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- A list of figures that have associated raw data
- A description of any restrictions on data availability
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Methods
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The datasets generated during and/or analysed during the current study are available from the corresponding author on reasonable request.

No statistical method was used to determine sample sizes. Sample sizes for imaging and cell-based assays were chosen to be between 5 and
10 measurements per condition, based on previous experience in similar types of experiments.

Data points were not excluded.

In general, experiments were replicated at least twice to guarantee reproducibility. The only exception was the preliminary kinase inhibitor
screening, which was performed only once to identify potential hits for further evaluation.

No randomization was used because cells used in the different experimental groups were derived from the same cell population.

No blinding group allocation was judged necessary because cells were derived from the same cell population in the comparison of different
experimental groups.
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Eukaryotic cell lines
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Dual use research of concern
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Hazards

Could the accidental, deliberate or reckless misuse of agents or technologies generated in the work, or the application of information presented
in the manuscript, pose a threat to:

No Yes

Public health

National security
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Ecosystems

Any other significant area

Experiments of concern

Does the work involve any of these experiments of concern:

No Yes

Demonstrate how to render a vaccine ineffective

Confer resistance to therapeutically useful antibiotics or antiviral agents

Enhance the virulence of a pathogen or render a nonpathogen virulent

Increase transmissibility of a pathogen

Alter the host range of a pathogen

Enable evasion of diagnostic/detection modalities

Enable the weaponization of a biological agent or toxin

Any other potentially harmful combination of experiments and agents
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Plots

Confirm that:

The axis labels state the marker and fluorochrome used (e.g. CD4-FITC).

The axis scales are clearly visible. Include numbers along axes only for bottom left plot of group (a 'group' is an analysis of identical markers).

All plots are contour plots with outliers or pseudocolor plots.

A numerical value for number of cells or percentage (with statistics) is provided.

Methodology

Sample preparation

Instrument

Software

HeLa cells were obtained from frozen stocks kept in a -130 C freezer, maintained by our lab. Jurkat, clone E6-1 cells were
sourced from ATCC (Cat. No. TIB-152).

HeLa cells were authenticated by morphology. Cell line authentication for Jurkat, clone E6-1 cells were peformed by the
vendor, ATCC.

The cell lines were not tested for mycoplasma contamination.

No commonly misidentified cell line was used.

Cell suspensions were centrifuged, resuspended with FACS buffer ((PBS buffer containing 1 mM EDTA, 25 mM HEPES and 1%
FBS, 0.2 µM filter-sterilized)) and kept on ice until analysis

Beckman Coulter Gallios Flow Cytometer.

Data acquisition and analysis was performed using the Kaluza Analysis Software. GraphPad Prism 7.0 was used to plot the




