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Supplementary Figures
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Fig. S1 Identification of overexpression NtMADS91 in tobacco. a Genetic analysis of tobacco plants. M, DNA marker DL1000; Sample designations: 1-10, over-expression positive plants; 11, positive control (plasmid); 12, negative control (wild-type). b Expression detection of NtMADS91 in the transgenic tobacco plants.

image1.png
| I D |
5453525150

- N o o o)
UOISSAIAXD AN R[Y

e

P
p

1000 b
750 b

500 bp
250 bp

11 M 12 H,0

9 10

3

100 bp






Genome - wide characterization of MADS - box genes and their roles in  axillary bud development in tobacco     Yuan Ren 1 ,  Rengang Wang 23 ,  Mengning Deng 1 ,  Kailing Yang 1 ,  Kunhe Jiang 1 ,  Jiantao Peng 12 ,   Guoqin Liu 12   Corresponding author: Guoqin Liu   1   College of Tobacco, Guizhou University, Guiyang 550025, People ’ s Republic of China   2   Guizhou Provincial Key Laboratory for Tobacco Quality Improvement and Efficiency  Enhancement ,  Guiyang 550025, People ’ s Republic of China   3   Guizhou Academy of Tobacco Science,   Guiyang  550081 , People ’ s Republic of China         Supplementary Figures     Fig. S 1   Identification of overexpression  NtMADS91   in tobacco.   a   Genetic analysis of tobacco plants. M,  DNA marker DL1000; Sample designations: 1 - 10, over - expression positive plants; 11, positive control  (plasmid); 12, negative control (wild - type).   b   Expression detection of  NtMADS91   in the transgenic  tobacco plants.    

