



Supplementary Figure 1: Molecular Docking of phyto-compounds against tick BSAP1 and RmAChE1
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Supplementary Figure 2: protein–ligand interaction of phyto-compounds against tick BSAP1 and RmAChE1
[image: The image depicts various molecular interactions with the RmAChE1 enzyme complex, including hydrogen bonding, hydrophobic contacts, and halogen bonding, along with different fractions of interaction strength.

AI-generated content may be incorrect.] 
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$6: Gamma-sitosterol with RmAChE! (modd structure of Rm tick) complex

$7: 4H Pyrant one.2-3 with RmACE1 (model structure of R tick) complex
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$4: Gamma-sitosterol with RmAChE! (model structure of Ram tick) complex
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