17A1
	P05093
	77
	PARP1
	P09874
	119
	TNF
	P01375

	36
	CYP2C19
	P33261
	78
	HSD17B3
	P37058
	120
	TRAPPC3
	O43617

	37
	CYP2C9
	CP2C9_HUMAN
	79
	NR3C2
	P08235
	121
	TRPV1
	Q8NER1

	38
	CYP2C8
	CP2C8_HUMAN
	80
	HTR1A
	P08908
	122
	TTPA
	P49638

	39
	CYP51A1
	Q16850
	81
	JAK2
	JAK2_HUMAN
	123
	VDR
	P11473

	40
	NOS2
	P35228
	82
	KIF11
	KIF11_HUMAN
	124
	WAS
	WASP_HUMAN

	41
	DHCR7
	Q9UBM7
	83
	LCK
	LCK_HUMAN
	　
	　
	　

	42
	NPC1L1
	Q9UHC9
	84
	MAP2K1
	MP2K1_HUMAN
	　
	　
	　



Supplementary Material 4: Nodes degrees in PPI network construction
	name
	Closeness Centrality
	Clustering Coefficient
	Degree
	Betweenness Centrality
	Neighborhood Connectivity
	Radiality
	Stress
	Topological Coefficient

	ESR1
	0.479452 
	0.250000 
	9 
	0.478992 
	4.888889 
	0.879365 
	1062 
	0.203704 

	CYP19A1
	0.380435 
	0.380952 
	7 
	0.333613 
	5.142857 
	0.819048 
	824 
	0.321429 

	PRKACA
	0.393258 
	0.107143 
	8 
	0.285910 
	3.500000 
	0.828571 
	732 
	0.250000 

	PIK3R1
	0.397727 
	0.285714 
	7 
	0.217843 
	4.714286 
	0.831746 
	516 
	0.277311 

	MDM2
	0.360825 
	0.333333 
	3 
	0.169244 
	5.000000 
	0.803175 
	310 
	0.424242 

	PGR
	0.393258 
	0.500000 
	4 
	0.040336 
	7.250000 
	0.828571 
	126 
	0.402778 

	MAPK14
	0.364583 
	0.200000 
	5 
	0.124174 
	4.400000 
	0.806349 
	344 
	0.363636 

	PTPN11
	0.336538 
	0.285714 
	7 
	0.108796 
	3.714286 
	0.780952 
	294 
	0.324675 

	ESR2
	0.393258 
	0.500000 
	4 
	0.074790 
	7.250000 
	0.828571 
	256 
	0.381579 

	CYP17A1
	0.294118 
	0.533333 
	6 
	0.074510 
	4.333333 
	0.733333 
	202 
	0.520833 

	LCK
	0.309735 
	0.333333 
	3 
	0.074454 
	4.000000 
	0.752381 
	156 
	0.458333 

	MAP2K1
	0.339806 
	0.000000 
	3 
	0.066611 
	6.666667 
	0.784127 
	144 
	0.404762 

	TNF
	0.244755 
	0.000000 
	3 
	0.068067 
	2.000000 
	0.657143 
	122 
	0.333333 

	PDE4D
	0.289256 
	0.000000 
	2 
	0.057143 
	4.500000 
	0.726984 
	134 
	0.500000 

	SMO
	0.289256 
	0.000000 
	2 
	0.057143 
	4.500000 
	0.726984 
	134 
	0.500000 

	CDC25B
	0.273438 
	0.000000 
	2 
	0.057143 
	3.000000 
	0.704762 
	142 
	0.500000 

	CASP3
	0.286885 
	0.000000 
	3 
	0.135630 
	2.333333 
	0.723810 
	240 
	0.333333 

	IL2
	0.253623 
	0.000000 
	2 
	0.033277 
	3.000000 
	0.673016 
	72 
	0.500000 

	AR
	0.368421 
	0.666667 
	3 
	0.027563 
	6.666667 
	0.809524 
	70 
	0.476190 

	ERBB4
	0.368421 
	0.666667 
	3 
	0.026022 
	7.666667 
	0.809524 
	96 
	0.479167 

	JAK2
	0.301724 
	0.666667 
	4 
	0.022801 
	5.000000 
	0.742857 
	88 
	0.500000 

	SRD5A1
	0.291667 
	0.800000 
	5 
	0.017367 
	5.200000 
	0.730159 
	98 
	0.577778 

	SRD5A2
	0.291667 
	0.800000 
	5 
	0.017367 
	5.200000 
	0.730159 
	98 
	0.577778 

	SYK
	0.307018 
	0.666667 
	3 
	0.010196 
	5.666667 
	0.749206 
	32 
	0.515152 

	HSD17B3
	0.291667 
	0.700000 
	5 
	0.004202 
	5.000000 
	0.730159 
	14 
	0.555556 

	MET
	0.257353 
	1.000000 
	3 
	0.000000 
	4.666667 
	0.679365 
	0 
	0.666667 

	PTPN1
	0.257353 
	1.000000 
	3 
	0.000000 
	4.666667 
	0.679365 
	0 
	0.666667 

	AKR1C1
	0.231788 
	1.000000 
	3 
	0.000000 
	5.333333 
	0.631746 
	0 
	0.888889 

	HSD17B1
	0.280000 
	1.000000 
	2 
	0.000000 
	6.000000 
	0.714286 
	0 
	0.857143 

	TRPV1
	0.284553 
	0.000000 
	1 
	0.000000 
	8.000000 
	0.720635 
	0 
	0.000000 

	SULT2B1
	0.228758 
	0.000000 
	1 
	0.000000 
	6.000000 
	0.625397 
	0 
	0.000000 

	ADK
	0.225806 
	0.000000 
	1 
	0.000000 
	2.000000 
	0.619048 
	0 
	0.000000 

	SHH
	0.225806 
	0.000000 
	1 
	0.000000 
	2.000000 
	0.619048 
	0 
	0.000000 

	PARP1
	0.224359 
	0.000000 
	1 
	0.000000 
	3.000000 
	0.615873 
	0 
	0.000000 

	CDC25A
	0.216049 
	0.000000 
	1 
	0.000000 
	2.000000 
	0.596825 
	0 
	0.000000 

	ADAM17
	0.197740 
	0.000000 
	1 
	0.000000 
	3.000000 
	0.549206 
	0 
	0.000000 




