Supplementary Data
Supplementary Fig S1
Supplementary Fig. S1 Phylogenetic placement of PavSDJ relative to Arabidopsis DnaJ proteins and closely related Prunus homologs. Two phylogenetic reconstructions are shown to assess the placement of PavSDJ within the plant DnaJ family. The PavSDJ-containing clade is boxed in red. Numbers at nodes indicate bootstrap support values, and the scale bars represent amino acid substitutions per site. Sequences included should refer to supplementary table S1. Left: NJ Tree. Right: ML tree with removal of a short sequence DNAJC13.
SDJ
SDJ




[image: 图形用户界面  中度可信度描述已自动生成]Supplementary Fig S2
Supplementary Fig. S2 Phylogenetic analysis of SDJ-related proteins identifies three major clades
The deduced amino acid sequences were from peach (prefixed with Prupe), strawberry (Fvesca), apple (MDP), soybean (Glyma), poplar (Potri), grapevine (GSV), cucumber (Cucsa), Arabidopsis thaliana (AT), tomato (Solyc), Aquilegia coerulea (Aqcoe), maize (Zm) and rice (LOC_Os). The ML tree was generated with 1000 bootstrap replicates. Bootstrap values over 50 are shown. PavSDJ-like protein of Chlamydomonas reinhardtii (Cre06.g260350.t1) was used as the outgroup. Clades 1–3 are indicated, and PavSDJ is marked by a red star within Clade 3. Numbers at nodes indicate bootstrap support values, and the scale bar represents amino acid substitutions per site.
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Supplementary Table S1 Information of sequences used for defining SDJ family 
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Species Common name | AGI/gene locus Transcript /protein accession | Sequence for tree construction
Arabidopsis thaliana DNAJA1 (AT3G44110) NP_189997.1 Protein
Arabidopsis thaliana DNAJA2 (AT5G22060) NP_568412.1 Protein
Arabidopsis thaliana DNAJA3 (AT5G48030) NP_568690.1 Protein
Arabidopsis thaliana DNAJA4 (AT3G17830) NP_188410.2 Protein
Arabidopsis thaliana DNAJAS (AT4G39960) NP_568076.1 Protein
Arabidopsis thaliana DNAJA6 (AT2G22360) NP_565533.1 Protein
Arabidopsis thaliana DNAJA7 (AT1G80030) NP_849910.1 Protein
Arabidopsis thaliana DNAJBI1 (AT5G01390) NP_195759.1 Protein
Arabidopsis thaliana DNAJB2 (AT4G28480) NP_194577.1 Protein
Arabidopsis thaliana DNAJB3 (AT2G20560) NP_179646.1 Protein
Arabidopsis thaliana DNAJB4 (AT3G08910) NP_187503.1 Protein
Arabidopsis thaliana DNAJB5 (AT1G10350) NP_172506.1 Protein
Arabidopsis thaliana DNAIJB6 (AT1G59725) NP_176181.1 Protein
Arabidopsis thaliana DNAIJC13 (AT3G09700) NP_566352.1 Protein
Arabidopsis thaliana DNAJC45 (AT2G01710) NP_001325329.1 Protein
Arabidopsis thaliana DNAJC75 (AT4G09350) NP_192673.1 Protein
Prunus mume SDJ (LOC103335691) XP_008236938.2 Protein
Prunus avium SDJ (LOC110768545) XP_021828002.1 Protein
Prunus persica SDJ (PRUPE_8G091400) | ONH91073.1 Protein
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