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Supplementary Figure S1A. Complete valid Scan 500 automatic-count overlay images for strain 57 at 0%, 3%, and 6% NaCl. Panels are arranged by NaCl concentration and treatment group and show automatic colony detection with corresponding CFU/mL outputs.
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Supplementary Figure S1B. Complete valid Scan 500 automatic-count overlay images for strain 57 at 9%, 12%, and 15% NaCl. Panels are arranged by NaCl concentration and treatment group and show automatic colony detection with corresponding CFU/mL outputs.
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Supplementary Figure S2. Representative valid Scan 500 automatic-count images for strain 57 under 3% and 6% NaCl conditions. Quantitative OD-CFU interpretation is based on the validated records listed in Supplementary Table S1.
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Supplementary Figure S3. Screen-level OD-CFU discordance across 14 valid isolates. Endpoint OD responses were paired with Scan 500 CFU records by strain, NaCl concentration, and treatment. Contaminated records marked with W were excluded. Orange cells indicate saline conditions in which earthworm extract increased endpoint OD by more than 5% and reduced CFU recovery by more than 10% relative to the matched no-extract control.


Supplementary Table S2. Saline-condition OD-positive/CFU-negative cases in the 14-isolate screen.
	Strain
	NaCl (%)
	Endpoint OD WRI (%)
	CFU WRI (%)
	n OD EE
	n OD NoEE
	n CFU EE
	n CFU NoEE

	10
	6
	140.7
	-72.6
	3
	3
	3
	3

	38
	3
	8.6
	-74.7
	3
	3
	3
	3

	39
	3
	46.6
	-83.7
	3
	3
	3
	3

	45
	3
	11.1
	-36.9
	3
	3
	3
	3

	55
	3
	6.4
	-39.2
	2
	3
	3
	3

	57
	15
	23.1
	-19.0
	6
	6
	6
	6

	101
	12
	64.3
	-65.4
	3
	3
	3
	3

	120
	3
	9.0
	-44.3
	3
	3
	3
	3

	126
	3
	8.7
	-10.6
	3
	3
	3
	3
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Supplementary Fig. S1A | Complete valid Scan 500 CFU records for strain 57

Automatic-count overlays are arranged by salinity and treatment. Blank cells indicate that no valid plate image was used for that position in the selected record set

EE1 EE2 EE3 NoEE-1 NoEE-2 NoEE-3
B70% NaCl | EE 88 0% NaCl | EE B9 | 0% NaCl | EE B10| 0% NaCl | NoEE B11] 0% NaCl | NoEE B12| 0% NaCl | NoEE
UL 315666, n=48; p 17 CFUImL 5 444¢6; n=49; p 16 GFUImL 156066, n=39; p.19 GRUIML 9 86266, n=50; p 20 GFUIML 5 6546, n=86; p 21 GFUIML 5 52366, n=84; p 22

0%

€7 3% NaCl | EE ©83% NaCl | EE €91 3% NaCl | EE €10 3% NaCl | NoEE 11| 3% NaCl | NoEE €12 3% NaCl | NoEE
CFUIML3.024¢6; n=46; p 29 CFUImL 4 536e6; n=63;p 30 GFUIML 4.14265; n63; GFUIML 6.111e6; 1=55; p.32.

3% not available not available

D7 6% NaCl | EE D8 6% NaCl | EE D9 6% NaCl | EE D10 | 6% NaCl | NoEE D11 6% NaCl | NoEE D12 6% NaCl | NoEE
CRUAML1.26066; 1=63; p 41 (UL 1.54088; n<77: p 42 (CFUIML 1.700e8; n=85; p 43

% not avallable not avallable not avallable
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Supplementary Fig. S1B | Complete valid Scan 500 CFU records for strain 57

Automatic-count overlays are arranged by salinity and treatment. Blank cells indicate that no valid plate image was used for that position in the selected record set

EE1 EE2 EE3 NoEE-1 NoEE-2 NoEE-3
E79% NaCl | EE E89% NaCl | EE E9|9% NaCl | EE E10 9% NaCl | NoEE E11]9% NaCl | NoEE E12] 9% NaCl | NoEE
CFUIL 3 3535, =61, p 53 CFUImL 374866, n=5T; p 54 CRUImL 2 76166, n=42; p 55 CRUIML 7 29866, n=37. p 56 GFUIML 6 6676, n=60; p 57 CFUIML 5.778¢6; =52, p 58

F7]12% NaCl | EE F8]12% NaCl | EE F912% NaCl | EE F1012% NaCl | NoEE F11|12% NaCl | NoEE F12 12% NaCl | NoEE
CFUIML3.682¢6; n=56; p 65 CFUIML 3.77865; n=34; p 66 GFUImL 4 076e5; n= CRUImL 7.22266; n=65; p 68 CFUIML 6.706¢6; n=34; p.69 CFUIML 4 536¢6; n=69; p.70

12%

G7 | 15% NaCl | EE @8 | 15% NaCl | EE G9 | 15% Nacl | EE ©10 | 15% NaCl | NoEE G11]15% NaCl | NoEE ©12| 15% NaCl | NoEE
CRUAL 4 83%e8; n=44; p.77 UL 5.32566; n=27: p 78 (CFUIL 4 556e8; n=41;p 79 (CFUIML 7 495e6; 1=38; p 80 CFUImL 6.31266; n=32; p.81 CRUIML5.111e6; n=46; p82
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Supplementary Fig. S2 | Representative valid Scan 500 CFU images for strain 57

Exact Jan 5 valid panels are shown where available. REP* panels are same-strain, same-treatment valid Jan 3 images used only for visual representation, not for replacing quantitative records.

EE4 EE2 EE3 NoEE-1 NoEE-2 NoEE-3

©713% Nacl | EE €813% Nacl | EE €9 3% Nacl | EE €10 3% NaCl | NoEE €53% NaCl | NoEE €6 | 3% NaCl | NoEE
exact Jans; CFUIML 302466 n=46;p29 | | exact JanS; CFUImL 4 53666 1=69;p.30 | | exact, Jan5; CFUImL 4.14266;n=63;p.31 | | exact; Jan; CFUIML6.11166; 1=55;p.32 | | REP"; Jan3; CFUIML 6.333%5; REP"; Jand; CFUIL 4 60268; n=70; p &7
Tepresentatve subspiute (represertative substiute

3%
D7 | 6% NaCl | EE D8 | 6% NaCl | EE D9 | 6% NaCl | EE D4 | 6% NaCl | NoEE D5 6% NaCl | NoEE D6 | 6% NaCl | NoEE
exact Janb, CFUIML 126068, 163, p 41 || exact Jand, CFUImL 164066, n=77,p 42 || exact Jan, CFUIML 170006, 1<85,p 43 | REP*, Jan3 CFUJmL 3 62006, n-88, p 83 | | REP",Jan3, CFUIML 2 84066, n=71,p 80 | | REP", Jand, CFUImL 2 800t n=70, p.
represeniative subsyiute representative subsfinte (representaiive substiute
6%

REP* panels should be cited only as representative morphology images. Quantitative OD-CFU interpretation remains based on the validated records listed in Supplementary Table S1
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Screen-level OD-CFU discordance across valid isolates

Endpoint OD response matched to Scan 500 CFU records; W-marked contaminated records excluded

NaCl concentration
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Discordant cells used thresholds of endpoint OD response index > +5% and CFU response index < -10%, relative to the matched no-extract control.




