Supplementary Sequence File 2
Assembled contigs from the read pairs mapping to the plasmid DNA sequence
>NODE_1_length_9145_cov_25.624972 (The sequence of one copy inserted T-DNA fragment)
[bookmark: _GoBack]CAAACACTGATAGTTTAAACTGAAGGCGGGAAACGACAATCTGATCCAAGCTCAAGCTGCTCTAGCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGCCAAGCTTTTGGAAAGGTGCCGTGCAGTTCAAACAATTAGTTAGCAGTAGGGTGTTGGTTTTTGCTCACAGCAATAAGAAGTTAATCATGGTGTAGGCAACCCAAATAAAACACCAAAATATGCACAAGGCAGTTTGTTGTATTCTGTAGTACAGACAAAACTAAAAGTAATGAAAGAAGATGTGGTGTTAGAAAAGGAAACAATATCATGAGTAATGTGTGAGCATTATGGGACCACGAAATAAAAAGAACATTTTGATGAGTCGTGTATCCTCGATGAGCCTCAAAAGTTCTCTCACCCCGGATAAGAAACCCTTAAGCAATGTGCAAAGTTTGCATTCTCCACTGACATAATGCAAAATAAGATATCATCGATGACATAGCAACTCATGCATCATATCATGCCTCTCTCAACCTATTCATTCCTACTCATCTACATAAGTATCTTCAGCTAAATGTTAGAACATAAACCCATAAGTCACGTTTGATGAGTATTAGGCGTGACACATGACAAATCACAGACTCAAGCAAGATAAAGCAAAATGATGTGTACATAAAACTCCAGAGCTATATGTCATATTGCAAAAAGAGGAGAGCTTATAAGACAAGGCATGACTCACAAAAATTCATTTGCCTTTCGTGTCAAAAAGAGGAGGGCTTTACATTATCCATGTCATATTGCAAAAGAAAGAGAGAAAGAACAACACAATGCTGCGTCAATTATACATATCTGTATGTCCATCATTATTCATCCACCTTTCGTGTACCACACTTCATATATCATGAGTCACTTCATGTCTGGACATTAACAAACTCTATCTTAACATTTAGATGCAAGAGCCTTTATCCCACTATAAATGCACGATGATTTCTCATTGTTTCTCACAAAAAGCATTCAGTTCATTAGTCCTACAACAACATGGCATCCATAAATCGCCCCATAGTTTTCTTCACAGTTTGCTTGTTCCTCTTGTGCGATGGCTCCCTAGCCCAGTCTAGACTGGCTGGCCGCCGCCGCCGCTCCGTGCAGTGGTGCACCGTGTCCCAGCCGGAGGCCACCAAGTGCTTCCAGTGGCAGCGCAACATGCGCCGCGTGCGCGGCCCGCCGGTGTCCTGCATCAAGCGCGACTCCCCGATCCAGTGCATCCAGGCCATCGCCGAGAACCGCGCCGACGCCGTGACCCTCGACGGCGGCTTCATCTACGAGGCCGGCCTCGCCCCGTACAAGCTCCGCCCGGTGGCCGCCGAGGTGTACGGCACCGAGCGCCAGCCGCGCACCCACTACTACGCCGTGGCCGTGGTGAAGAAGGGCGGCTCCTTCCAGCTCAACGAGCTGCAGGGCCTCAAGTCCTGCCACACCGGCCTCCGCCGCACCGCCGGCTGGAACGTGCCGATCGGCACCCTCCGCCCGTTCCTCAACTGGACCGGCCCGCCGGAGCCGATCGAGGCCGCCGTGGCCCGCTTCTTCTCCGCCTCCTGCGTGCCGGGCGCCGACAAGGGCCAGTTCCCGAACCTCTGCCGCCTCTGCGCCGGCACCGGCGAGAACAAGTGCGCCTTCTCCTCCCAGGAGCCGTACTTCTCCTACTCCGGCGCCTTCAAGTGCCTCCGCGACGGCGCCGGCGACGTGGCCTTCATCCGCGAGTCCACCGTGTTCGAGGACCTCTCCGACGAGGCCGAGCGCGACGAGTACGAGCTGCTCTGCCCGGACAACACCCGCAAGCCGGTGGACAAGTTCAAGGACTGCCACCTCGCCCGCGTGCCGTCCCACGCCGTGGTGGCCCGCTCCGTGAACGGCAAGGAGGACGCCATCTGGAACCTCCTCCGCCAGGCCCAGGAGAAGTTCGGCAAGGACAAGTCCCCGAAGTTCCAGCTCTTCGGCTCCCCGTCCGGCCAGAAGGACCTCCTCTTCAAGGACTCCGCCATCGGCTTCTCCCGCGTGCCGCCGCGCATCGACTCCGGCCTCTACCTCGGCTCCGGCTACTTCACCGCCATCCAGAACCTCCGCAAGTCCGAGGAGGAGGTGGCCGCCCGCCGCGCCCGCGTGGTGTGGTGCGCCGTGGGCGAGCAGGAGCTGCGCAAGTGCAACCAGTGGTCCGGCCTCTCCGAGGGCTCCGTGACCTGCTCCTCCGCCTCCACCACCGAGGACTGCATCGCCCTCGTGCTCAAGGGCGAGGCCGACGCCATGTCCCTCGACGGCGGCTACGTGTACACCGCCGGCAAGTGCGGCCTCGTGCCGGTGCTCGCCGAGAACTACAAGTCCCAGCAGTCCTCCGACCCGGACCCGAACTGCGTGGACCGCCCGGTGGAGGGCTACCTCGCCGTGGCCGTGGTGCGCCGCTCCGACACCTCCCTCACCTGGAACTCCGTGAAGGGCAAGAAGTCCTGCCACACCGCCGTGGACCGCACCGCCGGCTGGAACATCCCGATGGGCCTCCTCTTCAACCAGACCGGCTCCTGCAAGTTCGACGAGTACTTCTCCCAGTCCTGCGCCCCGGGCTCCGACCCGCGCTCCAACCTCTGCGCCCTCTGCATCGGCGACGAGCAGGGCGAGAACAAGTGCGTGCCGAACTCCAACGAGCGCTACTACGGCTACACCGGCGCCTTCCGCTGCCTCGCCGAGAACGCCGGCGACGTGGCCTTCGTGAAGGACGTGACCGTGCTCCAGAACACCGACGGCAACAACAACGACGCCTGGGCCAAGGACCTCAAGCTCGCCGACTTCGCCCTCCTCTGCCTCGACGGCAAGCGCAAGCCGGTGACCGAGGCCCGCTCCTGCCACCTCGCCATGGCCCCGAACCACGCCGTGGTGTCCCGCATGGACAAGGTGGAGCGCCTCAAGCAGGTGCTCCTCCACCAGCAGGCCAAGTTCGGCCGCAACGGCTCCGACTGCCCGGACAAGTTCTGCCTCTTCCAGTCCGAGACCAAGAACCTCCTCTTCAACGACAACACCGAGTGCCTCGCCCGCCTCCACGGCAAGACCACCTACGAGAAGTACCTCGGCCCGCAGTACGTGGCCGGCATCACCAACCTCAAGAAGTGCTCCACCTCCCCGCTCCTCGAGGCCTGCGAGTTCCTCCGCAAGTAATAGCTCGAGCTCTAGATCTGTTCTGCACAAAGTGGAGTAGTCAGTCATCGATCAGGAACCAGACACCAGACTTTTATTCATACAGTGAAGTGAAGTGAAGTGCAGTGCAGTGAGTTGCTGGTTTTTGTACAACTTAGTATGTATTTGTATTTGTAAAATACTTCTATCAATAAAATTTCTAATTCCTAAAACCAAAATCCAGGGGTACCGAGCTTGCATGCCTGCAGTGCAGCGTGACCCGGTCGTGCCCCTCTCTAGAGATAATGAGCATTGCATGTCTAAGTTATAAAAAATTACCACATATTTTTTTTGTCACACTTGTTTGAAGTGCAGTTTATCTATCTTTATACATATATTTAAACTTTACTCTACGAATAATATAATCTATAGTACTACAATAATATCAGTGTTTTAGAGAATCATATAAATGAACAGTTAGACATGGTCTAAAGGACAATTGAGTATTTTGACAACAGGACTCTACAGTTTTATCTTTTTAGTGTGCATGTGTTCTCCTTTTTTTTTGCAAATAGCTTCACCTATATAATACTTCATCCATTTTATTAGTACATCCATTTAGGGTTTAGGGTTAATGGTTTTTATAGACTAATTTTTTTAGTACATCTATTTTATTCTATTTTAGCCTCTAAATTAAGAAAACTAAAACTCTATTTTAGTTTTTTTATTTAATAATTTAGATATAAAATAGAATAAAATAAAGTGACTAAAAATTAAACAAATACCCTTTAAGAAATTAAAAAAACTAAGGAAACATTTTTCTTGTTTCGAGTAGATAATGCCAGCCTGTTAAACGCCGTCGACGAGTCTAACGGACACCAACCAGCGAACCAGCAGCGTCGCGTCGGGCCAAGCGAAGCAGACGGCACGGCATCTCTGTCGCTGCCTCTGGACCCCTCTCGAGAGTTCCGCTCCACCGTTGGACTTGCTCCGCTGTCGGCATCCAGAAATTGCGTGGCGGAGCGGCAGACGTGAGCCGGCACGGCAGGCGGCCTCCTCCTCCTCTCACGGCACCGGCAGCTACGGGGGATTCCTTTCCCACCGCTCCTTCGCTTTCCCTTCCTCGCCCGCCGTAATAAATAGACACCCCCTCCACACCCTCTTTCCCCAACCTCGTGTTGTTCGGAGCGCACACACACACAACCAGATCTCCCCCAAATCCACCCGGCGGCCCCTCCGCTTCAAGGTACGCCTCTCGTCCTCCCCCCCCCCTCTCTACCTTCTCTAGATCGGCGTTCCGGTCCATGGTTAGGGCCCGGTAGTTCTACTTCTGTTCATGTTTGTGTTAGATCCGTGTTTGTGTTAGATCCGTGCTGCTAGCGTTCGTACACGGATGCGACCTGTACGTCAGACACGTTCTGATTGCTAACTTGCCAGTGTTTCTCTTTGGGGAATCCTGGGATGGCTCTAGCCGTTCCGCAGACGGGATCGATTTCATGATTTTTTTTGTTTCGTTGCATAGGGTTTGGTTTGCCCTTTTCCTTTATTTCAATATATGCCGTGCACTTGTTTGTCGGGTCATCTTTTCATGCTTTTTTTTGTCTTGGTTGTGATGATGTGGTCTGGTTGGGCGGTCGTTCTAGATCGGAGTAGAATTCTGTTTCAAACTACCTGGTGGATTTATTAATTTTGGATCTGTATGTGTGTGCCATACATATTCATAGTTACGAATTGAAGATGATGGATGGAAATATCGATCTAGGATAGGTATACATGTTGATGCGGGTTTTACTGATGCATATACAGAGATGCTTTTTGTTCGCTTGGTTGTGATGATGTGGTGTGGTTGGGCGGTCGTTCATTCGTTCTAGATCGGAGTAGAATACTGTTTCAAACTACCTGGTGTATTTATTAATTTTGGAACTGTATGTGTGTGTCATACATCTTCATAGTTACGAGTTTAAGATGGATGGAAATATCGATCTAGGATAGGTATACATGTTGATGTGGGTTTTACTGATGCATATACATGATGGCATATGCAGCATCTATTCATATGCTCTAACCTTGAGTACCTATCTATTATAATAAACAAGTATGTTTTATAATTATTTTGATCTTGATATACTTGGATGATGGCATATGCAGCAGCTATATGTGGATTTTTTTAGCCCTGCCTTCATACGCTATTTATTTGCTTGGTACTGTTTCTTTTGTCGATGCTCACCCTGTTGTTTGGTGTTACTTCTGCAGGTCGACTCTAGAGGATCTACCATGGCCACCGCCGCCGCCGCGTCTACCGCGCTCACTGGCGCCACTACCGCTGCGCCCAAGGCGAGGCGCCGGGCGCACCTCCTGGCCACCCGCCGCGCCCTCGCCGCGCCCATCAGGTGCTCAGCGGCGTCACCCGCCATGCCGATGGCTCCCCCGGCCACCCCGCTCCGGCCGTGGGGCCCCACCGATCCCCGCAAGGGATCTGGGGCCAACGACCTGATCTTCCTGGCCCAGCCGGGCGGCAGGCTGAACGGCAGGATCAGGGTGCCGGGCGACAAGAGCATCAGCCACAGGAGCATCATGCTGGGCAGCCTGGCCGAGGGCACCACCGAGGTGGAGGGCTTCCTGGAGGGCGAGGACGCCCTGGCCACCCTGCAGGCCTTCAGGGACATGGGCGTGGTGATCGAGGGCCCGAACCACGGCAGGGTGACCATCCACGGCGTGGGCCTGCACGGCCTGAAGCCGCCGCCGGGCCCGCTGTACGTGGGCAACAGCGGCACCAGCATGAGGCTGCTGAGCGGCCTGCTGGCCGGCCAGAGCTTCGACGTGACCATGACCGGCGACGCCAGCCTGAGCAAGAGGCCGATGAACAGGGTGGCCAACCCGCTGAGGGAGATGGGCGCCGTGGTGGAGACCGGCCCGGAGGGCAGGCCGCCGCTGACCATCAGGGGCGGCCACAAGCTGAAGGGCCTGACCTACACCCTGCCGATGGCCAGCGCCCAGGTGAAGAGCTGCCTGCTGCTGGCCGGCCTGTACGCCGAGGGCAAGACCACCGTGACCGAGCCGGCCCCGACCAGGGACCACACCGAGAGGATGCTGAGGGGCTTCGGCTACAGCGTGGAGAGCAACGGCCCGGTGGCCAGCCTGCAGAGCGGCGGCAAGCTGACCGCCACCAGGATCGAGGTGCCGGCCGACATCAGCAGCGCCGCCTTCTTCCTGGTGGCCGCCAGCATCGCCGAGGGCAGCGAGCTGGTGCTGGAGCACGTGGGCATCAACCCGACCAGGACCGGCGTGATCGACATCCTGAGGCTGATGGGCGGCGACATCACCCTGGAGAACCAGAGGGAGGTGGGCGGCGAGCCGGTGGCCGACCTGAGGGTGAGGGGCGCCCAGCTGAAGGGCATCGACATCCCGGAGGCCCTGGTGCCGCTGGCCATCGACGAGTTCCCGGTGCTGTTCGTGGCCGCCGCCTGCGCCGAGGGCAGGACCGTGCTGAGGGGCGCCGAGGAGCTGAGGGTGAAGGAGAGCGACAGGATTCAGGTGATGGCCGACGGCCTGATCACCCTGGGCATCAAGTGCGAGCCGACCCCGGACGGCATCATCATCGACGGCGGCCAGCTGGGCGGCGGCGAGGTGCACGGCCACGGCGACCACAGGATCGCGATGGCCTTCAGCGTGGCCAGCCTGAGGGCCAGCGCCCCGATCAGAATCCACGACTGCGCCAACGTGGCCACCAGCTTCCCGAACTTCCTGGCCCTGTGCGCCGAGGTGGGCATCAGGGTGGCCGAGGAGGGCAAGAGCTGACTCGAGCTCTAGATCTGTTCTGCACAAAGTGGAGTAGTCAGTCATCGATCAGGAACCAGACACCAGACTTTTATTCATACAGTGAAGTGAAGTGAAGTGCAGTGCAGTGAGTTGCTGGTTTTTGTACAACTTAGTATGTATTTGTATTTGTAAAATACTTCTATCAATAAAATTTCTAATTCCTAAAACCAAAATCCAGGGCGAATTCGTAATCATGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGCTAGAGCAGCTTGCCAACATGGTGGAGCACGACACTCTCGTCTACTCCAAGAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCTATTGAGACTTTTCAACAAAGGGTAATATCGGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTCATCAAAAGGACAGTAGAAAAGGAAGGTGGCACCTACAAATGCCATCATTGCGATAAAGGAAAGGCTATCGTTCAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGAACATGGTGGAGCACGACACTCTCGTCTACTCCAAGAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCTATTGAGACTTTTCAACAAAGGGTAATATCGGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTCATCAAAAGGACAGTAGAAAAGGAAGGTGGCACCTACAAATGCCATCATTGCGATAAAGGAAAGGCTATCGTTCAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAGAGGACACGCTGAAATCACCAGTCTCTCTCTACAAATCTATCTCTCTCGAGTGGAGCAAGAAGAGGATAGCTACAGAGAGAATGGCAATAATGTAGGCGTTATCCATGGCTAAGCTGAGCTCACGAATGTGTGATGTGTTTCTGTGACTCTGGTGCACTGCTAAGACTGGAGATCTGGATCCAGATCTCCAGTCTTGATCCAGGGAGAGGTACTATGGGCTTAACTTTCCTCGGTTGCCCAGCAACTTACCAACAACAATTCCAACAATTTTCGCCTCAATGGCAAAGTGAAAGCCAAAAGTTTAGGGGCGAGCACCAACTGCAGGGTTCAACCTAATTAGCACGGTTGTTTATGTCATAAACATATATGGTAACAACAGGTGCATCACCATCATTGTAGAACCAATGTGCAACACCAGCTGGGAGTGGAATAATATCTCCTTGTCTAAATTGATAGATCTTTTGGTGCTCGTCCCTAAACTTTTGGCTTTCACTTTGCCATTGAGGCGAAAATTGTTGGAATTGTTGTTGGTAAGTTGCTGGGCAACCGAGGAAAGTTAAGCCCATAGTACCTCTCCCTGGATCAAGACTGGAGATCTGGATCCAGATCTCCAGTCTTAGCAGTGCACCAGAGTCACAGAAACACATCACACATTCGTGAGCTCAGCTTAGCCATGGATAACGCCTACATTATTGCCATTCTCTCTGTAGCTATCCTCTTCTTGCTCCACTCGAGTTTCTCCATAATAATGTGTGAGTAGTTCCCAGATAAGGGAATTAGGGTTCCTATAGGGTTTCGCTCATGTGTTGAGCATATAAGAAACCCTTAGTATGTATTTGTATTTGTAAAATACTTCTATCAATAAAATTTCTAATTCCTAAAACCAAAATCCAGGG

>NODE_2_length_279_cov_4.107143
ATCATACAAACCTTGGATGATGTAGACCATGCTGAGAGTGTTGGTGTATCGAGGTACCAAAAGACCTTGAGGCTGAATGATACGTCGGATGACAAACGTACCAGTGTGCTGGAATAATTCATTCCTCTCATCAACATACTCAGTCACACCACCTTCTGATCTCACTTTCTGAAGTGACTCAAATGCTTGTAATCTATCAAATCTATACTCACTAAAACTTCCTTGATGAGGACTATGCCATGGGTTTGTTCTTGGATAAAATAGTTGGGCCATAGAATC

>NODE_3_length_266_cov_4.876777
GTATTCCTTGGTATCAGTCGTACCTTACGTCCCTTAAATACCGCGGTCGGGTATAACCCGTCAACAATGATCTCTCCTCTTTGGTCATTTTGACTCTGCGGCCTCTTTGCTGCTACTGTGTTGATGCCTAAAGCCTCACTTAGTTGCTCAACACCGATTCTGTTGAATATATTTTGCCTAGGGTGTTGCTCAATTGAGCTACCATATACTTGTTGAACTCTATTGTTGTTAGCAGCTAATAAGAATTCCTGAAACTTTTATCAATG

>NODE_4_length_213_cov_3.765823
CGACTTATCAGCAACAATTCCAACAATTTTCGTCTCAAGGCCAAAGTCAAAGCCAAAAGTTTAGGGATGAGCATCAAAAGATCCATCAATTTAGACAAGGAGATGTTGTTGCACTCCCAGCTGGTGTTGCACATTGGTTCTACAATGATGGTGATGCATCGGTTGTTGCCATATATGTTTATGACATAAACAACAGTGCAAATCAACTTGAAC


